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Hantaviruses can cause hemorrhagic fever with renal syndrome (HFRS) in Eurasia and

have led to public health threat in China. The pathogenesis of HFRS is complex and

involves capillary leakage due to the infection of vascular endothelial cells. Accumulating

evidence has demonstrated that hantavirus can induce apoptosis in many cells, but the

mechanism remains unclear. Our studies showed that Hantaan virus (HTNV) infection

could induce TNF-related apoptosis-inducing ligand (TRAIL) expression in primary human

umbilical vein endothelial cells (HUVECs) and sensitize host cells toward TRAIL-mediated

apoptosis. Furthermore, TRAIL interference could inhibit apoptosis and enhance the

production of HTNV as well as reduce IFN-β production, while exogenous TRAIL

treatment showed reverse outcome: enhanced apoptosis and IFN-β production as

well as a lower level of viral replication. We also observed that nucleocapsid protein

(NP) and glycoprotein (GP) of HTNV could promote the transcriptions of TRAIL and its

receptors. Thus, TRAIL was upregulated by HTNV infection and then exhibited significant

antiviral activities in vitro, and it was further confirmed in the HTNV-infected suckling

mice model that TRAIL treatment significantly reduced viral load, alleviated virus-induced

tissue lesions, increased apoptotic cells, and decreased the mortality. In conclusion,

these results demonstrate that TRAIL-dependent apoptosis and IFN-β production could

suppress HTNV replication and TRAIL treatment might be a novel therapeutic target for

HTNV infection.
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INTRODUCTION

Hantaviruses (family Hantaviridae, order Bunyavirales) are enveloped, negative-sense viruses
and contain a tripartite RNA genome (S, M, and L segments), which encodes the nucleocapsid
protein, glycoproteins (G1 and G2), and the RNA-dependent polymerase protein, respectively (1).
Hantavirus infection causes two major diseases in infected human individuals: hemorrhagic fever
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with renal syndrome (HFRS) and hantavirus cardiopulmonary
syndrome (HCPS) (2). HFRS is caused by the Old World
hantaviruses, including Hantaan virus (HTNV), Seoul virus
(SEOV), Dobrava virus (DOBV), and Puumala virus (PUUV)
(3), while Sin Nombre hantavirus (SNV), Andes virus (ANDV),
New York-1 virus (NY-1V), and other New World hantaviruses
presented in the Americas are the prominent cause of HCPS
disease (3, 4). More than 90% of HFRS occur in Eurasian
area, and China serves especially as the most seriously affected
country (5). As a global disease, there are no effective treatments
approved by the U.S. Food and Drug Administration for
hantavirus infection, and the knowledge on the viral replication
and pathogenesis is limited.

Hantaviruses mainly infect the vascular endothelial cells,
leading to capillary leakage. Since hantavirus infection is not lytic,
the endothelial cell responses are deemed to be the key player in
hantavirus pathogenesis (6). Apoptosis is a fundamental biologic
process in the maintenance of tissue homeostasis, which has been
observed in both Old and New World hantavirus infections.
Apoptosis induced by hantaviruses was firstly reported in 1999,
with evidence in HTNV- and Prospect Hill virus (PHV)-infected
Vero-E6 cells (7). Since then, the presence of apoptosis has
been highlighted in different host cells infected by various
subtypes of hantaviruses. Studies suggested that apoptosis and
cytopathic effects have occurred in HTNV-, SEOV-, and ANDV-
infected HEK293 cells (8). Tula virus (TULV) infection can
induce apoptosis through activating caspase-8 (9) and triggering
pro-apoptotic signals of endoplasmic reticulum (ER) stress
(10). The nucleocapsid protein of PUUV can interact with
the Fas-mediated apoptosis enhancer Daxx (Fas death domain-
associated protein) in 293T cells, which denotes a direct
connection between cellular apoptotic factor and a hantaviral
component (11). Researchers further revealed that hantavirus
infection interferes with DAXX-mediated apoptosis in ANDV-
and HTNV-infected HUVECs by activation of the interferon-
stimulated nuclear transcription factor pro-myelocytic leukemia
protein (PML) (12). Moreover, apoptotic phenomena have
also been observed in hantavirus-infected patients, who have
shown an increased level of Fas/FasL, activation of the first-
step apoptosis associated protein (caspase-2,−8, and−9), and
the initiation of the apoptosis effector molecules (caspase-3,−7,
and−10) in peripheral blood mononuclear leucocytes (PBML)
during acute the and convalescent phases of the hantavirus
infection (13). The caspase-cleaved cytokeratin-18 (CK18), an
epithelial cell apoptosis marker, has been found to be increased
in the serum samples obtained from PUUV-infected HFRS
patients (14). However, Hardestam et al. argue that hantaviruses
do not induce apoptosis in confluent Vero-E6 and A549 cells
and may induce a very low level of apoptosis in dividing cells
(15). Ontiveros et al. show that the cellular apoptotic responses
are inhibited by exogenous-expressing HTNV N protein in
Hela cells (16). Gupta et al. demonstrated that HTNV and
ANDV [multiplicity of infection (MOI) = 1] inhibited NK cell-
mediated cytotoxic granule-dependent induction of apoptosis in
the endothelial co-cultured with NK cells. They also showed
that HTNV and ANDV (MOI = 0.01) inhibited staurosporine-
induced apoptosis at lower viral titer (17). It is possible that

different hantaviruses would induce apoptosis to varying degrees
(7–9, 13). Nevertheless, the precise mechanism how hantavirus
regulates a specific apoptotic response in endothelial cells per se
remains obscure.

The tumor necrosis factor (TNF)-related apoptosis-inducing
ligand (TRAIL) is a member of TNF superfamily (18) and
is able to induce apoptosis in a variety of cancer cells,
transformed cells, and virus-infected cells without significantly
affecting normal cells (19). TRAIL promotes apoptosis by binding
to two death-inducing receptors, including TRAIL-R1 (death
receptor 4, DR4), and TRAIL-R2 (death receptor 5, DR5). The
other three inhibitory receptors, TRAIL-R3 (decoy receptor
1, DcR1), TRAIL-R4 (decoy receptor 2, DcR2), and TRAIL-
R5 (OPG), can competitively bind to TRAIL, resulting in
the inhibition of apoptosis signal (19, 20). Although TRAIL-
based anti-tumor therapeutic approaches have brought great
interest to a clinical application, its possibly crucial role in
viral infection has just begun to be elucidated. A variety of
viruses, such as cytomegalovirus (CMV) (21), hepatitis B virus
(HBV) (22), hepatitis C virus (HCV) (23), respiratory syncytial
virus (RSV) (24), reovirus (25), and human immunodeficiency
virus (HIV) (26) can upregulate TRAIL expression and sensitize
host cell to TRAIL-mediated apoptosis, which provides the
host cells an “antiviral state.” In contrast, some other viruses,
including adenovirus (Adv) (27), herpes simplex virus (HSV)
(28), human papillomavirus (HPV) (29), and Epstein-Barr virus
(EBV) (30), may evolve strategies to escape TRAIL-mediated
apoptosis, which facilitates viral replication and transmission and
enhances viral pathogenesis. Notably, the TRAIL expression can
be regulated by cytokines, especially interferons (IFNs), through
paracrine and autocrine signaling (31–33). The antiviral response
against encephalomyocarditis virus (ECMV) byNK cells depends
on TRAIL expression enhanced by IFN-α/β production after viral
infection (32). These correlations between high IFN production
and elevated levels of cell surface TRAIL or circulating TRAIL
are also observed in CMV-infected NK cells and HCV-infected
DC/CD8+ T cells (20, 32). It is reported that the TRAIL
expression is upregulated in the peripheral blood mononuclear
cells (PBMCs) from HFRS patients, and the levels of sTRAIL
circulating in plasma are also elevated for patients in the acute
phase of HFRS (34). However, the elaborate mechanism of how
TRAIL regulates hantavirus replication is unclear; at least, there
are no related animal experiments on the role of TRAIL in
hantavirus infection to date.

