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ABSTRACT Here, we report the complete genome sequences for 36 Canadian iso-
lates of Salmonella enterica subsp. enterica serovar Typhimurium and its monophasic
variant | 1,4,[5]:12:i:— from both clinical and animal sources. These genome sequen-
ces will provide useful references for understanding the genetic variation within this
prominent serotype.

almonella enterica subsp. enterica Typhimurium and its monophasic variant |

1,4,[5]:12:i:— (mST) consistently rank among the most prevalent types of Salmonella
causing human illness globally (1, 2). These serotypes are of public health concern due
to the increasing prevalence of multidrug resistance phenotypes, including resistance
to the last-resort antibiotic colistin (3-5). Despite being one of the most prevalent sero-
types, there are few complete genomes available for this serotype from Canadian sour-
ces. Here, we present a diverse collection of Canadian S. Typhimurium and mST
genomes from both clinical and animal sources, which will facilitate comparative
genomics analyses.

Strains were selected from the National Microbiology Laboratory’s collection arising
from Canadian outbreak and surveillance programs (Table 1). Samples were grown on
LB plates overnight at 37°C, and genomic DNA was isolated using the Qiagen EZ1 DNA
tissue kit on the Qiagen Advanced XL automated instrument with the DNA bacterial
protocol, per the manufacturer’s protocol, using 190 ul of G2 buffer with 10 ul of pro-
teinase K. Oxford Nanopore sequencing was performed at the National Microbiology
Laboratory (NML) in Guelph, Ontario, Canada, using an Oxford Nanopore MinlON
sequencer with the default manufacturer’s protocol for rapid barcoding. Samples were
prepared using SQK-RBK004 rapid barcoding kits and subsequently run on a FLO-
MIN106 R9.4 flow cell. Albacore v2.3.3, available from Oxford Nanopore, was used to
perform demultiplexing, base calling, and quality filtering of the raw reads. lllumina
paired-end sequencing was performed with either a NextSeq 550 instrument with the
NextSeq 500/550 300-cycle midoutput kit or a MiSeq instrument with the MiSeq v3
600-cycle reagent kit. Regardless of lllumina sequencing platform, all libraries were pre-
pared using the Nextera XT DNA library preparation kit.

Nanopore data were assembled using Canu v1.8 (6) (useGrid=False corOutCoverage=999),
and hybrid de novo assemblies were produced using the Unicycler pipeline v0.4.5 (7)
with the default options. Canu assemblies were trimmed using berokka v0.2.3
(https://github.com/tseemann/berokka) to remove any overhangs and then were
used as input back to Unicycler with the flag “--existing_long_read_assembly.”
Iterative polishing of each assembly was performed sequentially using Racon v1.3.2
(8) and Pilon v1.2.2 (9) until each tool made no further changes or converged. The
circularity of each contig was confirmed using the Unicycler log files. The start site

January 2021 Volume 10 Issue 1 e00734-20

Citation Schonfeld J, Clark C, Robertson J, Arya
G, Eagle SHC, Gurnik S, Johnson R, Labbe G, Liu
K, Kernaghan S, Mazzocco A, MacKinnon J,
Ziebell K, Nash JHE. 2021. Complete genome
sequences for 36 Canadian Salmonella enterica
serovar Typhimurium and | 1,4,[5],12:i:- isolates
from clinical and animal sources. Microbiol
Resour Announc 10:¢00734-20. https://doi.org/
10.1128/MRA.00734-20.

Editor Kenneth M. Stedman, Portland State
University

© Crown copyright 2021. This is an open-
access article distributed under the terms of
the Creative Commons Attribution 4.0
International license.

Address correspondence to John H. E. Nash,
john.nash@canada.ca.

* Present address: Roger Johnson (retired), 36
Glasgow Street North, Guelph, ON, Canada; Kira
Liu, Patented Medicine Prices Review Board,
Ottawa, ON, Canada.

Received 29 June 2020

Accepted 25 November 2020

Published 7 January 2021

A Mierobiolesy  myra.asm.org 1


https://orcid.org/0000-0003-2925-8710
https://github.com/tseemann/berokka
https://doi.org/10.1128/MRA.00734-20
https://doi.org/10.1128/MRA.00734-20
https://creativecommons.org/licenses/by/4.0/
https://creativecommons.org/licenses/by/4.0/
mailto:john.nash@canada.ca
https://mra.asm.org
https://crossmark.crossref.org/dialog/?doi=10.1128/MRA.00734-20&domain=pdf&date_stamp=2021-1-7

