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ERRATUM

Correction to: ZNF582 hypermethylation promotes
metastasis of nasopharyngeal carcinoma by regulating the
transcription of adhesion molecules Nectin-3 and NRXN3

Following publication of this article [1], the authors noticed that the mismatched images were inadvertently included
in Figure 5 (migration assays of SUNE1-shNRXN3-#2 group in Figure 5I) and Figure 6 (invasion assays of SUNE1-
ZNF582+Nectin3 group in Figure 6A). This error has now been corrected online.
The original data has been submitted to the editorial board of Cancer Communications and has been approved. The

authors apologize for this oversight. The correction has no effect on the validity and integrity of the work. We thank the
first author, Dr. Yin Zhao, for noticing this mistake.
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F IGURE 5 Both Nectin-3 and NRXN3 are functional targets of ZNF582 in NPC. (A) The mRNA expression level of Nectin-3 in NPC and
normal nasopharyngeal tissue samples in the GSE12452 microarray dataset. (B) Correlation between Nectin-3 mRNA expression and ZNF582
expression in the GSE12452 dataset. (C) Western blotting of Nectin-3 in SUEN1 cells transfected with plasmids encoding empty vector,
FLAG-Nectin-3, or Nectin-3-shRNAs. (D-E) Cell adhesion, migration, and invasion assays were performed in SUNE1 and HONE1 cells
transfected with plasmids encoding control vector or Nectin-3 (D) or transfected with plasmids encoding shControl or Nectin-3-shRNA (E).
(F) The mRNA expression level of NRNX3 in the GSE12452 microarray dataset. (G) Correlations between NRNX3 mRNA expression and
ZNF582 expression in the GSE12452 dataset. (H) Western blotting of NRXN3 in SUEN1 cells transfected with plasmids encoding shControl or
NRXN3-shRNAs. (I) Cell adhesion, migration, and invasion assays were performed in SUNE1 and HONE1 cells transfected with plasmids
encoding shControl or NRNX3-shRNA (#1 or #2). Scale bar: 100 µm. All data are presented as mean ± standard deviation of at least three
independent experiments. Student’s t-test, **P < 0.01; ***P < 0.001. Abbreviations: NPC, nasopharyngeal carcinoma; shControl, control
shRNA; shRNA, short-hairpin RNA.
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F IGURE 6 ZNF582 inhibits NPC cell adhesion, migration, and invasion via Nectin-3 and NRXN3. (A-B) The cell adhesion, migration,
and invasion assays were performed in SUNE1 and HONE1 cells stably overexpressed vector or ZNF582 and co-transfected with plasmids
encoding empty vector or Nectin-3. (C-D) The cell adhesion, migration, and invasion assays were performed in SUNE1 and HONE1 cells
stably overexpressed vector or ZNF582 and co-transfected with plasmids encoding empty vector or NRNX3-shRNA (#1 and #2). Scale bar: 100
µm. All data are presented as mean ± standard deviation of at least three independent experiments. Student’s t-test, *P < 0.05, **P < 0.01, ***P
< 0.001. Abbreviations: NPC, nasopharyngeal carcinoma; shControl, control shRNA; shRNA, short-hairpin RNA.
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