In this study, we found that HTNV increased TRAIL
expression, activated caspase-8-dependent apoptosis signaling,
and induced type I IFN production in primary HUVECs.
Knockdown of TRAIL could inhibit apoptosis and enhance
the production of an HTNV virion along with the decline
of IFN-β production. As anticipated, exogenous TRAIL
enhanced apoptosis and inhibited HTNV replication. Thus,
TRAIL is inducible by HTNV infection and has significant
antiviral activities in vitro, which was further confirmed in the
HTNV-infected suckling mouse model—that TRAIL treatment
significantly reduced viral load, alleviated virus-induced
tissue lesions, and decreased mortality. Together, these results
demonstrated that TRAIL-dependent apoptosis can suppress
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HTNV replication and TRAIL may be an important and novel
therapeutic target for HTNV infection.

MATERIALS AND METHODS

Cells, Virus, and Reagent
Human umbilical vein endothelial cells (HUVECs) were
purchased from ScienCell Research Laboratories (Cat No:
8000) and cultured in Endothelial Cell Medium (Cat No:
1001, ScienCell Research Laboratories), which contains 5% fetal
bovine serum (FBS), 1% endothelial cell growth supplement,
and 100 U/mL penicillin and 100µg/mL streptomycin in a
humidified incubator with 95% air and 5% CO2. HUVECs
were grown on gelatin-coated plates and used for no more
than 6 passages. Vero-E6 cells were maintained in our
laboratory as described before (35) and used for propagation
of HTNV.

HTNV 76-118 was obtained from Institute of Virology,
Chinese Center for Disease Control and Prevention (CDC).
The titers of the virus stock were determined to be 105.00/mL
by focus assay after the immunofluorescence staining of
hantavirus nucleocapsid protein within cells, as previously
described (36). HUVECs were infected at an MOI of 1 in
all experiments.

Recombinant human TRAIL (rTRAIL) was obtained from
R & D Systems (Cat No: 375-TL). Cells were treated with
rTRAIL at a concentration of 40 ng/mL for different days after
viral infection.

Lentivirus-Mediated TRAIL-Specific Short
Hairpin RNA (shRNA)
Four lentiviral vector GV248 expressing TRAIL-specific shRNA
was purchased from Shanghai Genechem Co., Ltd. The targeted
shRNAs against human TNFSF10 gene (Gene Bank Accession
NM_003810) were designed as follows: shRNA19778, 5′-AACAA
ATGAGCACTTGATA-3′; shRNA 19779, 5′-ACAAACAAAT
GGTCCAATA-3′; shRNA 19780, 5′-ATTT CTACAGTTC
AAGAAA-3′; and shRNA 19781, 5′-TGTAACTTACGTGTA
CTTT-3′. The four shRNA-expressing plasmids were tested for
their abilities to silence TRAIL in 293T cells (Figures S1A,B),
and we used the most effective of those, shRNA 19781,
to establish further lentivirus packaging. The lentiviruses
were produced by co-transfecting HEK293T cells at 70–80%
confluence with recombinant lentiviral expression plasmid
GV248 and packing plasmids (pHelper 1.0 including gag/pol
and pHelper 2.0, including VSVG). After 48 h, the supernatants
were harvested, concentrated and titered by counting GFP-
positive cells after serial dilutions. The final lentiviral particles
were termed as TRAILKD-LV or TRAILCTL-LV, with average
titers of 8 × 108 TU/mL. The HUVECs were transduced
with lentiviral particles at an MOI of 1. The transduction
efficiency was observed and recorded under a fluorescence
microscope (Nikon TE2000) 48 h post infection (more than 80%
transduction efficiency, Figure S1). The interference efficiency
was determined by quantitative real-time PCR (qRT-PCR) and
Western blot.

Quantitative Real-Time PCR
Total cellular RNA was extracted from cultured cells
with TRIZOL (Invitrogen) according to the experimental
requirements. Complementary DNA was synthesized by
using random primer and Moloney murine leukemia virus
(M-MLV) reverse transcriptase (Promega). Real-time PCR
was carried out by using a SYBR green real-time PCR master
mix (TOYOBO) under a CFX96TM instrument as follows:
95◦C for 3min, 40 cycles of 95◦C for 10 s, 60◦C for 10 s,
and 72◦C for 15 s. The genes expression was measured in
this study are listed as follows: HTNV S gene, forward, 5′-
TCTAGTTGTATCCCCATCGACTG-3′, reverse, 5′-ACATG
CGGAATACAATTATGGC-3′; human TRAIL gene, forward,
5′-GAGCTGAAGCAGATGCAGGAC-3′, reverse, 5′- TGACG
GAGTTGCCACTTGACT-3′; human TRAIL-DR4 gene,
forward, 5′-TACGCCCTGGAGTGACATCG−3′, reverse,
5′-CCACAACCTGAGCCGATGC-3′; human TRAIL-DR5
gene, forward, 5′-AAGACCCTTGTGCTCGTTGT-3′, reverse,
5′-AGGTGGACACAATCCCTCTG-3′; human TRAIL-DcR1
gene, forward, 5′-CTGCCAGTCCTAGCTTACTCTGC-3′,
reverse, 5′-GGGTTACAGGCTCCAGTATGTTCT-3′; human
TRAIL-DcR2 gene, forward, 5′-AAGGCATCTGCTCAG
GTGGT-3′, reverse, 5′-AAGTATCTGTTACTCAGGGTC
TCGTT-3′; human TRAIL-DcR2 gene, forward, 5′-AAGGC
ATCTGCTCAGGTGGT-3′, reverse, 5′-AAGTATCTGTTACTC
AGGGTCTC GTT-3′; human caspase-3 gene, forward, 5′-
CATGGAAGCGAATCAATGGACT-3′, reverse, 5′-CTGTA
CCAGACCGAGATGTCA-3′; human caspase-8 gene, forward,
5′-TTTCTGCCTACAGGGTCATGC-3′, reverse, 5′-CTGTA
CCAGACCGAGATGTCA-3′; human caspase-9 gene, forward,
5′-CTTCGTTTCTGCGAACTAACAGG-3′, reverse, 5′-GCACC
ACTGGGGTA AGGTTT-3′; human IFNB1 gene, forward,
5′-CGCCGCATTGACCATCTA-3′, reverse, 5′-GACAT
TAGCCAGGAGGTTCTCA-3′; human IRF3 gene, forward,
5′-ACCAGCCGTGGACCAAGAG-3′, reverse, 5′-TACCA
AGGCCCTGAGGCAC-3′; human IRF7 gene, forward, 5′-
CGACATCGAGTGCTTCCT TATG-3′, reverse, 5′-ACTGG
GTTCTAGGCGGGC-3′; human GAPDH gene, forward, 5′-
GGTGGTCTCCTCTGACTTCAACA-3′, reverse, 5′-GTTGC
TGTAGCCAAATTCGTTGT-3′; mouse GAPDH gene, forward,
5′-ACCCAAAGACTGTGGATGG-3′, reverse, 5′-ACACA
TTGGGGGTAGGAACA-3′. The different gene levels were
normalized to that of the internal control gene GAPDH level in
each experiment.