‘3|qe|leAe 10U ‘YN q
‘eLIRQ|Y ‘gV ‘uemMaydieyses s ‘oleluQ ‘NO ‘elquin|od ysiiig ‘Jg 2eganp ‘DD ‘dopeiqeT pue pue|punojmaN “IN ‘eqoluRlA ‘gIAl ‘elI0DS BAON ‘SN "epeur) Ul pa1e|os! aI19M Sulells ||\ »

L0Z'9¢8 £98°L1 ¥8's L0CS £T8LLL'S |001S  suaidps owoH AS £1-10-110¢ 696¥70dD '896v70dD 8TLOLEVNIYd 6SLEEELLNINYS 860L00SDNd
996%170dD ‘S96110dD ¥96t70dD
5$6'000'C €09'9€ 1 9T's 8L'CS 0L6'LYL'S |00)S  sualdps owoH 09 10-0L-910¢C '€96%%0dD 'T96¥70dD 'L96¥70dD 8TLILEVNIYd LLLEEELLNWYS L88F7L0SONd
/1818 998'81 9€9'y 88'LS €¥8'6lC'S |00)S  sualdps owoH NS T0-80-0L0T 096¥¥0dD '656¥70dD ‘856¢70dD ‘LS6¥70dD 8TLILEVNIYd €SLEEELLNWYS £80L00SDNd
€L4'S¥9 6£1'861 769'8 €L'TS LYY'E9L’S VN sninpj sog av vl-L1-€10C 8C0L10dD '£T0L¥0dD ‘9T0LY0dD 8TLZOLEVNIYd 6TEEEB0LNWYS T6LEVLOTYS
£€1'S509 Ll L6t'8 €1°7S 2T06'7L0'S VN Dbjoids sng D0 £1-90-800C 0£90%0dD '6990%0dD '899070dD 8T/9LEVNIYd 8TEEEBOLNINYS 6987800CVS
0£6'819 8EY' LT 065'8 90'CS LL9'€L0’S VN Dbjoids sng D0 L1-T1-900C €590170dD ‘7590¥0dD ‘LS90¥0dD  8TLILEVYNIYd LTEEEBOLNWVYS 87S0L00TVS
671’766 €/8'8¢ v18's G8'LS vCl'9Le'y |003S  suaidps owioH D0 tl-11-010¢ 0590t0dD ‘67900dD ‘879070dD  STOESEVNIdd L8O0EO90ONWVYS 088600SDNd
6v7C'TL8 0££'0S 8769 zL'zs €88'teo’s |00)S  sualdps owoH D49 60-80-910¢C €TE0V0dD ‘TTEOY0dD ‘LZEOY0dD 8TLOLEVNIYd 69LEEELLNINYS 6/8710SDNd
TL1'818 99881 LYE'S L1'TS TE0'6S6'Y |003S  suaidps owoH D0 €Ll-10-110¢ 0Z€0¥0dD ‘61E€070dD ‘8LEOY0dD  STOESEVNIYd S600£090NWYS £88600SDNd
¥986£0dD ‘€986£0dD
6C1'766 €/8'8¢ 474 G8'LS S6V'orE’s |00)S  suaidps owoH NO 9¢-80-910¢C '7986£0dD '1986£0dD '0986£0dD 8CT/Z9LEVNIYd O0ZLEEELLNWYS 088%7L0SONd
6.¥'0LT'L 6C.'9¢ 0S¥'9 6'lS 6TT'LET'S |001S  suaidps owoH NS €0-70-S1L0T 6586£0dD ‘8586£0dD ‘£S86€0dD 9586€0dD 8TLILEVNIUd 89LEEELLNIWYS 9/87L0SDNd
LoV 0’L 9€80LL LYy 7TTS L06'0L6'Y |001S  suaidps owoH 04 6¢-l0-L10¢C G986£0dD ¥S86£0dD 8T/LILEVNIYd LILEEELLNINYS #9817 10SONd
6L6'LLL'Y LE9'SY 688'S L'ZS L0861 |00)S  suaidps owoH NO 9l-¢l-010¢C 07£6€0dD '61£6€0dD 8T/ZILEVNIYd 9SLEEELLNIWYS 098710SDNd
G86'€LL 0Tl S6.4'9 7675 98€LEL'S |001S  suaidps owoH dWN  0€-70-010C 81£6€0dD 'L1£6€0dD '9L£6E€0dD 8TLOLEVNIYd OSLEEELLNNYS LLZO00SDONd
169’856 0SL9l 8/1'9 6175 896'900'S |003S  suaidps owoH dW  0¢-£0-600C SLL6€0dD ‘V1L6€0dD ‘ELL6E0dD 8TLILEVNIYd L¥LEEELLNINYS €58710SDNd
£T€'600'L VATAVAS Lr€'9 TS 0€8'S66'Y |00)S  sualdps owoH 09 90-¢l-v10¢C 0196€0dD 8C/I9LEVNIYd Z9LEEELLNINYS SZ8710SONd
87C'948'E oL9'ov LLY'S 7'TS 0v8's00's |001S  suaidps owoH D0 91-60-¥10C 6096£0dD '8096£0dD '£096£0dD 8TLZOLEVNIYd 99LEEELLNINYS €/8710SDNd
¥09'v16'C 8177'8T 69'v 6L'CS 891'VS6'V |003S  suaidps owoH NO £1-60-TL0T 9096£0dD ‘S096£0dD ¥096£0dD '€096£0dD 8TLILEVNIHYd SOLEEELLNINYS 8981 L0SONd
