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Abstract: Valorizing agricultural wastes to preserve food or to produce functional food is a general
trend regarding the global food shortage. Therefore, natural preservatives were developed from the
seed waste of the cluster bean and the common bean to extend the shelf life of fresh buffalo meat
steak and boost its quality via immersion in high-solubility peptides, cluster bean protein hydrolysate
(CBH), and kidney bean protein hydrolysate (RCH). The CBH and the RCH were successfully
obtained after 60 min of pepsin hydrolysis with a hydrolysis degree of 27–30%. The SDS-PAGE
electropherogram showed that at 60 min of pepsin hydrolysis, the CBH bands disappeared, and RCH
(11–48 kD bands) nearly disappeared, assuring the high solubility of the obtained hydrolysates. The
CBH and the RCH have considerable antioxidant activity compared to ascorbic acid, antimicrobial
activity against tested microorganisms compared to antibiotics, and significant functional properties.
The CBH and the RCH (500 µg/mL) successfully scavenged 93 or 89% of DPPH radicals. During
the 30-day cold storage (4 ◦C), the quality of treated and untreated fresh meat steaks was monitored.
Protein hydrolysates (500 g/g) inhibited lipid oxidation by 130–153% compared to the control and
nisin and eliminated 31–55% of the bacterial load. The CBH and the RCH (500 µg/g) significantly
enhanced meat redness (a* values). The protein maintained 80–90% of the steak’s flavor and color
(p < 0.05). In addition, it increased the juiciness of the steak. CBH and RCH are ways to valorize
wastes that can be safely incorporated into novel foods.

Keywords: legume; wastes; enzymatic hydrolysis; protein; antioxidant; antimicrobial; buffalo meat
steak; cold storage

1. Introduction

A short life distinguishes fresh products as they are an excellent medium for micro-
bial growth and prone to lipid oxidation. The increase in microbial load and oxidation
rate in food causes considerable economic losses and ethical problems worldwide. The
deterioration in color and sensory traits of fresh meat is an obvious consequence of these
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problems [1]. Cutting fresh meat in steak form can effectively and efficiently ease the
incorporation of additives that can enhance storage stability.

The Food and Agriculture Organization (FAO) revealed that food waste and food loss
occur when “the quantity or quality of food decreases along the food supply chain” [2].

Food-spoiling microorganisms are the leading cause of food waste and loss. Approxi-
mately 20% of global meat production is lost due to microbial contamination. Controlling
the population of microorganisms in animal products is one of the most important ways
to reduce food waste [3]. In theory, increasing the levels of preservatives in food could
be a solution to this problem. However, consumers dislike chemical preservatives that
extend food shelf life [4]. As a result, there is a demand for natural alternatives to chemical
preservatives.

Antimicrobial peptides (AMPs) are compounds that represent the first line of defense
in plants, animals, and microbes against pathogenic microorganisms [5].

Biologically active peptides derived from vegetable wastes, especially legumes by
enzymatic hydrolysis, are promising alternatives to chemical preservatives as they can
extend the shelf life of food by inhibiting microbial contamination and food components’
oxidation. They are also biocompatible and biodegradable in vivo [6].

Enzymatic hydrolysis increased the human diet’s long-term bioavailability of amino
acids, besides enhancing their absorbance through the small intestine [7]. Additionally,
the protein hydrolysates have various activities. Recently, chickpea protein hydrolysate
by chymotrypsin was isolated as an antimicrobial peptide against various foodborne
pathogens, and it can be used as a food preservative [8]. A 2 h Flavourzyme-gram bean
hydrolysate is characterized by a distinct structure and significant antioxidant activity [9].
Therefore, the application of these enzymatic hydrolysates has a significant impact on food
formulation. Many trials are proceeding to incorporate various protein hydrolysates as
potential natural preservatives into meat products and juices [10–12].

The antimicrobial mechanism of AMPs is briefed on reacting with certain parts of
the bacterial membrane, such as anionic phospholipids and lipopolysaccharides, which
break down the membrane and kill the bacteria [13]. The reaction may depend on peptides’
hydrophobicity by binding the hydrophobic groups in the membrane. Additionally, in
ionic/electrostatic interactions, the peptides are deposited on the bilayer surface, causing
cellular membrane flux and disintegration [14,15]. Furthermore, amphipathicity, when
peptides contain hydrophobic and hydrophilic residues, both previous mechanisms may
be functioning. In addition, peptide length plays a critical role; short peptide has a good
amphipathic structure with powerful antimicrobial activity [16,17].

Legume wastes, i.e., broken seeds, which consumers do not prefer, are precious sources
of nutrients, especially protein [18]. However, many of these biomaterials do not get used
and wind up in municipal landfills, causing major environmental problems and negative
economic impacts. Therefore, managing massive amounts of various degradable materials
is challenging [19].

Several studies highlighted the extraction of protein from food wastes (FW). They
concerned the extraction of protein from FW to strengthen the concept of recycling and to
utilize valuable extracted protein from FW as an equally valuable recycled ingredient and
product to induce sustainability. So, the extraction processes often target protein yield, and
they must be environmentally greener. Enzymatic hydrolysis in our study achieved this
equation by excluding harsh chemicals. The extraction steps of protein from food waste are
of prime importance to maximize protein yield and quality, where polysaccharide removal
may affect protein solubility. Solubility is a marker of protein extractability. Tabal et al. [20]
provided a new protein hydrolysate from pigeon pea milling waste (26% protein) for use
in food formulation. In addition, Tassoni et al. [21] highlighted the use of pea, bean, and
chickpea agro-industrial wastes in preparing protein for the formulation of feed, food,
cosmetic, and packaging products.
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However, there are no studies on valorizing the unwanted cluster bean (52% pro-
tein) and common red bean (25% protein) seeds to produce novel, eco-friendly protein
hydrolysates and incorporate them in food formulation.

Cluster bean or guar (Cyamopsis tetragonoloba) is a valuable legume. Its seeds contain
52.6% protein and high mineral and vitamin content, mainly Fe and Vitamin C [22]. Green
or dried seeds have numerous medicinal and industrial applications for humans and
animals [23]. Additionally, red kidney beans (Phaseolus vulgaris L.) are an excellent source
of protein (20–40%), consumed as an inexpensive protein source in many developing
countries [24].

In this study, we explored novel pepsin protein hydrolysates from cluster bean
and common red bean wastes (CBH and RCH) which have not been used in previous
studies—that were chemically characterized by SDS-PAGE. Functional properties, e.g., the
hydrolysate’s solubility, water-holding capacity, and oil holding capacity were evaluated
and associated with their activities (antioxidant and antimicrobial). Buffalo meat steak was
covered with CBH and RCH hydrolysates and stored for 30 days under cold conditions,
while continuously monitoring the chemical and microbial changes.

2. Materials and Methods
2.1. Protein Hydrolysates Isolation

The seed wastes of the cluster (Cyamopsis tetragonoloba) and kidney beans (Phaseolus
vulgaris L.) were finely ground by a Moulinex blender (FP823125, France). The powder was
homogenized in hexane (1:3, w:v). The protein was isolated from defatted powder as per
Millan-Linares et al., [25]

The cluster bean and the common bean protein isolates were blended with pepsin
(0.5%), homogenized in acidic phosphate buffer pH 2, and put in a heat bath (37 ◦C) for
intervals of 0, 30, 45, and 60 min. The enzyme was inhibited at 90 ◦C for 15 min. The
solution was centrifuged at (14,000× g, 5 min) to obtain CBH and RCH, lyophilized, and
kept for further analysis [11,26].

2.2. The Degree of Hydrolysis (DH)

The %DH of cluster bean and common bean protein isolates after 0, 30, 45, and 60 min
were determined by Holye and Merrltt [27]. A total of 100 µL of Trichloroacetic acid
(10%) was added to 100 µL of protein isolates, then centrifuged under cooling at 12,298× g
for 10 min. The total nitrogen in the supernatant protein and TCA was measured by the
Kjeldahl method [28].