Immunofluorescence Assay
Immunofluorescence assay (IFA) detection of HTNV antigens
was performed as described before (36). HUVECs were
cultured on coverslips or 96-well plates. After treatment,
the cells were fixed with ice-cold paraformaldehyde for
15min at 4◦C, washed with fluorescence PBS (FPBS), and
blocked with 5% bovine serum albumin (BSA) in FPBS for
30min. Cells were then incubated with monoclonal antibody
against HTNV/76-118 (ab20309, 1:100, Abcam) for 1.5 h
at room temperature or 4◦C overnight. Then, the samples
were incubated with DyLight 488 AffiniPure Goat Anti-
Mouse IgG (H+L) (A23310, 1:100, Abbkine) for 1.5 h at
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room temperature. Nuclei were stained with Hoechst33258
(1:10,000, Beyotime) for 15min at room temperature. The
images were captured under a Nikon TE2000 fluorescence
microscope or a confocal microscope (TCS SP2 AOBS
MP, Leica).

Western Blot Analysis
After the required treatments, protein extracts were prepared as
follows. Briefly, cells were washed with cold PBS and lysed in
RIPA buffer containing PMSF (Wuhan Goodbio, Lot: 170118).
Equal amounts of the protein samples were resolved by 12% SDS-
PAGE and transferred to an Immobilon-Pmembrane (Biosharp).
Each membrane was, respectively, probed with a polyclonal
antibody against TRAIL protein (Abcam ab2435, 1:1,000),
human DR4 (Flarebio CSB-PA002191, 1:1,000), human DR5
(Flarebio CSB-PA08165A0Rb, 1:1,000), human DcR1 (Abcam
ab133658, 1:2,000), human DcR2 (Cusabio E0425R1, 1:1,000),
human caspase-3 (Beyotime AC033, 1:1,000), human caspase-8
(Beyotime AC056, 1:1,000), human caspase-9 (Beyotime AC062,
1:1,000), human cleaved-PARP (Beyotime AP102, 1:1,000), a
mouse monoclonal antibody against GAPDH (Tianjin Sungene
Biotech DKM9002T, 1:5,000), and IRF3 (ABclonal Q14653,
1:1,000), IRF7 (ABclonal Q92985, 1:1,000). The blots were
incubated with HRP-conjugated secondary antibodies and
developed by an ECL detection kit (Wuhan Goodbio Technology
Co. LTD). The results were visualized using an Image Station
4000R (Kodak) and the signals were quantified using carestream
software. The calculation method of protein grayscale ratio is
based on the reference (37).

Plasmids Construction and Luciferase
Activity Assay
HTNV S and M segment expression plasmids were constructed
on the basis of pSicoR-flag-cherry, which was reformed from
pSicoR-GFP. Reporter plasmids were constructed using the
pGL3 vector containing a firefly luciferase open reading
frame (Promega). The human DR4 and DR5 promoters
were kindly provided by Dr. Deyin Guo from Zhongshan
University. The human TRAIL, DcR1 and DcR2 promoters
were cloned from Human Genomic DNA (Cwbio CW0565S).
PCR for the promoters was performed with following primers:
TRAIL (sense: 5′-CGGCTAGCCGACTCTTGTAACTCCT
CAAATCAC-3′, antisense: 5′-ATCTCGAGGATCCTGTCAGA
GTCTGACTGCT-3′), DcR1 (sense: 5′-CGGCTAGCAACTCTA
TGACCAAGACGTTGAG-3′, antisense: 5′-ATCTCGAGTA
ACGGTAGGAAGCGCTCCTTCA-3′), and DcR2 (sense: 5′-
CGGCTAGCTCTGGTCTATACTGTGTGGTCC-3′, antisense:
5′-ATCTCGAGCAATCAGAAATCGTCCCCGTAGT-3′). Two
days post-transfection, the 293T cells were washed once with cold
PBS, and 80 µL of lysis buffer (Promega) was then added to each
well of the 24-well plate. Sixty microliter of sample were mixed
with 15 µL luciferase assay substrate (Promega). Luciferase
activity was typically measured for 10 s using a luminometer
(Turner Designs TD-20/20). Assays were performed in triplicate,
and the results are expressed as the mean ± standard deviation
(SD) of relative luciferase activity.

TdT-Mediated dUTP Nick-End Labeling
(TUNEL) Assay
Apoptosis was measured using the terminal deoxynucleotidyl
transferase (TdT)-mediated dUTP nick-end labeling (TUNEL)
assay, as previously reported (38). Cell apoptosis was assessed
by TUNEL assay using the one-step TUNEL apoptosis assay
kit (Beyotime, C1088). HUVECs and tissue sections were
washed with PBS and fixed with 4% polyformaldehyde
and then incubated with TUNEL reaction mixture (Cat
no: 11684817910, Roche Applied Science) according to
the instructions. The fixed cells and tissue sections were
treated with 0.3% Triton X-100 to increase cell membrane
permeability and stained the nucleus with Hoechst. Fluorescent
images were captured by confocal fluorescence microscopy
(Leica-LCS-SP8-STED, Leica). Eight horizons of each group
were selected randomly to calculate cell apoptosis rate.
TUNEL apoptotic images were analyzed by Image pro-plus
6.0 software.

Flow Cytometry
HTNV-infected HUVECs were resuspended in PBS. Then
cells were stained with anti-human DR4 -PE (Biolegend,
307205), anti-human DR5 -PE (eBioscience, 12-9980-41),
anti-human DcR1 -PE (Biolegend, 307005) and anti-human
DcR2 -FITC (Invitrogen, A15752) in the dark for 30min
at 4◦C, and anti-human IgG-PE/FITC isotypes were set
as control. The cell region was gated-based FSC and SSC
characteristics, and positive cells were defined according to
the PE or FITC signaling from unstained group (Figure S2).
FACS analysis was performed using BD FACSAria III and
FlowJo software.