€90'128'C 61£'0C 608'v TL'es 179’796’y |00)S  sualdps owoH NO £0-60-TL0T T096£0dD 'L096E£0dD ‘0096£0dD 66S6£0dD 8TLILEVNIYd YOLEEELLNINVS 2981 L0SONd
006'0£9'C 691'8C LLEY 7TTS TS9'sS6'v |00)S  sualdps owoH IN 80-€0-TL0T 86S6€0dD ‘£656£0dD ‘9656£0dD ‘S656€0dD 8TLOLEVNIYd CTOLEEELLNWYS S987L0SDNd
S6£'LS6 [AA: x4 979'¢ 6L'CS €vT'/86'Y |001S  suaidps owoH 04 /t-l0-Ll0T ¥656£0dD ‘€656£0dD 8TLILEVNIdd 09LEEELLNIWVYS €98%7L0SDNd
S0¥'950°L 769'0€ 08L's LTS 86L4'9€0°S |00)S  suaidps owoH NO 61-10-110¢C 7656£0dD '16S6£0dD 8T/ZILEVNIYd 8SLEEELLNYS Z987L0SDNd
901'528’L L69°€L LT¥'S TS STl'vLe'y |003S  sualdps owoH NO /Zl-11-010¢C 0656£0dD '6856£0dD '8856£0dD  8T/ZILEVNIYd LSLEEELLNNYS L987L0SDNd
v61'LL6 ¥58'0T 688'S 1'ZS SL0'896'Y |003S  suaidps owioH NO Le-¢l-0L0C £856€0dD '9856£0dD ‘S856£0dD 8TLILEVNIYd SSLEEELLNIWYS 6S8%7L0SDONd
169'£L0°L 8G8'€T 8€8'y €175 S94'0€0'S VYN suaidps owoH D0 80-TL-010T ¥856£0dD '€856£0dD ‘7856£0dD 8TLILEVNIYd vSLEEELLNWYS 858%7L0SONd
875'GS0°L LL8'ET LYY €1°7S $98°L€0’S |003S  suaidps owoH D0 60-90-010¢ 1856€0dD ‘0856€0dD ‘6£56€0dD 8TLILEVYNIYd TSLEEELLNWVYS £S8710SONd
G8/'C66 [44°5°14 VA: 34 L'z £8£'€80'S |001S  suaidps owoH 04 £1-90-010¢C 8/56€0dD '££56£0dD '9256€0dD 8T/ZOLEVNIYd LSLEEELLNINYS 958F7L0SDNd
06C'7¥S'L LLE'SE €9/'¢ L'ZS 619'C66' |00)S  suaidps owoH D0 LL-€0-010T S/S6£0dD Y£S6£0dD ‘€£S6€0dD ‘TLS6E0dD 8TLILEVNIYd 6VLEEELLNINYS SS8FLOSONd
507’866 SY9'€L €9C'y L'7S 8€9'8€6'Y |001S  suaidps owoH D0 7T-10-600C 1£S6€0dD ‘0£56€0dD ‘6996€0dD 8TLILEVYNIHYd OVLEEELLNIWVS TS87L0SONd
§S0°LT6 €L9'¢T S87'S 7TTS 61£'606'Y |00)S  suaidps owoH D0 62-01-800C 8956€0dD '£956€0dD 8T/ILEVNIYd PrLEEELLNINYS 0S87L0SDONd
Sv/'81l6 142474 ¥€0'S 7T'TS 970'606'% |00)S  suaidps owoH dWN  1Z-01-800¢ 9956£0dD 'S956£0dD  8T/ZILEVNIYd E€VLEEELLNWYS 6¥8710SDNd
6£€'8L0°L SL0'€L €16'9 TS T09'966'Y |001S  suaidps owoH SN 11-£0-800¢C 7956€0dD 8C/9LEVNIYd CVLEEELLNINYS 8187 L0SONd
L1'00L’L 34N 74 690'S 6L'CS T0S'6SL'S |003S  suaidps owoH IN 91-£0-800C €996€£0dD ‘7956£0dD 1956€0dD 8TLILEVNIYd LYLEEELLNNYS L¥871L0SDNd
99/'0t6 0S8'LT 690'S L6'CS 0E¥'ETL'S |00)S  suaidps owoH a4 0€-90-800¢C 0956£0dD '6556£0dD '8556€0dD  8T/LILEVNIYd OVLEEELLNIWYS 9¥87L0SDNd
0S6'0t9'C vL6'LS 0L0'L TS v9'0g6'y |001S  suaidps owoH SN 10-80-C10¢ 6788€0dD 8C/ILEVNIYd €9LEEELLNINVYS 998%710SONd
£L1'106 L20'LS L0V'9 TS Lv8'sve'y |001S  suaidps owoH SN 9¢-¢1-800C 8788€0dD L¥88€0dD 8TLILEVNIYd SYLEECELLNIYS LS87L0SDNd
speais speas  (dq) %N (%) (dg)azis  ,odAy sapadsisoq ,uibliojo (Kep-ow-ik) ‘0uU uoIssadde yueguan ‘ou }afoidolg ‘ousjdwesolg | 23e[0S|
euiwn| aiodouey aiodoueN 3jusuod Swoudn 3jdwes aduinoid BT
jo-oN J0°oN bb) uond3jjoy

