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The article by Yu et al. (2013, Acta Cryst. F69, 812–814) is

corrected.

In the article by Yu et al. (2013) the Matthews coefficient and solvent

content are incorrect. The correct Matthews coefficient should be

2.10 Å3 Da�1 instead of 3.15 Å3 Da�1, corresponding to a solvent

content of 41.53% instead of 61.02%. In Table 1 the resolution range

should be 50.00–2.09 Å. The number of observed reflections should

be 319580 (10109) instead of 22932 (752), and the number of unique

reflections should be 23327 (1087) instead of 14970 (708).
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