In vivo Experiment
Pregnant BALB/c mice were purchased from the Animal
Research Center of Hubei province (Certificate No. SCXK 2015-
0018, Hubei) and were fed in the facility of ABSL-3 Laboratory
of the Animal Research Center at Wuhan University under
specific pathogen-free conditions. Animal welfare and protocols
were in compliance with the guidelines of the Institutional
Animal Care and Use Committee (Wuhan, China). Pregnant
mice were observed daily, and births were timed to the nearest
day. The suckling mice (1- to 2-days old) were intracranially (i.c.)
inoculated with 10−1 to 10−4 viruses to determine the LD50 (50%
lethal dose) of HTNV, which was 105.37/mL.

The suckling mice were infected i.c. with 20 µL viral
suspension containing 50 × LD50 of HTNV. Any death
occurring 24 h post-infection (hpi) was considered traumatic
injury and excluded from the following experiment. The mice
were randomly divided into the following two groups that
were intraperitoneally administered either solvent control (PBS)
or rTRAIL (0.5 mg/kg/day) for 7 days. The normal control
received no treatment. Brain, lung, and kidney were aseptically
dissected from the animals at 3, 6, 9, 12, 14, and 35 days post-
infection (dpi) and divided into four parts for the subsequent
experiments, including qRT-PCR, Western blot, H & E staining,
and TUNEL assay.
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Statistical Analysis
Data were representative of three independent experiments
and were expressed as the mean ± SD. Student’s t-test
or one-way analysis of variance (ANOVA) was used to
compare the statistical differences between groups. All
statistical analyses were performed with SPSS 20.0 (SPSS
Inc., USA). The difference was considered statistically significant
at p < 0.05.

RESULTS

HTNV Infection Induces TRAIL-Dependent
Extrinsic Apoptosis in HUVECs
To evaluate potential role of TRAIL-dependent apoptotic
signaling induced by HTNV infection, we first examined
dynamic expression of TRAIL and its receptors by qRT-PCR
and Western blot. As shown in Figure 1A, after infection by
HTNV 76-118 (MOI = 1), the viral RNA level in HUVECs
reached peak at 2 dpi and declined thereafter. IFA assay
indicated that more than 85% of HUVECs were HTNV infected
at 3 dpi (Figure S3). The TRAIL mRNA level in HTNV-
infected HUVECs reached peak at 2 dpi (fold change > 20,
Figure 1A) and the protein at 3 dpi, which was consistent with
those of HTNV vRNA and protein expression (Figures 1A,B).
Meanwhile, the transcripts of pro-apoptotic receptors (DR4 and
DR5) displayed similar trend with peak at 3 dpi (about 1.5-
to 3-fold increase), while their protein level didn’t significantly
change (Figure 1C). Furthermore, HTNV decreased the mRNA
and protein expression of anti-apoptotic receptors (DcR1 and
DcR2) (Figures 1A,B). In addition, we also detected changes
of TRAIL receptors in HUVECs surface after viral infection by
flow cytometry at 2 dpi (Figure 1E). The percentage of positive
cells and median fluorescence intensity (MFI) data show that
the receptors of DR4 and DR5 in HUVECs surface show slight
change after HTNV infection (panels 1 & 2; Figures 1E,F). It
is worth noting that the distribution of DcR1 and DcR2 in
HUVECs surface after HTNV infection show a downward trend
(panels 3 & 4, Figures 1E,F), which is consistent with gene and
protein results. These results indicated that HTNV infection
may promote TRAIL-dependent apoptotic signaling pathway in
primary HUVECs.

The HTNV-induced apoptosis in HUVECs has not been
described well yet. We investigated TRAIL-related extrinsic
pathway and the mitochondrial intrinsic pathway in HTNV-
infected HUVECs. The mRNA expressions of caspase-8 and
caspase-3 increased significantly at 1 dpi (Figure 1A), which
reached a peak at 3 dpi, after the highest expressions of HTNV
vRNA and TRAIL mRNA (Figure 1A). The HTNV infection
also induced a cleaved-caspase-8 increase in the form of 43-
kDa fragments. As shown in Figure 1B, immunoblot analysis
showed that HTNV infection induced the expression of caspase-
3 and cleaved-PARP at 3 dpi, among which cleaved-caspase-8
activated caspase-3 and, in turn, cleaved the subsequent substrate
of PARP (39). However, the mRNA and protein expression
of caspase-9 remained unchanged during HTNV infection
(Figure 1D). Our results indicated that HTNV may trigger

extrinsic caspase-8-dependent apoptotic pathway in HUVECs,
rather than mitochondrial caspase-9-dependent.

HTNV Structural Proteins Trigger the
Expressions of TRAIL and Its Receptors
To elucidate the mechanism of how HTNV increases the
expressions of TRAIL and its receptors, we constructed several
reporter plasmids containing the promoter regions of these
genes. Interestingly, overexpression of the S or M segments of
HTNV in 293T cells induced TRAIL expression (Figure 2). Of
note, the S segment of HTNV failed to induce the expressions
of DR4 and DR5, while the M segment could upregulate
their expressions, indicating that the HTNV glycoprotein was
responsible for upregulation of DR4 and DR5. Consistently, S
or M segment of HTNV could downregulate the transcription
of DcR1 (31.96 ± 5.27 and 37.9 ± 6.13% decrease, respectively,
p < 0.05) and DcR2 (52.2 ± 8.98 and 58.64 ± 4.38% decrease,
respectively, p < 0.01). The above findings indicate that the
expression of individual structural proteins (S or M segment)
could enhance the transcriptions of TRAIL and its receptors,
and glycoprotein seemed to be more efficient than nucleocapsid
protein. Since hantaviruses are known to replicate in the
cytoplasm, we hypothesize that HTNV NP or GP may interact
with importin or another transport or induce transcription
factors expression, whichmay further affect the promoter activity
of TRAIL and its receptor.

TRAIL-Dependent Apoptosis Suppresses
HTNV Replication
The apoptosis is an important innate antiviral response of host
cells (40). To explore the role of TRAIL-mediated apoptosis
in HTNV infection, we first infected HUVECs with HTNV
and cultured the cells in the presence of recombinant soluble
TRAIL. Our data showed that exogenous rTRAIL could reduce
HTNV burden in vitro (Figures 3A,B). More obviously, rTRAIL
could increase the expression of DR4 and DR5 (Figures 3A,B),
while rTRAIL had a slight effect on the expression of
DcR1 and DcR2 (Figure 3C). TRAIL also upregulated the
expression of cleaved-caspase-8, total caspase-3, and cleaved-
PARP (Figures 3A,B), which are involved in the apoptotic
pathway. We also implemented the TUNEL staining experiment
at 2 dpi (Figure 3D) and found that rTRAIL alone could not
induce apoptosis in HUVEC (Figures 3D,E; compare second row
to first row), while rTRAIL could induce apoptosis in HTNV-
infected HUVECs (Figures 3D,E; compare fourth row to third
row). Our data indicated that HTNV sensitizes HUVECs to
TRAIL-mediated apoptosis, which may be closely related to anti-
HTNV activity of TRAIL.