Apnis siy ul paduanbas suiens | 319YL

®
bl
[
©
L
=
9]
<
o
wv

mra.asm.org 2

Issue 1 e00734-20

Volume 10

January 2021


https://www.ncbi.nlm.nih.gov/biosample/SAMN11333145
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP038847
https://www.ncbi.nlm.nih.gov/nuccore/CP038848
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333163
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP038849
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333140
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039558
https://www.ncbi.nlm.nih.gov/nuccore/CP039559
https://www.ncbi.nlm.nih.gov/nuccore/CP039560
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333141
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039561
https://www.ncbi.nlm.nih.gov/nuccore/CP039562
https://www.ncbi.nlm.nih.gov/nuccore/CP039563
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333142
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039564
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333143
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039565
https://www.ncbi.nlm.nih.gov/nuccore/CP039566
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333144
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039567
https://www.ncbi.nlm.nih.gov/nuccore/CP039568
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333146
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039569
https://www.ncbi.nlm.nih.gov/nuccore/CP039570
https://www.ncbi.nlm.nih.gov/nuccore/CP039571
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333149
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039572
https://www.ncbi.nlm.nih.gov/nuccore/CP039573
https://www.ncbi.nlm.nih.gov/nuccore/CP039574
https://www.ncbi.nlm.nih.gov/nuccore/CP039575
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333151
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039576
https://www.ncbi.nlm.nih.gov/nuccore/CP039577
https://www.ncbi.nlm.nih.gov/nuccore/CP039578
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333152
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039579
https://www.ncbi.nlm.nih.gov/nuccore/CP039580
https://www.ncbi.nlm.nih.gov/nuccore/CP039581
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333154
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039582
https://www.ncbi.nlm.nih.gov/nuccore/CP039583
https://www.ncbi.nlm.nih.gov/nuccore/CP039584
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333155
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039585
https://www.ncbi.nlm.nih.gov/nuccore/CP039586
https://www.ncbi.nlm.nih.gov/nuccore/CP039587
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333157
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039588
https://www.ncbi.nlm.nih.gov/nuccore/CP039589
https://www.ncbi.nlm.nih.gov/nuccore/CP039590
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333158
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039591
https://www.ncbi.nlm.nih.gov/nuccore/CP039592
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333160
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039593
https://www.ncbi.nlm.nih.gov/nuccore/CP039594
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333162
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039595
https://www.ncbi.nlm.nih.gov/nuccore/CP039596
https://www.ncbi.nlm.nih.gov/nuccore/CP039597
https://www.ncbi.nlm.nih.gov/nuccore/CP039598
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333164
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039599
https://www.ncbi.nlm.nih.gov/nuccore/CP039600
https://www.ncbi.nlm.nih.gov/nuccore/CP039601
https://www.ncbi.nlm.nih.gov/nuccore/CP039602
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333165
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039603
https://www.ncbi.nlm.nih.gov/nuccore/CP039604
https://www.ncbi.nlm.nih.gov/nuccore/CP039605
https://www.ncbi.nlm.nih.gov/nuccore/CP039606
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333166
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039607
https://www.ncbi.nlm.nih.gov/nuccore/CP039608
https://www.ncbi.nlm.nih.gov/nuccore/CP039609
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333167
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039610
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333147