2.3. Characterization of Cluster Bean and Common Bean Hydrolysates
2.3.1. SDS-PAGE

After pepsin hydrolysis for 30 and 60 min, the protein hydrolysates were separated by
discontinuous SDS-PAGE (18%) (Arabian Group for Integrated Technologies “Agitech”,
New Cairo, Egypt). The buffer system was (Tris HCl, pH 6.8 for staking gel, and Tris HCl,
pH 8.8 for resolving gel) following Laemmli [29]. A total of 5 µL of protein in loading
sample buffer was loaded in each well. A 5 to 245 kDa Tris-Glycine marker was embedded
to configure the detected bands in electropherogram, which was stained by Coomassie
brilliant blue.

2.3.2. Physicochemical Analysis of Hydrolysates

The suspensions of protein hydrolysates and seed residues were served for the fol-
lowing analysis. Moisture content was determined using AOAC method 925.10 [28]. The
protein content was evaluated by elemental microanalysis as % nitrogen content × 6.25,
using a NB9830 full automatic kjeldahl protein analyzer by AOAC method 920.87 [28]. The
ash content was evaluated using the direct ignition method (550 ◦C for 25 h), AOAC method
923.03 [28]. The fat content was determined using AOAC method 945.16 [28]. Carbohydrate
content was determined by difference. Carbohydrate was calculated by subtracting the sum
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percentage of moisture, protein, fat, ash, crude and dietary fiber. The protein hydrolysates
used in the following analysis were obtained after 60 min of pepsin hydrolysis.

2.3.3. Functional Properties of Protein Hydrolysates
Solubility

The solubility of CBH and RCH (60 min of pepsin hydrolysis) was estimated at
different pH (2–10) according to the method described in Saad et al. [12], with some
modification. The CBH and the RCH (0.1 mL) were suspended in 25 mL of distilled water,
stirred for 45 min at 45 ◦C, while adjusting pH, and then centrifuged under cooling at
(5000× g, 10 min) to estimate the total nitrogen in the protein supernatant using the Kjeldahl
method [28], which was then applied in Equation (2).

Solubility (%) =
Amount o f protein in the supernantent

Amount o f protein in sample
× 100 (1)

Water Absorption Capacity

In weighted test tubes, 100 mg of CBH and RCH were stirred with 10 mL of sterilized
distilled water for 30 min. The tubes were centrifuged at 6000× g for 30 min. The super-
natant was suspended, then the tubes remained tilted at 45◦ for 30 min until the surface
water was broken, then reweighted [30].

water absorbing capacity =
absorbed water (g)
sample weight (g)

(2)

Oil Absorption Capacity

In weighted test tubes, 500 mg of CBH and RCH were homogenized in 10 mL of
oil for 30 min. The tubes were centrifuged for 30 min at 6000× g, the supernatant was
discarded, and the tubes were left upside down for 30 min to remove surface oil before
being reweighted [30].

oil absorbing capacity =
absorbed oil (g)

sample weight (g)
(3)

2.4. Total Phenolic Compounds (TPC) in the Hydrolysates

Total phenolic content was determined by the Folin–Ciocalteu reagent according to the
method of Müller et al. [31]. In brief, in a 96-well microplate, 20 microliters of CBH and RCH
obtained after 60 min pepsin hydrolysis were added to 100 microliters of Folin–Ciocalteu
reagent and 75 microliters of Na2CO3 solution (7.5%), then incubated for 60 min in the dark.
The absorbance was read at 765 nm by a microplate reader. The total phenolic content was
expressed as g gallic acid equivalent/mL of protein by applying the following equation:
y = 0.004x + 0.1257.

2.5. Biological Activity of Pepsin Protein Hydrolysates
2.5.1. Antioxidant Activity

The scavenging potential of the DPPH free radical was determined as per Gali and
Bedjou [32]. In brief, 160 µL of DPPH solution was added to 40 µL of CBH and RCH
levels (50, 100, 200, 300, and 500 µg/mL), and ascorbic acid (500 µg/mL) was used as a
reference. After 30 min of incubation in a dark place at 25 ◦C, the absorbance was read at
517 nm. The ability of protein hydrolysates to scavenge the DPPH radical was applied in
this Equation (5):

Radical scavenging activity (%) =
Abs. control − Abs. sample

Abs.control
× 100 (4)
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2.5.2. Antimicrobial Activity

The microbial strains, Bacillus cereus (BC), Listeria monocytogenes (LM), Staphylococcus
aureus (SA), Escherichia coli (EC), Pseudomonas aeruginosa (PA), Salmonella typhi (ST), As-
pergillus niger (AN), Aspergillus flavus (AF), Candida gelbeta (CG), Candida tropicalis (CT),
and Candida albicans (CA) were taken from the microbial culture collection (MIRCN) in the
Faculty of Agriculture, Ain Shams University, Egypt. The bacterial inoculum was prepared
at 1 × 108 CFU/mL, and the fungal inoculum was prepared at 1 × 105 CFU/mL.

Antibacterial

The disc diffusion method was used to assess antibacterial activity. Discs (6 mm) were
saturated with CBH and RCH at concentrations of (25, 50, 100, 200, 400, and 500 µg/mL)
and placed on the surface of bacterial strains-inoculated Muller Hinton agar (MHA) plates
and incubated at 37 ◦C for a day. The positive control was penicillin (500 µg/mL), and
water was used as negative control. The diameters of the inhibition zones (mm) were
calculated [12,33].

The minimum inhibitory concentration (MIC) and minimum bactericidal concentration
(MBC) were estimated [12,33]. For MIC, 50 µL of CBH or RCH concentrations were added
to Muller Hinton broth (MHB) tubes inoculated with bacterial stains. The tubes were
incubated at 37 ◦C for 1 day before the turbidity was measured at 600 nm. For MBC, 100 µL
of MIC tubes were spread on new MHA plates that were incubated at 37 ◦C, and bacterial
population was observed after 24 h.

Antifungal

The disc diffusion technique was used to assess the antifungal activity of CBH and
RCH [34,35]. The Candida and fungal inoculum were prepared in Sabouraud dextrose
(SD) broth at a concentration of 105 CFU/mL. The prepared inoculum was spread over
Sabouraud dextrose Agar (SDA) plates. CBH and RCH saturated 6 mm discs with different
concentrations were placed on SDA plates, while clotrimazole (500 µg/mL) saturated
discs were used as a positive control. The SDA plates were incubated for 2 days at 37 ◦C
and 5 days at 30 ◦C for Candida and fungi, respectively. The distances of the inhibition
zones (mm) were estimated. The MIC and MFC were determined with microdilution broth
and MFC with spreading plates as mentioned in antibacterial activity, considering the
incubation conditions of Candida and fungi.

2.6. Preservation of Fresh Meat Steak

Two factors were studied in this experiment: 1. Concentrations of CBH and RCH
(0, 100, 250, and 500 µg/g meat); and 2. Storage time: 0, 10, 20, and 30 days.

Meat steaks were immersed in 100 mL of CBH and RCH suspension concentrations
(0, 100, 250, and 500 µg/mL) for 24 h at 4 ◦C before being packed in polyethylene bags and
stored in refrigeration at 4 ◦C for analysis.

Meat steaks were divided into 8 equal proportions and mixed with different concentra-
tions of CBH, RCH, and nisin according to the following formulations: Using the immersion
method, CBH 0, 100, 250, and 500 µg/g were T1-T4; RCH 0, 100, 250, and 500 µg/g were
T5-T7, and nisin (500 µg/g) was T8, respectively. The samples were packaged and stored
in a refrigerator at 4 ◦C. A total of 8 random samples were taken for analysis during the
storage period (0, 10, 20, and 30 days).

2.6.1. Physicochemical Analysis of Meat Sample
pH and Glycogen Content Estimation

The pH of steak samples was measured by Ibrahim et al. [36]. Steak samples (10 g)
were homogenized in 100 mL of distilled water for 1 min. The pH was then measured by a
pH meter. Glycogen content in meat samples was measured according to Dreiling et al. [37].
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Metmyoglobin (MetMb) Analysis

The MetMb content in meat samples was estimated by Krzywicki [38]. The treated
and untreated steak samples (1 g) were blended for 10 s in a magnetic stirrer with 10 mL of
ice-cold 0.04 M phosphate buffer at pH 6.8 before being centrifuged at 3000× g for 30 min
at 4 ◦C. The supernatant was further clarified by filtration through Whatman No. 1 filter
paper. The absorbance of the filtrate was measured at 525, 572, and 700 nm using a UV-VIS
spectrophotometer (Shimadzu, Nakagyo-ku, Kyoto, Japan). The %Met-Mb concentration
was estimated by Equation (6) [38].