We further constructed lentiviruses expressing the shRNA-
targeting TRAIL gene to determine its function in our study
(Figure S1). The knockdown efficiency of TRAIL-specific shRNA
lentivirus in HUVECs were 71.59 ± 1.86 and 87.48 ± 0.97%,
as determined by qRT-PCR (Figure S1D) and Western blot
(Figure S1E), respectively. As expected, silencing of TRAIL
increased HTNV replication in HUVECs (Figures 4A,B,I), and
the reduced expression of TRAIL significantly upregulated
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FIGURE 1 | HTNV induces TRAIL-dependent apoptosis in primary HUVECs. HUVECs were infected with/without HTNV 76-118 (MOI = 1) for 2 h and followed by

qRT-PCR and Western blot at different days to measure TRAIL-related apoptosis factors. (A) HTNV S, TRAIL, DcR1, DcR2, caspase-8, and caspase-3 mRNA in

HTNV-infected HUVECs. (B) HTNV NP and TRAIL-related apoptosis proteins expression in HTNV-infected HUVECs. (C) TRAIL-DR4/DR5 and (D) caspase-9 mRNA

and protein expression during HTNV infection. The mRNA results shown are the average of three replicates; values represent the mean ± SD (*p < 0.05; **p < 0.01;

***p < 0.001). Proteins were quantified using carestream software and compared with the normal control group of 2 dpi. Data were from one of three experiments

with similar results. The numbers represented the relative density of the bands relative to the corresponding control. (E) Histogram showing DR4, DR5, DcR1, and

DcR2 surface expression on HTNV-infected and uninfected HUVECs at 2 dpi. White histograms indicate fluorescent labeling with receptor-specific monoclonal

(Continued)
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FIGURE 1 | antibodies, and gray histograms show background labeling with isotype-matched control antibody in the same group. The experiment was repeated

three times and data represent one of three separate experiments. (F) Data showing the MFI of DR4, DR5, DcR1, and DcR2 surface expression on HTNV-infected

relative to the uninfected HUVECs at 2 dpi. The MFI of TRAIL receptors was assessed by FlowJo software. The experiment was repeated three times. The dots

represented the average of each experiment and data were analyzed by a two-tailed, two-sample student t-test (p-values were indicated).

FIGURE 2 | The hantaviral structural proteins affect the transcriptional activity

of the promoters of TRAIL/TRAIL-Rs. Firefly luciferase reporter plasmids (400

ng) containing TRAIL, DR4, DR5, DcR1, or DcR2 promoter and hantaviral

structural plasmids (400 ng) including pSicoR (vector), pSicoR-S, or pSicoR-M

were co-transfected into HEK293T cells to detect the promoter activity.

Luciferase activity represented the effect of hantaviral structural proteins on the

promoters of TRAIL/TRAIL-Rs. The data were presented with the mean ± SD

from three independent experiments of relative luciferase activity (*p < 0.05;

**p < 0.01).

the expressions of DcR1 and DcR2 after HTNV infection
(Figures 4E,F,I), while showing a light effect on the expressions
of DR4 and DR5 (Figures 4C,D; compare white column to
gray column). Further, qRT-PCR and Western blot assays
show decreased TRAIL expression also resulted in lower
levels of cleaved-caspase-8, total caspase-3, and cleaved-PARP
(Figures 4G–I).

Furthermore, rTRAIL treatment could reverse increased viral
replication induced by TRAIL knockdown in HTNV-infected
HUVECs (Figures 4A,B,J). The decreased apoptotic effect
shown in HTNV-infected HUVECTRAIL−KD stable cells was
also reversed by exogenous rTRAIL treatment (Figures 4G,H,J),
which was mainly due to the elevated expression of DR4
and DR5 (Figures 4C,D; compare black column to grid
column, Figure 4J). rTRAIL could also rescue the expression
of cleaved-caspase-8, total caspase-3, and cleaved-PARP at
2 dpi (Figure 4J).

Collectively, these results indicated that HTNV could trigger
apoptosis through activating TRAIL-mediated pathway, and
TRAIL-mediated apoptosis further suppresses viral replication.

TRAIL-Dependent IFN-β Production
Inhibits HTNV Replication
Next, we investigated whether TRAIL could exert additional
anti-HTNV activity distinct from apoptosis. Viral infection
triggers the production of a vast amount of antiviral IFNs.
We observed that IFN-β, rather than IFN-α, could be easily

detected by qRT-PCR in HTNV-infected HUVECs (around
16-fold at 2 dpi; Figure 5A). The secreted IFN-β in the
supernatant of HTNV-infected HUVECs was also significantly
upregulated at 2–4 dpi (Figure 5B). The time-course detection
showed that HTNV obviously promoted the mRNA levels
and proteins expression of IRF3 and IRF7 (Figures 5A,C).
These data indicate that HTNV infection induced type I
IFNs and transcription factors in HUVECs. Based on the
HTNV-infected HUVECTRAIL−KD stable cells, we found that
silencing of TRAIL significantly decreased HTNV-induced
IFN-β production (Figures 5D,E; compare white column to
gray column), as well as the expression of its transcription
factors (IRF3 and IRF7) during HTNV infection (Figures 5D,F;
compare white column to gray column). Exogenous rTRAIL
could partially restore the expression of IRF3, IRF7, and IFN-
β at early stage of viral infection (0.5–2 dpi, respectively)
(Figures 5D–F; compare gray column to grid column). The
silencing of TRAIL could also decrease the protein level
of IRF3 and IRF7, while exogenous rTRAIL enhanced the
protein expressions of IRF3 and IRF7 (Figure 5F). These
data imply the direct role of TRAIL in HTNV-induced IFN-
β expression, suggesting that TRAIL may activate multiple
antiviral pathways.

Protective Efficacy of TRAIL in Suckling
Mice
To assess the contribution of TRAIL in antiviral response, we
examined the in vivo effect of TRAIL against HTNV infection.
In this experiment, the newborn BALB/c mice were infected
with HTNV followed with or without intraperitoneal injection of
rTRAIL. Compared to the viral control group, rTRAIL reduced
clinical signs, which included ruffled fur, tendencies to huddle,
paralysis of hind leg and spasm (data not shown). All the
mice in viral control group died with an MTD (mean time to
death) of 15 ± 0.3651 days, while rTRAIL increased survival
rate and prolonged mouse survival time (Figures 6B,C). It is
worth noting that the weight change of the mice between
the virus group and the rTRAIL treatment group showed no
significant difference before 16 dpi. Due to the protective effect
of rTRAIL, half of the mice in the rTRAIL-treated group
survived and the body weight gradually recovered to normal at
35 dpi (Figure 6A).