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039713
https://www.ncbi.nlm.nih.gov/nuccore/CP039714
https://www.ncbi.nlm.nih.gov/nuccore/CP039715
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333150
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039716
https://www.ncbi.nlm.nih.gov/nuccore/CP039717
https://www.ncbi.nlm.nih.gov/nuccore/CP039718
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333156
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039719
https://www.ncbi.nlm.nih.gov/nuccore/CP039720
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333161
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039854
https://www.ncbi.nlm.nih.gov/nuccore/CP039855
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333168
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039856
https://www.ncbi.nlm.nih.gov/nuccore/CP039857
https://www.ncbi.nlm.nih.gov/nuccore/CP039858
https://www.ncbi.nlm.nih.gov/nuccore/CP039859
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333170
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP039860
https://www.ncbi.nlm.nih.gov/nuccore/CP039861
https://www.ncbi.nlm.nih.gov/nuccore/CP039862
https://www.ncbi.nlm.nih.gov/nuccore/CP039863
https://www.ncbi.nlm.nih.gov/nuccore/CP039864
https://www.ncbi.nlm.nih.gov/biosample/SAMN06030095
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA353625
https://www.ncbi.nlm.nih.gov/nuccore/CP040318
https://www.ncbi.nlm.nih.gov/nuccore/CP040319
https://www.ncbi.nlm.nih.gov/nuccore/CP040320
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333169
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP040321
https://www.ncbi.nlm.nih.gov/nuccore/CP040322
https://www.ncbi.nlm.nih.gov/nuccore/CP040323
https://www.ncbi.nlm.nih.gov/biosample/SAMN06030081
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA353625
https://www.ncbi.nlm.nih.gov/nuccore/CP040648
https://www.ncbi.nlm.nih.gov/nuccore/CP040649
https://www.ncbi.nlm.nih.gov/nuccore/CP040650
https://www.ncbi.nlm.nih.gov/biosample/SAMN10833327
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP040651
https://www.ncbi.nlm.nih.gov/nuccore/CP040652
https://www.ncbi.nlm.nih.gov/nuccore/CP040653
https://www.ncbi.nlm.nih.gov/biosample/SAMN10833328
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP040668
https://www.ncbi.nlm.nih.gov/nuccore/CP040669
https://www.ncbi.nlm.nih.gov/nuccore/CP040670
https://www.ncbi.nlm.nih.gov/biosample/SAMN10833329
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP041026
https://www.ncbi.nlm.nih.gov/nuccore/CP041027
https://www.ncbi.nlm.nih.gov/nuccore/CP041028
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333153
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP044957
https://www.ncbi.nlm.nih.gov/nuccore/CP044958
https://www.ncbi.nlm.nih.gov/nuccore/CP044959
https://www.ncbi.nlm.nih.gov/nuccore/CP044960
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333171
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP044961
https://www.ncbi.nlm.nih.gov/nuccore/CP044962
https://www.ncbi.nlm.nih.gov/nuccore/CP044963
https://www.ncbi.nlm.nih.gov/nuccore/CP044964
https://www.ncbi.nlm.nih.gov/nuccore/CP044965
https://www.ncbi.nlm.nih.gov/nuccore/CP044966
https://www.ncbi.nlm.nih.gov/biosample/SAMN11333159
https://www.ncbi.nlm.nih.gov/bioproject/PRJNA316728
https://www.ncbi.nlm.nih.gov/nuccore/CP044968
https://www.ncbi.nlm.nih.gov/nuccore/CP044969
https://mra.asm.org

Microbiology Resource Announcement

4 Microbiology

for each chromosome was set with Circlator v1.5.5 (10) fixstart using the thrA
sequence from S. Typhimurium strain LT2 (GenBank accession no. NC_003197). The
predicted serotype was determined using the Salmonella In Silico Typing Resource
(SISTR) (11) to confirm that the in silico predictions matched the phenotypic sero-
type. Plasmid typing was performed using MOB-suite v1.4.9 (12). Genome sequences
were uploaded to NCBI and annotated using the PGAP (13).
These newly assembled closed reference genomes and plasmids will be useful for
comparative genomics applications, as well as for genomic epidemiological studies of
Salmonella.
Data availability. The genome sequences for the 36 isolates have been deposited
in NCBI/DDBJ/ENA under BioProject no. PRINA353625 and PRINA316728. The GenBank
accession numbers are listed in Table 1.
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