MetMb (%) =

[
1.395 − A572 − A700

A525 − A700

]
× 100 (5)

The Percentage of Inhibition in Lipid Peroxidation (LPI)

The Witte et al. [39] method was used to estimate the percentage of LPI. The meat
steak samples were suspended in cold 50 mM phosphate buffer (pH 7) and centrifuged
at high speed (14,000× g, 30 min, 4 ◦C). The obtained supernatant (100 µL) was mixed
with barbituric acid (2 mL) and boiled for 30 min before cooling. A spectrophotometer
(Shimadzu, Nakagyo-ku, Kyoto, Japan) was used to measure the sample absorbance at
530 nm. The percentage of LPI was calculated in Equation (6):

Lipid oxidation inhibition (%) =

[
1 − Sample absorbance

control absorbance

]
× 100 (6)

2.6.2. Sensorial Properties and Color Measurement

The steak samples were evaluated for sensory characteristics, including color, flavor
and aroma, tenderness, juiciness, and overall acceptability. Steak samples (after a 30-day
storage period) were cooked in an oven at 176 ◦C for 8.5 min until the internal temperature
reached 70 ◦C, then served warm at 60 ◦C to eight trained panelists [40]. Steak samples
from different treatments were randomized and evaluated within the session. Water was
mounted after each sample assessment. Panelists rated each sample attribute using a
9-point hedonic scale. The higher score values indicate a greater preference.

Concerning the meat color, the Hunter color analyzer (Hunter Lab color Flex EZ, USA)
was used to measure the color parameters (L*, a*, and b*) of meat steak samples [41].

2.6.3. Microbiological Analysis

The microbial load of buffalo meat steak was calculated as per Saad et al. [42]; 10 g
of meat steak samples were homogenized with 90 mL sterilized buffer peptone water
for 10 min to prepare a 10−1 concentration; decimal dilutions were prepared up to 10−6;
in one-use Petri-dishes, 1 mL of each dilution was added, followed by the appropriate
media; on plate count agar (PCA), the total bacterial count (TBC) was determined after
a 24-h incubation period at 30 ◦C. Additionally, after a 10-day incubation period at 7 ◦C,
psychrophilic bacteria counts (PBC) were counted at PCA [43]. The microbial counts were
transformed to logarithms (CFU/g).

2.7. Statistics

All experiments were done three times. The average of the replicated data was
analyzed by One Way ANOVA at a probability level of 5%, followed by an LSD test to
define the significant differences between means using Microsoft Excel (v. 2019).

3. Results and Discussion
3.1. The Approximate Composition of Protein Isolates and Hydrolysates

Table 1 presents the proximate analysis of the seed wastes and their protein hy-
drolysates of cluster and kidney beans. Cluster bean seed wastes and their protein hy-
drolysate contain high protein, i.e., 57.2 and 93.2%, respectively, compared to 23.35 and
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88.9% in red kidney beans. Furthermore, red common bean seeds have the highest carbo-
hydrate content, recording 64.1%. Ash content was higher in cluster bean hydrolysates,
reaching 7.3%. In a previous study, the approximate composition of black beans was carbo-
hydrates (71.4%), protein (23.1%), ash (4.3%), and fat (1.2%). However, the protein content
in its protein isolates increased by 253% compared to black bean seed, while carbohydrates
decreased by 11.4% [44].

Table 1. Approximate analysis of seed wastes and protein hydrolysate of cluster and red kidney
beans.

Proximate
Composition (%)

Beans Seed Wastes

Cluster Red Kidney

Material Status Seed Hydrolysate Seed Hydrolysate

Protein 57.2 c 93.2 a 23.35 d 88.9 b
Carbohydrates 30.8 b 0.13 d 64.1 a 4.6 c

Fat 2.25 a - 2.3 a -
Ash 4.3 c 7.3 a 4.19 c 6.5 b

Moisture 6.1 a - 6.3 a -
The lowercase letters next to values means in the same row indicate significant differences at p ≤ 0.05. Protein
hydrolysate is obtained after 60 min of hydrolysis with pepsin at 37 ◦C.

Generally, ash content increased with pepsin hydrolysis in CBH rather than RCH. The
results indicated that CBH protein content was significantly increased by 63%. However,
the increase was 282% in RCH because of the increase of 70% in ash content in CBH. A
prior study found a comparable decrease in protein level in Alcalase-black kidney bean
protein hydrolysate, probably because of the increase in ash content, which may be due to
the addition of NaOH to maintain the pH during hydrolysis [44]. In Alcalase-hydrolyzed
chickpea protein, a comparable reduction in protein content was observed, along with an
increase in ash content [45].

3.2. Physiochemical Characterization of the Hydrolysates
3.2.1. SDS-PAGE Electropherogram

Figure 1 shows an SDS-PAGE electropherogram of the obtained CBH and RCH after
pepsin hydrolysis for 30 min and 60 min. In total, 10 bands in the range of 17–100 kD in
RCH were detected in lane 1. However, 5 bands of 17–48 kD in CBH were detected in
lane 3. These 15 bands correspond to storage proteins, where 47–75 kD refers to vicilin
(7S), and 40–48 kD refers to phaseolin (8S), following Los et al. [46], the 8S and the 7S
bands in RCH after 30 min hydrolysis are more intense than those in CBH. After 60 min
of pepsin hydrolysis, 7S bands (50–63 kD) still existed in lane 2 (RCH), but no bands were
detected in lane 4, indicating the complete hydrolysis of CBH, which agreed with Saad
et al. [11], who found the total disappearance of white kidney bean protein bands after 6 h
of pepsin hydrolysis.

3.2.2. The Degree of Hydrolysis (DH)

Figure 2 depicts the DH (%) of cluster and red common bean protein isolates after
60 min of pepsin hydrolysis at 37 ◦C. In terms of hydrolysis time dependence, the DH was
significantly increased. After 60 min of pepsin hydrolysis, the maximum DH of CBH and
RCH was recorded, reaching 30 and 27%, respectively. The CBH had a high DH by a relative
rise of nearly 11% over the RCH. Saad et al. [11] found the degree of hydrolysis was 33.3%
for white kidney bean protein after hydrolysis by pepsin 1% for 6 h. Additionally, pepsin
black bean protein was hydrolyzed by 27% with 2 h of pepsin hydrolysis [47]. In addition,
when Bumrungsart and Duangmal [9] used Flavourzyme® (6%) for 6 h to hydrolyze black
gram bean protein isolate, they obtained a high DH (75%).
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Figure 1. SDS electropherogram (18%) of RCH and CBH isolated from cluster and red kidney
bean seeds wastes. Lane 1, M, molecular marker (Tris-Glycine SDS-PAGE, 4–20%). Lanes 2 and 4
represented protein bands of protein isolates after 30 min pepsin hydrolysis; lanes 3 and 5, represented
60-min pepsin hydrolysis at 37 ◦C of protein isolates. Buffer system, discontinuous SDS-PAGE buffer
system (Tris HCl, pH 6.8 for staking gel, and Tris HCl, pH 8.8 for resolving gel). 5 µL of protein in
loading sample buffer was loaded in each well.

Figure 2. Degree of hydrolysis (DH) of cluster bean hydrolysate (CBH) and red bean protein hy-
drolysates (RCH) (60 min pepsin hydrolysis at 37 ◦C).