Next, we analyzed the effect of TRAIL on viral replication
in different tissues. Notably, rTRAIL decreased viral replication
in the brains, kidneys, and lungs about 5- to 10-fold. The most
significant inhibitory effect appeared at 14 dpi, with 87.14± 3.29,
85.58 ± 1.17, and 91.48 ± 3.35% in brains, kidneys and lungs,
respectively (Figures 6D–F). As expected, rTRAIL treated mice
showed considerably lower HTNV titers in the brains, kidneys,
and lungs at 3, 6, 9, 12, and 14 dpi (Figures 6G–I). In addition,
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FIGURE 3 | Exogenous rTRAIL inhibits HTNV infection by enhancing caspase-8-dependent apoptosis. HUVECs were infected with HTNV76-118 (MOI = 1) for 2 h,

treated with/without rTRAIL (40 ng/mL), and then followed by qRT-PCR and Western blot at different days to measure TRAIL-related apoptosis factors and HTNV. (A)

HTNV S, TRAIL DR4, DR5, caspase-8, and caspase-3 mRNA expression. (B) HTNV NP and TRAIL-related apoptosis proteins. (C) DcR1/DcR2 mRNA and protein.

The mRNA results shown are the average of three replicates and values represented the mean ± SD (*p < 0.05; **p < 0.01; ***p < 0.001). The protein result

represents one of three similar experiments. Numbers represent the relative density of the bands relative to the internal control. (D) Immunofluorescence images and

(E) statistical analysis of TUNEL assay on HTNV-infected HUVECs with rTRAIL treatment. Cells were stained for virus infection [NP (sred)], for apoptosis [TUNEL

(green)], and for nucleus [Hoechst (blue)]. Images data showed one of three independent experiments with similar results.
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FIGURE 4 | shRNA-mediated knockdown and rescue of TRAIL influence HTNV replication and apoptosis in HUVECs. HUVECTRAIL−KD cells were infected with

HTNV76-118 (MOI = 1) for 2 h, treated with/without rTRAIL (40 ng/mL), and then followed by qRT-PCR and Western blot at different days to measure TRAIL-related

apoptosis factors and HTNV. The mRNA results shown were the average of three replicates. Values represent the mean ± SD (*p < 0.05; **p < 0.01; ***, p 0.001). (A)

HTNV S mRNA, (B) TRAIL mRNA, (C) DR4 mRNA, (D) DR5 mRNA, (E) DcR1 mRNA, (F) DcR2 mRNA, (G) caspase-8 mRNA, and (H) caspase-3 mRNA. (I) HTNV

NP and TRAIL-related apoptosis proteins in HTNV-infected HUVECTRAIL−KD cells at 2, 3, and 4 dpi. (J) HTNV NP and TRAIL-related apoptosis proteins of

HUVECTRAIL−KD cells with rTRAIL rescue. Proteins were quantified using carestream software and compared with the mock group of 2 dpi; the data shown represents

one of three similar independent experiments. The numbers represent the relative density of the bands relative to the corresponding control.

we observed that HTNV infection caused anabatic tissue injury
(inflammatory cell infiltration, alveolar enlargement) in brains,
kidneys, and lungs, and rTRAIL treatment could reduce the
tissue injury caused by HTNV at the late stage of infection
(Figure 6J).

As TRAILwas closely associated with apoptosis, we performed
the TUNEL assay to identify cells in the late apoptotic stage
(Figure 7A), which exhibited extensive DNA degradation. Data
showed there was an increase in the density of TUNEL-positive
cells in the brains (29.07 ± 8.06%), kidneys (192.73 ± 61.55%),
and lungs (194.7± 25.94%) inmice infected by HTNV compared
with normal controls (Figure 7B), which demonstrated HTNV-
induced apoptosis in vivo. Moreover, TUNEL-positive cells in
brains, kidneys, and lungs from rTRAIL treated mice were
significantly increased, compared to virus controls, by 141.10
± 30.68, 85.72 ± 30.85, and 71.55 ± 18.11%, respectively
(Figure 7B). The above findings indicated that TRAIL can
suppress HTNV replication in vivo through inducing the
apoptosis of cells.

DISCUSSION

TRAIL, an immune surveillance factor, has shown promising
successes in killing cancer cells through specifically inducing
apoptosis of cancer cells and no effects on normal cells
(41). Unlike its tumor-suppressive function, TRAIL plays
miscellaneous roles in virus infection, protective or pathogenic,
antiviral or proviral, depending on the virus and tissue-specific
factors. Here we found a new function for TRAIL associated with
host defense against hantavirus.

Clinical evidence has shown that HTNV infection is related
to the upregulation of sTRAIL in HFRS patients (34, 42). We
document that HTNV infection leads to an increase of TRAIL
expression in HUVECs, and TRAIL exhibits striking antiviral
activities by inducing apoptosis in vitro. To further explore the
mechanism of HTNV-triggered TRAIL-dependent apoptosis, we
confirm that HTNV also induces TRAIL-dependent apoptosis
in HUVECs by downregulating the decoy receptor expressions,
which can’t induce apoptosis once TRAIL is bound, because
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FIGURE 5 | TRAIL-dependent IFN-β production suppresses HTNV replication. (A) IFN-β, IRF3, and IRF7 mRNA levels in HUVECs were assessed by qRT-PCR at 1, 2,

3, 4, 5, and 6 dpi. (B) The IFN-β in supernatant of two groups was measured by ELISA at 2, 3, and 4 dpi. (C) IRF3 and IRF7 proteins in cell lysate were detected by

Western blot at 2, 3, and 4 dpi. (D) IFN-β, IRF3 and IRF7 mRNA in the rescue experiment were assessed by qRT-PCR at 0.5, 1, 2, 3, and 4 dpi. (E) The IFN-β in

supernatant of different groups from the rescue experiment was measured by ELISA at 0.5, 1, and 2 dpi. (F) IRF3 and IRF7 proteins in cell lysate from the rescue

experiment were detected by Western blot at 2 dpi. The results of mRNA and ELISA shown are the average of three replicates; values represent the mean ± SD (*p <

0.05; **p < 0.01; ***p < 0.001). Protein data showed one of three independent experiments with similar results. Numbers represented the relative density of the bands

relative to the internal control.
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FIGURE 6 | Effect of rTRAIL on lethal HTNV challenge model. Newborn BALB/c mice were infected with 50 × LD50 of HTNV76-118 followed with or without

intraperitoneal injection of rTRAIL (0.5 µg/g/day) for 7 days. (A) The effects of rTRAIL on HTNV infection in mice were determined by body weight change from 0 to 35

dpi (n = 12 in each group). Mice were weighted individually every day. (B) The effects of rTRAIL on HTNV virulence in mice were determined by survival rate (n = 12 in

each group). (C) Effect of rTRAIL on MTD of mice infected with HTNV. (D–F) Mice were sacrificed at 3, 6, 9, 12, 14, and 35 dpi, respectively, and brains, kidneys, and

lungs were collected for qRT-PCR to assess HTNV S segment levels. The experiment was carried out three times and values represent the mean ± SD (*p < 0.05; **p

< 0.01; ***p < 0.001). (G–I) Mice were sacrificed at 3, 6, 9, 12, 14, and 35 dpi, respectively, and brains, kidneys, and lungs were collected to assess HTNV titers by

Reed-Munch method. (J) H & E staining for mouse brain, kidney or lung specimens was performed.
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FIGURE 7 | rTRAIL increases tissue apoptosis in HTNV-infected mice. (A) Representative TUNEL staining images of for mouse brain, kidney or lung specimens. The

mice were sacrificed at 12 dpi and prepared for TUNEL assay to detect the tissue apoptosis. Black arrow notes apoptotic cells. (B) Analysis of TUNEL apoptosis

pictures. Each slide was randomly selected for eight 200-fold visuals and TUNEL apoptotic images were analyzed by Image pro-plus 6.0 software. The percentage of

TUNEL-positive cells was calculated and analyzed (*p < 0.05; **p < 0.01). Data shown represent one of three similar independent experiments.

of a lacking death domain in the intracellular region (43).
The luciferase reporter assay further proved that the S or M
segments of HTNV could downregulate the transcription of
DcR1 and DcR2. Our results were consist with data reported
for HIV Env-pseudotyped virus (44). Interestingly, the previous
Affymetrix DNA Arrays analysis also showed the increasing

expression of TRAIL and reduction level of DcR2 in HTNV-
infected HUVECs (45). Wang et al. demonstrated that DcR1
and DcR2 overexpression blocks TRAIL-mediated apoptosis via
their competitive TRAIL binding with DR4 and DR5 (46).
By the same token, reduction of DcR1 and DcR2 in HTNV-
infected HUVECs results in overflowing TRAIL binding with
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DR4 and DR5, thereby promoting cell apoptosis. Considering
the TRAIL-resistance of HUVECs, we concluded that the
dynamic expression of TRAIL and its receptors after HTNV
infection, as well as the relative abundance of each distinct
receptor under the TRAIL treatment, eminently contributed
to modulating sensitivity to TRAIL-mediated apoptosis in the
primary HUVECs.

Consistent with our results, CMV (47), HCV (37), and
HIV (44) have been demonstrated to trigger TRAIL-mediated
apoptosis. We also showed that exogenous TRAIL can directly
increase the expressions of DR4/DR5 and then further enhance
their downstream caspase-8-dependent apoptotic pathway in
HTNV-infected HUVECs, which is a conventional mode of
action present in various virus infection, such as reovirus
(48) or RSV (24). However, the latest research (42) has
reported that HTNV protects infected cells from TRAIL-
mediated NK killing by downregulating DR5. In contrast, we
reported that HTNV-infected HUVECs exhibited slight change
of pro-apoptotic receptors (DR4 and DR5) and significant
decline of anti-apoptotic receptors (DcR1 and DcR2). Our
results are also in agreement with previous studies showing
that HBV (22, 49), HCV (37), and HIV (44) infection could
trigger TRAIL-mediated apoptosis by upregulating DR4/DR5
or downregulating DcR1/DcR2. Both Sola-Riera et al. and
the present study showed TRAIL upregulation on HUVECs.
However, Sola-Riera et al. demonstrated resistance of HTNV-
infected A549 cells to TRAIL-induced apoptosis, whereas our
data indicate that HTNV-infected HUVECs undergo apoptosis
after treatment with rTRAIL (Figures 3A,B,D,E; compare fourth
row to third row). We assume that the different cell types
used (HUVECs, primary cells, in the case of the present study
vs. A549 cells, a transformed cell line, in the case of Sola-
Riera et al.) could explain the difference. Another concern is
the source or genetic background of the primary HUVECs,
which could largely affect the experimental results from
different research. For example, Sola-Riera et al. demonstrated
that the HTNV does not induce autophagy in HUVECs
(obtained from Lonza). However, the latest research (50)
published in Cell Reports also revealed that HTNV could
dynamically regulate the host autophagy process for viral
benefits in HUVECs (obtained from ScienCell). Therefore,
factors, such as the source or genetic background of the
primary HUVECs, the use of a transformed cell line (A549
cells), and the use of mouse-adapted or non-adapted HTNV
with an uncertain passage history, need to be taken into
account when comparing results from different laboratories.
Nevertheless, combined with the results obtained in the animal
experiment, our results indicate that HTNV infection induces
TRAIL expression and its related apoptosis in tissue culture
cells and in a mouse model. More importantly, TRAIL
mediated a novel anti-HTNV activity through apoptosis in vitro
and in vivo.

It has been reported that the viral structural or non-
structural proteins play important roles in regulating the
expression of TRAIL and its receptors, such as the HBV
X protein (22), HIV-1 Tat protein (51), and adenovirus E3
protein (52). In the meantime, emerging studies suggested

hantavirus proteins also can interact with host cell proteins,
in particular N protein. PUUV N protein can interact with
the Daxx protein, a Fas-mediated apoptosis enhancer (11),
which also functions as transcription repressor. Kaukinen
et al. hypothesized that the binding of hantaviral N proteins
with Daxx in the cytoplasm could restrain Daxx-mediated
transcriptional repression and trigger the Fas–apoptosis
pathway in hantavirus-infected cells (53). Researchers further
revealed that hantavirus infection may disturb the DAXX-PML
colocalization in nuclear bodies, which disrupt their cooperation
to mediate apoptosis in ANDV and HTNV infected HUVECs
(12). Tula (54) and HTNV (55) N proteins are able to interact
with small ubiquitin-related modifier-1 (SUMO-1), which can
modulate multiple cellular processes including cell growth
and signal transduction. We observed in this study that NP
and GP proteins of HTNV were capable of promoting the
transcription of TRAIL and its pro-apoptotic receptors, which
linked HTNV structural proteins with TRAIL-mediated cells
apoptosis. However, more research is needed to determine
the real relationships of NP and GP with apoptosis. Taken
together, we demonstrated that HTNV induces TRAIL-mediated
apoptosis in endothelial cells. During viral infection, apoptosis
can decrease the injurious viral load and hinder the spread
of progeny virus (56). Thus, TRAIL-mediated apoptosis
implies TRAIL is also a kind of antiviral proteins against
HTNV infection.

Besides apoptosis induction, we further confirmed the role
of TRAIL on IFN expression induced by HTNV infection. We
also demonstrated that the IFN-β production is associated with
TRAIL-dependent upregulation of transcription factors (IRF3
and IRF7), which are able to activate IFN production (57). It is
well-known that after binding TRAIL, the intracellular region
of pro-apoptotic DR4/DR5 recruits the intercellular adaptor
proteins, such as the Fas-associated death domain (FADD), TNF
receptor type 1-associated death domain protein (TRADD), or
receptor-interacting protein-1 (RIP1), to trigger multiple cell
signaling (58). Balachandran et al. demonstrated that FADD
suppresses viral replication through TBK-1-mediated IRF3
activation, which implies an alternative FADD-dependent IFN
production in innate immune pathway besides the Toll pathway
(59). Previous studies have found that the dimerization of MAVS,
a mitochondria-associated adaptor protein, can recruit TRADD
to induce the phosphorylation of IRF3 and IRF7 and their
downstream events, type I IFN production (60). It is worth noting
that TRADD and FADD are not only involved in the TRAIL-
induced apoptosis (61, 62), but also mediate multiple signaling
events, especially IFN production. IFN responses provide the
initial defense against viral invasions in the innate immune
system. Based on our results, we assume that TRAIL/IFN
signaling may involve in FADD or TRADD recruitment and then
trigger subsequent IRF3/IRF7 activation, which offers another
explanation for anti-HTNV effect of TRAIL except for apoptosis.