3.2.3. The pH-Protein Solubility

Incorporating functional protein into food formulation is depends on its solubility,
influencing protein foaming and emulsifying properties [48]. The CBH and the RCH
had isoelectric pH (lowest solubility) of 4–6 similar to the intact mother protein (Table 2).
Protein solubility increased significantly (p < 0.05) when the pH shifted away from the
isoelectric point. After 60 min of pepsin hydrolyzed, the solubility of CBH and RCH were
80 and 75% at pH 3, which increased to 100 and 90% at pH 11, respectively. The order of
solubility level is CBH > RCH, which is related to the degree of hydrolysis and means that
the solubility is improved. The fact that the basic side has a higher solubility than the acidic
side is consistent with Los et al. [46], who found the solubility of carioca bean and soybean
protein hydrolysate at pH 3.0 was 35.13%; but, when pH was raised to 10, the hydrolysates
dissolved. Furthermore, the solubility of papain-kidney bean protein hydrolysate at pH 10
was 78% [49].
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Table 2. Functional properties (water-absorbing capacity, oil-absorbing capacity, and solubility) of
CBH and RCH were obtained after 60 min of pepsin hydrolysis at 37 ◦C.

Protein
Hydrolysate

HT
(min)

Functional Properties

WAC
(g/g)

OAC
(g/g)

Solubility (%)

pH 3 pH 5 pH 7 pH 9 pH 11

CBH
0 6.3 e 6.9 e 20 b 5 d 11 c 22 b 35 a

30 8.7 c 10.22 c 50 ab 12 d 24 c 41 b 64 a
60 11.6 a 13.66 a 80 ab 20 d 55 c 72 b 100 a

RCH
0 6.1 e 6.5 e 14 bc 5 d 9 c 19 b 29 a

30 7.6 d 8.3 d 35 b 10 d 22 c 38 b 55 a
60 9.4 b 11.96 b 75 ab 14 d 41 c 60 b 90 a

Means with different lowercase letters in the same raw indicate significant differences between hydrolysates
solubility at p ≤ 0.05. WAC, water-absorbing capacity; HT, hydrolysis time; OAC, oil-absorbing capacity. Means
with different lowercase letters in the same column indicate significant differences between WAC and OAC values.

3.2.4. Functional Properties

Table 2 shows the water-holding capacity (WHC) and oil-absorbing capacity (OAC) of
CBH and RCH after 0-, 30-, and 60-min pepsin-hydrolysis. The CBH has the highest WHC,
with a solubility improvement of 22% over the RCH. After 60 min of pepsin hydrolysis,
the OAC of CBH was increased by 11% compared to RCH. In addition, Eckert et al. [50]
observed an increase from 6.12 to 8.21% in OAC of faba bean protein after pepsin hydrolysis.
Enzymatic hydrolysis is commonly used to improve the functional properties of proteins.
Incorporating plant proteins instead of animal proteins in food formulation is a new trend
in the food industry [51,52]. Plant proteins’ nutritional value and functional properties are
critical [53]. High-solubility proteins improve the technical qualities of fortified foods and
are required in many food applications [54].

3.2.5. Total Phenolic Content

The total phenolic content of different protein hydrolysates is presented in Figure 3A. The
content of polyphenols grew in a concentration-dependent manner. The CBH (500 µg/mL)
had higher phenolic compound values with 75.4 mg GAE/g, which increased 10% above
RCH. Dark (44.3 mg gallic acid/g) and red (38.89 mg GAE/g) bean protein hydrolysates
have comparable phenolic contents [55]. Protein–phenolic interactions may affect pro-
tein physicochemical properties; peptide activity may be increased by hindering spe-
cific residues of amino acids, thereby increasing the polyphenol absorption and activ-
ity [56]. Enzymatic hydrolysis increased the total polyphenols by breaking down the
protein–polyphenol complexes and releasing some polyphenols entrapped in the peptide
fragments [55,57].

3.2.6. Biological Activity
Antioxidant Activity

The DPPH-scavenging ability of protein hydrolysates is presented in Figure 3B. Most
of the DPPH radical (93%) was scavenged by CBH (500 µg/mL). The antioxidant activity
of protein hydrolysates depends on phenolic compounds in a concentration-dependent
manner. The high polyphenol content in CBH and RCH is accountable for the higher
scavenging activity of these hydrolysates. The scavenging power of pepsin-kidney bean
hydrolysate was 85%, and for papain-kidney bean hydrolysate, it was 89% [11,49]. The
scavenging power of CBH was stronger than intact protein or ascorbic acid (500 µg/mL),
which is used commercially in the food industry [55]. The mode of action of antioxidant
hydrolysates depends on making free radicals stable by donating electrons or transferring
protons from aromatic amino acids in hydrolysates. Furthermore, the acidic amino acids
may stabilize free radicals by sharing a proton with the NH2 and COOH residues [58].
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Antioxidant peptides are critical in the food industry because they prevent the oxidation of
protein, lipid, and nucleic acid, ensuring product quality [59].

Figure 3. (A), Total phenolic content (mg gallic acid equivalent/g) of CBH and RCH concentrations
(50–500 µg/mL). (B), DPPH˙ scavenging activity of CBH and RCH concentrations compared to
ascorbic acid (500 µg/mL).

Antimicrobial Activity

Table 3 illustrates the inhibition zone (DIZ, mm) distances of the mentioned meat-
borne bacteria and fungi when exposed to different concentrations of CBH and RCH (25, 50,
100, 200, 400, and 500 µg/mL). CBH (25–500 µg/mL) caused the biggest DIZs of 13–35 mm,
followed by RCH (12–32 mm). The bacteria most vulnerable to the protein hydrolysates
were S. aureus and E. coli, demonstrating 26 and 35 mm DIZ, respectively. However,
P. aeruginosa and L. monocytogenes were the most resistant isolates to the hydrolysates, with
an estimated DIZ of 28 and 23 mm, respectively.

The resistant Gram-negative bacteria have a lower DIZ than the Gram-positive. The
unique membrane structure of Gram-negative bacteria is attributable to their resistance
to antibacterial drugs through their lipopolysaccharide layer and certain enzymes in the
periplasmic area [60,61].
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Table 3. The diameters of inhibition zones (mm) of CBH and CBH at different concentrations of
25–500 µg/mL against Gram-positive, Gram-negative bacteria and fungi.

Bacteria
CBH RCH

25 50 100 200 300 400 25 50 100 200 300 400

G+

B. cereus (BC) - 14 ab 20 b 22 b 25 b 27 b - 13 ab 18 b 21 b 23 b 26 b
L. monocytogenes (LM) - 13 b 18 c 20 c 24 c 26 c - 12 b 17 c 20 c 22 c 25 c

S. aureus (SA) - 15 a 22 a 25 a 28 a 32 a - 14 a 21 a 23 a 26 a 30 a

G-

E. coli (EC) - 12 a 17 a 19 a 22 a 24 a - - 15 a 18 a 20 a 23 a
P. aeruginosa (PA) - 9 c 13 c 15 b 19 c 21 c - - 11 c 14 c 17 c 19 c

S. typhi (ST) - 10 b 15 b 18 ab 20 b 22 b - - 13 b 16 b 18 b 20 b

Fungi

A. niger (AN) - 8 b 12 d 13 d 17 d 22 d - - 9 c 11 b 15 d 20 d
A. flavus (AF) - 9 ab 13 c 14 c 19 c 23 cd - - 11 ab 13 ab 17 bc 21 c
C. gelbeta (CG) - 8 b 11 bc 14 c 17 b 24 c - - 9 c 11 b 15 d 21 c

C. tropicalis (CT) - 10 a 14 a 18 a 21 a 29 a - - 12 a 14 a 19 a 26 a
C. albicans (CA) - 9 ab 12 b 16 b 20 ab 27 b - - 10 b 13 ab 18 b 24 b

The lowercase letters next to values means indicate significant differences p < 0.05.

The lowest MIC values (20–45 µg/mL) were recorded in CBH-treated MHA plates,
with a relative decrease of 40% compared to RCH (Table 4). The lowest CBH concentration
that could kill the tested bacteria was 45–80 µg/mL, compared to 65–145 µg/mL for RCH
at higher doses. There are similar values of DIZ in red kidney bean hydrolysate; 19.23 mm
and 20.26 mm against P. aeruginosa and E. coli, respectively. Additionally, the MIC of
papain-kidney bean protein hydrolysate was 70–90 µg/mL [49].

Table 4. The lowest concentration (µg/mL) of CBH, RCH, and antibiotic, inhibiting microbial
strains, (MIC), and the lowest concentration (µg/mL) killing bacterial strains, (MBC), and fungal
strains, (MFC).

Bacterial Strain
CBH (µg/mL) RCH (µg/mL) Antibiotic * (µg/mL)

MIC MBC MIC MBC MIC MBC

BC 30 d 60 e 35 e 70 e 25 d 50 d
LM 35 c 65 d 40 d 75 d 30 c 60 c
SA 30 d 50 f 35 e 65 f 20 e 45 e
EC 40 b 70 c 65 c 125 c 35 b 70 b
PA 45 a 90 a 80 a 155 a 40 a 80 a
ST 40 b 75 b 70 b 130 b 35 b 70 b

Fungal strain MIC MFC MIC MFC MIC MFC

AN 40 b 80 b 80 b 165 a 40 a 85 a
AF 30 c 75 c 70 d 140 c 35 b 70 b
CG 45 a 85 a 85 a 150 b 40 a 85 a
CT 30 c 70 d 65 e 125 e 30 c 65 c
CA 30 c 75 c 75 c 135 d 35 b 70 b

Different lowercase letters next to means indicate significant differences at probability level 5%. * Penicillin with
Bacteria, clotrimazole with fungi. Minimum inhibitory concentration (MIC), minimum bactericidal concentration
(MBC), minimum fungicidal concentration (MFC).

The type of bacteria determines the antibacterial effect of peptides. The peptides
may bind electrostatically to the bacterial membranes, and the membrane rigidity and cell
components could be impaired [62].

Table 3 shows the antifungal activity of CBH and RCH. The DIZs of tested hydrolysates
(25, 50, 100, 200, 300, 400, and 500 µg/mL) were in the range of (8–35 mm) against tested
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Candida and fungi. The results showed no significant differences between the antifungal
activities of hydrolysates on fungi or Candida. The fungi vulnerable to CBH (500 µg/mL)
were Candida tropicalis (CT) and Candida albicans (CA), with DIZs of 32–35 mm. However,
the resistant fungi, C. gleberta, and A. niger recorded DIZs of approximately 24 and 27 mm,
respectively.

Table 4 shows that the MIC and MFC of CBH are lower than those of RCH. The CBH
suppressed fungal growth at MICs of 35–40 mm and MFCs of 75–90 mm; MIC and MFC
against fungi and MIC and MBC against bacteria; the fungi had higher values (Table 4),
indicating that hydrolysates have more powerful antibacterial than antifungal activity.
The proposed mechanisms suggest that hydrolysates are more suited for bacteria than
fungi, which have a more complex structure than bacteria. Heymich et al. [63] stated that
chickpea protein hydrolysate exhibited potent antibacterial activity against Escherichia coli
and Bacillus subtilis with minimum inhibitory concentrations of 31.3–62.5 µM. Additionally,
it displayed antifungal activity with minimum inhibitory concentrations of 125–500 µM
against Saccharomyces cerevisiae and Zygosaccharomyces bailii. In addition, the purified
peptide from the seeds of the cowpea plant displayed higher MIC values against fungal
spoilers, with MICs of 50 µg/mL against F. culmorum and > 500 µg/mL against Penicillium
expansum [64].

3.3. Fresh Meat Steak Preservation by Cluster and Common Bean Protein Hydrolysates
3.3.1. Physiochemical Alternation during Cold Storage

The physiochemical alternations of treated and untreated fresh meat steaks during
storage of 0, 10, 20, and 30 days at 4 ◦C are presented in Table 5. The studied parameters
included tracking the changes in pH, metmyoglobin (%), and lipid oxidation inhibition (%)
in response to CBH and RCH addition (0, 100, 250, and 500 µg/g) with a preference for
CBH. All parameters’ values considerably increased in storage period dependence, but
lipid oxidation inhibition (%) significantly decreased in concentration dependence. The pH
values of the control fresh steak increased by 52% from the start of storage until day 30 of
cold storage.

The pH in supplemented meat samples with RCH and CBH (500 µg/g) significantly
decreased by 30–33% compared to the control at the end of the storage period. The gradual
increase in the pH value with storage time is probably a result of food spoilage microor-
ganisms that can hydrolyze the proteins into NH3 [65]. The addition of CBH and RCH
(500 µg/g) to the stored meat significantly reduced this value in a concentration-dependent
manner. This action appears to be due to the previously demonstrated antimicrobial ac-
tivity of the protein hydrolysates. Similar results were observed by Saad et al. [11] and
Saad et al. [12] on using common bean protein hydrolysates in preserving minced beef or
chicken meat.

The estimated glycogen content in meat samples is 1.1 µmol/g in the control sample,
0.8 µmol/g in RCH-supplemented meat, 0.5 µmol/g in CBH-supplemented meat, and
0.6 µmol/g in nisin-supplemented meat. The low glycogen content didn’t affect the pH
value of meat and that agrees with England et al. [66].

The Met-myoglobin levels in the untreated samples dramatically increased by 416%
at the end of storage, exceeding the acceptable level in meat (40%). The treated meat
samples with CBH and RCH (500 µg/g) were characterized by low metmyoglobin levels of
21–26%, which decreased by 96–142% compared to the untreated samples. The considerable
decrease (142%) was achieved by CBH (500 µg/g). Increasing metmyoglobin levels in
stored meat significantly affect the meat color because of the oxidation of myoglobin and
the auto-oxidation of protein in the meat [67].
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Table 5. Physicochemical fluctuation in raw buffalo steak supplemented with cluster bean and red common bean protein hydrolysate (CBH and RCH) compared to
nisin during 0–30 days cold storage at 4 ◦C.

Sample Conc
(µg/g)

Cold storage Time (days)

pH Metmyoglobin (%) Lipid Oxidation Inhibition (%)

0 10 20 30 0 10 20 30 0 10 20 30

Control 0.0 5.8 a 6.33 a 7.50 a 8.80 a 10.00 a 27.00 a 43.00 a 51.60 a 38 d 30 d 22 d 13 g

CBH
100 5.7 b 5.89 c 6.25 c 7.00 c 9.1 ab 19.00 c 21.00 b 30.45 d 37 ab 33 c 30 c 20 e
250 5.65 b 5.74 c 6.20 c 6.55 d 8.2 bc 14.50 cd 16.00 c 26.00 e 37 ab 35 b 33 ab 28 c
500 5.49 c 5.67 c 5.88 d 6.14 e 7.67 c 11.99 d 15.00 c 21.65 f 38 a 37 a 34 a 33 a

RCH
100 5.89 a 6.00 b 6.54 b 7.35 b 9.8 a 21.30 b 25.90 b 36.00 b 36 b 31 d 28 d 17 f
250 5.72 b 5.9 c 6.32 c 6.87 cd 8.7 b 16.55 c 23.10 b 32.50 c 36 b 34 c 31 bc 24 d
500 5.56 c 5.79 c 6.25 c 6.44 d 7.9 c 14.33 cd 16.80 c 26.35 e 37 ab 36 ab 32 b 30 b

Nisin 500 5.51 c 5.70 c 6.12 c 6.20 e 7.7 c 12.54 d 15.56 c 24.66 ef 37 ab 36 ab 33 ab 32 ab

Means with different lowercase letters in the same column indicate significant differences.
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The antioxidant activity of added hydrolysates (Figure 3) is probably responsible for
the met-myoglobin reduction. A decrease in met-myoglobin was observed when treating
beef burgers with cinnamon, rosemary, and thyme extracts [68]. Lipid oxidation is one of
the main factors that affect meat quality by producing hydroperoxides and aldehydes [1].
Therefore, adding RCH and CBH (500 µg/g) to meat steak dramatically reduces lipid
oxidation by approximately 130–153% compared to the control.

The antioxidant activity of CBH and RCH is probably responsible for scavenging the
radicals produced by lipid oxidation [1]. Moreover, Pineul et al. [69] found inhibition of
lipid oxidation by 82% in zebrafish meat treated with red bean hydrolysate. Additionally,
Aslam et al. [70] discovered that storing supplemented chicken breast with fish protein
hydrolysate delayed lipid oxidation and other undesirable changes.

3.3.2. The Fluctuation in Color Parameters and Sensory Properties of Stored Buffalo Steak
for 30 Days at 4 ◦C

Table 6 and Figure 4A present color parameter fluctuations in fresh meat steak treated
or untreated with CBH and RCH during a storage period of 30 days. The lightness values
(L*) of meat steak decreased with CBH and RCH (500 µg/g) in concentration dependence
by 6–10% compared to the control. The dark color of hydrolysates may cause this decrease.
However, a* value increased by 4–6% compared to the control. Additionally, blueness
values increased from 3.08 to −2.50 in CBH-treated samples and from 3.08 to −0.5 in RCH-
treated steak. In general, color components deteriorated at the end of storage, but protein
hydrolysate inclusion significantly preserved approximately 80–90% of color attributes
based on the protein hydrolysates compared to nisin and the control.

Table 6. The alternation in color parameters in buffalo steak supplemented with CBH and RCH at
graded concentrations (0, 100, 250, and 500µg/g) during 0–30 days cold storage.

Sample Conc Storage (Day)

(µg/g) 0 30 0 30 0 30
∆E

L* a* b*

Control 0 49.55 a 48.66 a 14.00 c 13.70 c 4.00 a 3.80 a 1.34 a

CBH 100 48.70 b 47.92 b 15.10 a 14.80 b 1.90 c 1.10 c 1.29 b
250 46.54 c 46.00 c 14.90 b 14.30 bc −0.90 e −1.80 ef 1.30 ab
500 44.65 d 44.22 d 15.20 a 15.00 a −1.50 f −2.50 f 1.22 c

RCH 100 49.00 ab 48.12 ab 14.20 c 13.98 c 2.30 b 2.00 b 1.34 a
250 48.22 bc 47.57 b 14.40 c 14.00 bc 0.50 d 0.20 d 1.32 ab
500 46.33 c 45.88 cd 14.80 b 14.20 bc −0.50 e −1.10 e 1.27 b

Means with different lowercase letters in the same column indicate significant differences at p ≤ 0.05. Cont.:
control. The Lightness (L*) [(0–100) lightness to darkness], redness (a*) [(− to +) redness to greenness], and
b* value reflected (+) yellowness to (−) blueness.

No studies shed light on the alternations in color components and sensory charac-
teristics of fresh meat steak enriched with CBH. However, the obtained results were in
agreement with Arshad et al. [71], who studied the beneficial effects of bioactive peptides
on the oxidative stability and functional properties of beef nuggets supplemented with milk
casein protein hydrolysates at levels of 0, 2, 4, 6, and 8% during cold storage of 15 days.

The Hunter color test also revealed a significant difference between groups, where
lightness values of beef nuggets were decreased in 8% supplemented samples and during
the storage period. In addition, yellowness decreased, but the redness of beef nuggets
increased. On the other hand, the addition of CBH and RCH considerably kept the meat
quality parameters at high levels (Figure 4B–F). The highest values of tenderness and
juiciness, 8.6 and 8.8, were observed in CBH-supplemented steak because of the highest
scores in water-holding capacity in CBH (Table 2).
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Figure 4. The changes in sensorial quality of buffalo meat steak supplemented with CBH and RCH
(100, 250, and 500 µg/g) and nisin 500 µg/g persevered at 4 ◦C during 0–30 days storage. The
sensorial parameters; Color (A), Tenderness (B), Juiciness (C), Aroma (D), Taste (E), and Overall
Acceptability (F).

CBH enhanced cooked steak flavor and taste, followed by RCH supplementation. All
quality parameters decreased at the end of cold storage, but the precious roles of CBH and
RCH significantly reduced the unwanted changes by 55–60% (Figure 4B–F) compared to
nisin and the control.

The above-mentioned sensorial scores affected the meat’s overall acceptability scores,
where CBH-supplemented fresh steak was safe for approximately 28–29 days of cold
storage, while the RCH-supplemented steak (500 µg/g) was safe for 20 days.

Similar results have been noticed in the sensorial traits of raw buffalo meat supple-
mented with pea, and red kidney bean hydrolysates were maintained and were highly
acceptable compared to the control concerning shelf-life [72].

3.3.3. Microbial Alternation in Fresh Meat Steak during 30 Days Storing at 4 ◦C

Figure 5 shows a considerable (p < 0.05) increase in bacterial load during the storage
period at refrigeration. At the end of the storage period, the total bacterial count declined
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in supplemented fresh buffalo steak with RCH, CBH, and nisin at a high concentration
(500 µg/g). As a result, the total bacterial count in supplemented samples was reduced by
31–55% compared to controls.

Figure 5. The alteration of total bacterial count Log CFU/g of stored buffalo steaks at 4 ◦C during 0-
and 30-days storage period, as supplemented with CBH, RCH (100, 250, and 500 µg/g), and Nisin at
500 µg/g.

The antibacterial activity of CBH could extend the secure cold storage of fresh meat for
approximately 20–30 days, when kept refrigerated. Saad et al. [11] found that found that
adding kidney bean protein hydrolysate to minced beef lowered the microbial load by 22%.
Additionally, Sharma et al. [73] discovered that adding natural preservatives to chicken
sausages, such as a herbal blend, considerably reduced the microbial population. The
allowable bacterial count in fresh buffalo meat must be less than 1 × 106 CFU/g, according
to Egyptian Standards No. 4334 [74] and the International Commission on Microbiological
Specification (ICMS, 1982).

4. Conclusions

Food waste harms the environment, but legumes are rich in nutrients, so maximizing
these wastes is critical. Enzymatic hydrolysis and microbial fermentation can quickly
and precisely produce bioactive peptides. CBH and RCH can be exploited as possible
antioxidants and efficient antibacterial in food systems. They can extend the cold lifetime
of preserved fresh steak to 28–29 days while sustaining acceptable sensory qualities.

Author Contributions: Conceptualization, E.T.A.S.-A., M.F.A., S.A.A. and A.M.S.; methodology,
E.T.A.S.-A., R.M.E.-M.; A.M.S., N.A.R. and M.N.; formal analysis, A.M.S. and M.N.; investiga-
tion, E.T.A.S.-A., K.B.H.S., M.F.A., S.A.A. and A.M.S.; data curation, K.B.H.S., M.F.A. and S.A.A.;
writing—original draft preparation, A.M.S. and M.N.; software, M.H.A. and S.K.A.J.; resources,
M.S.A. and S.S.; investigation and formal analysis, M.H.A., S.K.A.J., M.S.A. and S.S.; writing—review



Polymers 2022, 14, 3188 17 of 19

and editing, A.M.S.; visualization, A.M.S. and M.N. All authors have read and agreed to the published
version of the manuscript.

Funding: This work received no funding.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest.

Sample Availability: Samples of the compounds are not available from the authors.

References
1. Bing, S.; Zang, Y.; Li, Y.; Zhang, B.; Mo, Q.; Zhao, X.; Yang, C. A combined approach using slightly acidic electrolyzed water and

tea polyphenols to inhibit lipid oxidation and ensure microbiological safety during beef preservation. Meat Sci. 2022, 183, 108643.
[CrossRef] [PubMed]

2. FAO. Moving Forward on Food Loss and Wast Reduction Food and Agriculture. 2019. Available online: http://www.fao.org/
publications (accessed on 1 October 2019).

3. Saucier, L. Microbial spoilage, quality and safety within the context of meat sustainability. Meat Sci. 2016, 120, 78–84. [CrossRef]
[PubMed]

4. Bedale, W.; Sindelar, J.J.; Milkowski, A.L. Dietary nitrate and nitrite: Benefits, risks, and evolving perceptions. Meat Sci. 2016, 120,
85–92. [CrossRef] [PubMed]

5. Corrêa, J.A.F.; Evangelista, A.G.; de Melo Nazareth, T.; Luciano, F.B. Fundamentals on the molecular mechanism of action of
antimicrobial peptides. Mater 2019, 8, 100494.

6. Deng, M.; Lin, Y.; Dong, L.; Jia, X.; Shen, Y.; Liu, L.; Chi, J.; Huang, F.; Zhang, M.; Zhang, R. Physicochemical and functional
properties of dietary fiber from pummelo (Citrus grandis L. Osbeck) and grapefruit (Citrus paradisi Mcfad) cultivars. Food Biosci.
2021, 40, 100890. [CrossRef]

7. Noman, A.; Xu, Y.; AL-Bukhaiti, W.Q.; Abed, S.M.; Ali, A.H.; Ramadhan, A.H.; Xia, W. Influence of enzymatic hydrolysis
conditions on the degree of hydrolysis and functional properties of protein hydrolysate obtained from Chinese sturgeon (Acipenser
sinensis) by using papain enzyme. Process Biochem. 2018, 67, 19–28. [CrossRef]

8. Heymich, M.-L.; Friedlein, U.; Trollmann, M.; Schwaiger, K.; Böckmann, R.A.; Pischetsrieder, M. Generation of antimicrobial
peptides Leg1 and Leg2 from chickpea storage protein, active against food spoilage bacteria and foodborne pathogens. Food
Chem. 2021, 347, 128917. [CrossRef]

9. Bumrungsart, N.; Duangmal, K. Optimization of enzymatic hydrolysis condition for producing black gram bean (Vigna mungo)
hydrolysate with high antioxidant activity. Food Appl. Biosci. J. 2019, 7, 105–117.

10. El-Saadony, M.T.; Saad, A.M.; Elakkad, H.A.; El-Tahan, A.M.; Alshahrani, O.A.; Alshilawi, M.S.; El-Sayed, H.; Amin, S.A.;
Ahmed, A.I. Flavoring and extending the shelf life of cucumber juice with aroma compounds-rich herbal extracts at 4 ◦C through
controlling chemical and microbial fluctuations. Saudi J. Biol. Sci. 2022, 29, 346–354. [CrossRef]

11. Saad, A.M.; Osman, A.O.M.; Mohamed, A.S.; Ramadan, M.F. Enzymatic hydrolysis of Phaseolus vulgaris protein isolate: Charac-
terization of hydrolysates and effect on the quality of minced beef during cold storage. Int. J. Pept. Res. Ther. 2020, 26, 567–577.
[CrossRef]

12. Saad, A.M.; Sitohy, M.Z.; Ahmed, A.I.; Rabie, N.A.; Amin, S.A.; Aboelenin, S.M.; Soliman, M.M.; El-Saadony, M.T. Biochemical
and functional characterization of kidney bean protein alcalase-hydrolysates and their preservative action on stored chicken meat.
Molecules 2021, 26, 4690. [CrossRef] [PubMed]

13. Seyfi, R.; Kahaki, F.A.; Ebrahimi, T.; Montazersaheb, S.; Eyvazi, S.; Babaeipour, V.; Tarhriz, V. International Journal of Peptide
Research and Therapeutics. Antimicrobial peptides (AMPs): Roles, functions and mechanism of action. Int. J. Pept. Res. Ther.
2020, 26, 1451–1463. [CrossRef]

14. Lei, J.; Sun, L.; Huang, S.; Zhu, C.; Li, P.; He, J.; Mackey, V.; Coy, D.H.; He, Q. The antimicrobial peptides and their potential
clinical applications. Am. J. Transl. Res. 2019, 11, 3919. [PubMed]

15. Trabulo, S.; Cardoso, A.L.; Mano, M.; De Lima, M.C.P. Cell-penetrating peptides—mechanisms of cellular uptake and generation
of delivery systems. Pharmacetucals 2010, 3, 961–993. [CrossRef]

16. Hollmann, A.; Martínez, M.; Noguera, M.E.; Augusto, M.T.; Disalvo, A.; Santos, N.C.; Semorile, L.; Maffía, S.B. Role of
amphipathicity and hydrophobicity in the balance between hemolysis and peptide–membrane interactions of three related
antimicrobial peptides. Colloids Surf. B Biointerfaces. 2016, 141, 528–536. [CrossRef]

17. Lyu, Y.; Yang, Y.; Lyu, X.; Dong, N.; Shan, A. Antimicrobial activity, improved cell selectivity and mode of action of short
PMAP-36-derived peptides against bacteria and Candida. Sci. Rep. 2016, 6, 27258. [CrossRef]

18. Lau, K.Q.; Sabran, M.R.; Shafie, S.R. Utilization of Vegetable and Fruit By-products as Functional Ingredient and Food. Front.
Nutr. 2021, 8, 261. [CrossRef]

http://doi.org/10.1016/j.meatsci.2021.108643
http://www.ncbi.nlm.nih.gov/pubmed/34390897
http://www.fao.org/publications
http://www.fao.org/publications
http://doi.org/10.1016/j.meatsci.2016.04.027
http://www.ncbi.nlm.nih.gov/pubmed/27161191
http://doi.org/10.1016/j.meatsci.2016.03.009
http://www.ncbi.nlm.nih.gov/pubmed/26994928
http://doi.org/10.1016/j.fbio.2021.100890
http://doi.org/10.1016/j.procbio.2018.01.009
http://doi.org/10.1016/j.foodchem.2020.128917
http://doi.org/10.1016/j.sjbs.2021.08.092
http://doi.org/10.1007/s10989-019-09863-x
http://doi.org/10.3390/molecules26154690
http://www.ncbi.nlm.nih.gov/pubmed/34361842
http://doi.org/10.1007/s10989-019-09946-9
http://www.ncbi.nlm.nih.gov/pubmed/31396309
http://doi.org/10.3390/ph3040961
http://doi.org/10.1016/j.colsurfb.2016.02.003
http://doi.org/10.1038/srep27258
http://doi.org/10.3389/fnut.2021.661693


Polymers 2022, 14, 3188 18 of 19

19. Torres-León, C.; Ramírez-Guzman, N.; Londoño-Hernandez, L.; Martinez-Medina, G.A.; Díaz-Herrera, R.; Navarro-Macias, V.;
Aguilar, C.N. Food waste and byproducts: An opportunity to minimize malnutrition and hunger in developing countries. Front.
Sustain. Food Syst. 2018, 52, 1–17. [CrossRef]

20. Tapal, A.; Vegarud, G.E.; Sreedhara, A.; Tiku, P.K. Nutraceutical protein isolate from pigeon pea (Cajanus cajan) milling waste
by-product: Functional aspects and digestibility. Food Func. 2019, 10, 2710–2719. [CrossRef]

21. Tassoni, A.; Tedeschi, T.; Zurlini, C.; Cigognini, I.M.; Petrusan, J.-I.; Rodríguez, Ó.; Neri, S.; Celli, A.; Sisti, L.; Cinelli, P. State-of-
the-art production chains for peas, beans and chickpeas—Valorization of agro-industrial residues and applications of derived
extracts. Molecules 2020, 25, 1383. [CrossRef]

22. Ahmed, M.; Hamed, R.; Ali, M.; Hassan, A.; Babiker, E. Proximate composition, antinutritional factors and protein fractions of
guar gum seeds as influenced by processing treatments. Pak. J. Nutr. 2006, 5, 340–345.

23. Arora, R.; Pahuja, S. Mutagenesis in guar (Cyamopsis tetragonoloba (L.) Taub.). Plant Mutat. Rep. 2008, 2, 7–9.
24. Ahmed, J.; Al-Ruwaih, N.; Mulla, M.; Rahman, M.H. Effect of high pressure treatment on functional, rheological and structural

properties of kidney bean protein isolate. LWT Food Sci. Technol. 2018, 91, 191–197. [CrossRef]
25. Millan-Linares, M.C.; Lemus-Conejo, A.; Yust, M.M.; Pedroche, J.; Carrillo-Vico, A.; Millan, F.; Montserrat-de la Paz, S. Gpetaflr,

a novel bioactive peptide from Lupinus angustifolius L. protein hydrolysate, reduces osteoclastogenesis. J. Func. Food. 2018, 47,
299–303. [CrossRef]

26. El-Saadony, M.T.; Khalil, O.S.; Osman, A.; Alshilawi, M.S.; Taha, A.E.; Aboelenin, S.M.; Shukry, M.; Saad, A.M. Bioactive peptides
supplemented raw buffalo milk: Biological activity, shelf life and quality properties during cold preservation. Saudi J. Biol. Sci.
2021, 28, 4581–4591. [CrossRef]

27. Holye, N.T.; Merrltt, J.H. Quality of fish protein hydrolysates from herring (Clupea harengus). J. Food Sci. 1994, 59, 76–79. [CrossRef]
28. AOAC. Official Methods of Analysis, 18th ed.; AOAC International: Gaithersburg, MD, USA, 2012.
29. Laemmli, U.K. Cleavage of structural proteins during the assembly of the head of bacteriophage T4. Nature 1970, 227, 680–685.

[CrossRef]
30. Wani, I.A.; Sogi, D.S.; Gill, B.S. Physicochemical and functional properties of flours from three Black gram (Phaseolus mungo L.)

cultivars. Inter. J. Food Sci. Technol. 2013, 48, 771–777. [CrossRef]
31. Müller, L.; Gnoyke, S.; Popken, A.M.; Böhm, V. Antioxidant capacity and related parameters of different fruit formulations.

LWT-Food. Sci.Technol. 2010, 43, 992–999. [CrossRef]
32. Gali, L.; Bedjou, F. Antioxidant and anticholinesterase effects of the ethanol extract, ethanol extract fractions and total alkaloids

from the cultivated Ruta chalepensis. S. Afr. J. Bot. 2019, 120, 163–169. [CrossRef]
33. Abdel-Moneim, A.M.E.; El-Saadony, M.T.; Shehata, A.M.; Saad, A.M.; Aldhumri, S.A.; Ouda, S.M.; Mesalam, N.M. Antioxidant

and antimicrobial activities of Spirulina platensis extracts and biogenic selenium nanoparticles against selected pathogenic
bacteria and fungi. Saudi J. Biol. Sci. 2022, 29, 1197–1209. [CrossRef] [PubMed]

34. El-Saadony, M.T.; Elsadek, M.F.; Mohamed, A.S.; Taha, A.E.; Ahmed, B.M.; Saad, A.M. Effects of chemical and natural additives
on cucumber juice’s quality, shelf life, and safety. Foods 2020, 9, 639. [CrossRef] [PubMed]

35. Elgorban, A.; Aref, S.; Seham, S.; Elhindi, K.; Bahkali, A.; Sayed, S.; Manal, M. Extracellular synthesis of silver nanoparticles using
Aspergillus versicolor and evaluation of their activity on plant pathogenic fungi. Mycosphere 2016, 7, 844–852. [CrossRef]

36. Ibrahim, H.M.; Abou-Arab, A.A.; Salem, F.M.A. Effects on lamb patties quality. J. Food Technol. 2010, 8, 134–142.
37. Dreiling, C.; Brown, D.; Casale, L.; Kelly, L. Muscle glycogen: Comparison of iodine binding and enzyme digestion assays and

application to meat samples. Meat Sci. 1987, 20, 167–177. [CrossRef]
38. Krzywicki, K. The determination of haem pigments in meat. Meat Sci. 1982, 7, 29–36. [CrossRef]
39. Witte, V.C.; Krause, G.F.; Bailey, M.E. A new extraction method for determining 2-thiobarbituric acid values of pork and beef

during storage. J. Food Sci. 1970, 35, 582–585. [CrossRef]
40. Murphy, M.A.; Zerby, H.N. Prerigor infusion of lamb with sodium chloride, phosphate, and dextrose solutions to improve

tenderness. Meat Sci. 2004, 66, 343–349. [CrossRef]
41. Hunter, R. Scales for the measurements of color difference. In The Measurement of Appearance; John Willey & Sons: New York, NY,

USA, 1975; pp. 133–140.
42. Saad, A.M.; El-Saadony, M.T.; Mohamed, A.S.; Ahmed, A.I.; Sitohy, M.Z. Impact of cucumber pomace fortification on the

nutritional, sensorial and technological quality of soft wheat flour-based noodles. Int. J. Food Sci. Technol. 2021, 56, 3255–3268.
[CrossRef]

43. Milton, D.L.; Johnson, T.W.; Johnson, K.; Murphy, B.; Carter, H.; Hurt, R.T.; Mundi, M.S.; Epp, L.; Spurlock, A.Y.; Hussey, J.
Accepted safe food-handling procedures minimizes microbial contamination of home-prepared blenderized tube-feeding. Nutr.
Clin. Pr. 2020, 35, 479–486. [CrossRef]

44. Evangelho, J.A.d.; Berrios, J.d.J.; Pinto, V.Z.; Antunes, M.D.; Vanier, N.L.; Zavareze, E.d.R. Antioxidant activity of black bean
(Phaseolus vulgaris L.) protein hydrolysates. Food Sci. Technol. 2016, 36, 23–27. [CrossRef]

45. del Mar Yust, M.; Pedroche, J.; del Carmen Millán-Linares, M.; Alcaide-Hidalgo, J.M.; Millán, F. Improvement of functional
properties of chickpea proteins by hydrolysis with immobilised Alcalase. Food Chem. 2010, 122, 1212–1217. [CrossRef]

46. Los, F.G.B.; Demiate, I.M.; Dornelles, R.C.P.; Lamsal, B. Enzymatic hydrolysis of Carioca bean (Phaseolus vulgaris L.) protein as an
alternative to commercially rejected grains. LWT-Food Sci. Technol. 2020, 125, 109191. [CrossRef]

http://doi.org/10.3389/fsufs.2018.00052
http://doi.org/10.1039/C8FO01933A
http://doi.org/10.3390/molecules25061383
http://doi.org/10.1016/j.lwt.2018.01.054
http://doi.org/10.1016/j.jff.2018.05.069
http://doi.org/10.1016/j.sjbs.2021.04.065
http://doi.org/10.1111/j.1365-2621.1994.tb06901.x
http://doi.org/10.1038/227680a0
http://doi.org/10.1111/ijfs.12025
http://doi.org/10.1016/j.lwt.2010.02.004
http://doi.org/10.1016/j.sajb.2018.04.011
http://doi.org/10.1016/j.sjbs.2021.09.046
http://www.ncbi.nlm.nih.gov/pubmed/35197787
http://doi.org/10.3390/foods9050639
http://www.ncbi.nlm.nih.gov/pubmed/32429212
http://doi.org/10.5943/mycosphere/7/6/15
http://doi.org/10.1016/0309-1740(87)90009-X
http://doi.org/10.1016/0309-1740(82)90095-X
http://doi.org/10.1111/j.1365-2621.1970.tb04815.x
http://doi.org/10.1016/S0309-1740(03)00109-8
http://doi.org/10.1111/ijfs.14970
http://doi.org/10.1002/ncp.10450
http://doi.org/10.1590/1678-457x.0047
http://doi.org/10.1016/j.foodchem.2010.03.121
http://doi.org/10.1016/j.lwt.2020.109191


Polymers 2022, 14, 3188 19 of 19

47. do Evangelho, J.A.; Vanier, N.L.; Pinto, V.Z.; De Berrios, J.J.; Dias, A.R.G.; da Rosa Zavareze, E. Black bean (Phaseolus vulgaris L.)
protein hydrolysates: Physicochemical and functional properties. Food Chem. 2017, 214, 460–467. [CrossRef] [PubMed]

48. Moure, A.; Sineiro, J.; Domínguez, H.; Parajó, J.C. Functionality of oilseed protein products: A review. Food Res. Int. 2006, 39,
945–963. [CrossRef]

49. Wahdan, K.; Saad, A. Antibacterial and Antioxidant Activities of an Enzymatic Hydrolysate Kidney Bean (Phaseolus vulgaris L.)
Protein Isolates. J. Agric. Chem. Biotechnol. 2018, 9, 85–89. [CrossRef]

50. Eckert, E.; Han, J.; Swallow, K.; Tian, Z.; Jarpa-Parra, M.; Chen, L. Effects of enzymatic hydrolysis and ultrafiltration on
physicochemical and functional properties of faba bean protein. Cereal Chem. 2019, 96, 725–741. [CrossRef]

51. Chandra-Hioe, M.V.; Wong, C.H.; Arcot, J. The potential use of fermented chickpea and faba bean flour as food ingredients. Plant
Foods Hum. Nutr. 2016, 71, 90–95. [CrossRef]

52. Multari, S.; Stewart, D.; Russell, W.R. Potential of fava bean as future protein supply to partially replace meat intake in the human
diet. Compr. Rev. Food Sci. Food Saf. 2015, 14, 511–522. [CrossRef]
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