It is important to consider whether TRAIL exerts anti-
HTNV activities in vivo. Here, we used the lethal HTNV-
infected suckling mice model previously established by our
laboratory (36). The results showed that TRAIL exhibited
a significant protective effect on HTNV-infected suckling
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mice through significantly decreasing tissue virus load and
alleviating pathologic lesions. Our results are consistent with
previous reports that administration of anti-TRAIL antibody can
significantly elevate viral titer in the heart of ECMV-infected
mice (32) or delay virus clearance in the lung of influenza
virus infected mice (63). Brincks et al. employed an influenza
virus infection model of TRAIL−/− mice, and demonstrated that
TRAIL deficiency increases morbidity and virus titers, which are
associated with the decreased CTL response (64). In our case,
TRAIL could enhance HTNV-induced apoptosis in the brains,
kidneys, and lungs, which highlights the importance of TRAIL-
mediated apoptosis in anti-HTNV activity. Further studies will
be needed to elucidate which signaling molecules are involved in
these events.

TRAIL has drawn attention for its potential crucial role
in the defense against HTNV infection. We have shown
that HTNV induces TRAIL-dependent extrinsic apoptosis in
HUVECs involving downregulation of the decoy receptors.
Furthermore, TRAIL-dependent IFN production is promoted by
IRF3/IRF7 activation and ultimately suppresses viral replication
via its downstream innate immune response. The protection
provided by TRAIL in mice suggested that TRAIL may be a novel
target for curing severe hantavirus infection.

DATA AVAILABILITY STATEMENT

All datasets generated for this study are included in the
article/Supplementary Material.

ETHICS STATEMENT

The animal study was reviewed and approved by Institutional
Animal Care and Use Committee (Wuhan, China).

AUTHOR CONTRIBUTIONS

Q-ZC, H-RX, and WH conceived and designed the experiments.
H-RX, FL, NZ, and WH contributed to the funding acquisition.
Q-ZC, XW, FL, NL, NZ, SL, YZ, C-JZ, and M-RW performed
the experiments. Q-ZC, XW, and FL analyzed the data.
Q-ZC wrote original draft. H-RX, H-TH, Y-ZZ, and WH
revised the paper. All authors approved the final version of
the manuscript.

FUNDING

This work was funded by the National Natural Science
Foundation of China (No. 81101258) to H-RX, (No. 81271819)
to WH, Knowledge Innovation Projects of the Department of
Science and Technology of Hubei Province (No. 2017CFB621)
to FL, Hubei Province Natural Science Foundation of China
(No. 2018CFB173) to NZ, Opening Foundation of State Key
Laboratory of Virology of China (No. 2016KF010), and Research
Project of Hubei Provincial Department of Education (Nos.
Q20172802, BK1510) to NZ.

ACKNOWLEDGMENTS

We thanked Prof. Deyin Guo for the gift of the plasmids of
pHelper 1.0 and pHelper 2.0.

SUPPLEMENTARY MATERIAL

The Supplementary Material for this article can be found
online at: https://www.frontiersin.org/articles/10.3389/fimmu.
2020.01072/full#supplementary-material

REFERENCES

1. Albornoz A, Hoffmann AB, Lozach PY, Tischler ND. Early bunyavirus-host

cell interactions. Viruses. (2016) 8:143. doi: 10.3390/v8050143

2. Manigold T, Vial P. Human hantavirus infections: epidemiology, clinical

features, pathogenesis and immunology. Swiss MedWkly. (2014) 144:w13937.

doi: 10.4414/smw.2014.13937

3. Jonsson CB, Figueiredo LT, Vapalahti O. A global perspective on hantavirus

ecology, epidemiology, and disease. Clin Microbiol Rev. (2010) 23:412–41.

doi: 10.1128/CMR.00062-09

4. Schountz T, Prescott J. Hantavirus immunology of rodent reservoirs: current

status and future directions. Viruses. (2014) 6:1317–35. doi: 10.3390/v6031317

5. Kariwa H, Yoshimatsu K, Arikawa J. Hantavirus infection in

East Asia. Comp Immunol Microbiol Infect Dis. (2007) 30:341–56.

doi: 10.1016/j.cimid.2007.05.011

6. Gavrilovskaya IN, Gorbunova EE, Mackow NA, Mackow ER. Hantaviruses

direct endothelial cell permeability by sensitizing cells to the vascular

permeability factor VEGF, while angiopoietin 1 and sphingosine 1-

phosphate inhibit hantavirus-directed permeability. J Virol. (2008) 82:5797–

806. doi: 10.1128/JVI.02397-07

7. Kang JI, Park SH, Lee PW, Ahn BY. Apoptosis is induced by hantaviruses in

cultured cells. Virology. (1999) 264:99–105. doi: 10.1006/viro.1999.9896

8. Markotic A, Hensley L, Geisbert T, Spik K, SchmaljohnC.Hantaviruses induce

cytopathic effects and apoptosis in continuous human embryonic kidney cells.

J Gen Virol. (2003) 84(Pt 8):2197–202. doi: 10.1099/vir.0.19090-0

9. Li XD, Kukkonen S, Vapalahti O, Plyusnin A, Lankinen H, Vaheri A. Tula

hantavirus infection of Vero E6 cells induces apoptosis involving caspase 8

activation. J Gen Virol. (2004) 85(Pt 11):3261–8. doi: 10.1099/vir.0.80243-0

10. Li XD, Lankinen H, Putkuri N, Vapalahti O, Vaheri A. Tula hantavirus triggers

pro-apoptotic signals of ER stress in Vero E6 cells.Virology. (2005) 333:180–9.

doi: 10.1016/j.virol.2005.01.002

11. Li XD, Makela TP, Guo D, Soliymani R, Koistinen V, Vapalahti

O, et al. Hantavirus nucleocapsid protein interacts with the Fas-

mediated apoptosis enhancer Daxx. J Gen Virol. (2002) 83(Pt 4):759–66.

doi: 10.1099/0022-1317-83-4-759

12. Khaiboullina SF, Morzunov SP, Boichuk SV, Palotás A, St. Jeor S, Lombardi

VC, et al. Death-domain associated protein-6 (DAXX) mediated apoptosis

in hantavirus infection is counter-balanced by activation of interferon-

stimulated nuclear transcription factors. Virology. (2013) 443:338–48.

doi: 10.1016/j.virol.2013.05.024

13. Akhmatova NK, Yusupova RS, Khaiboullina SF, Sibiryak SV. Lymphocyte

apoptosis during hemorragic fever with renal syndrome. Russ J Immunol.

(2003) 8:37–46.

14. Klingstrom J, Hardestam J, StoltzM, Zuber B, Lundkvist A, Linder S, et al. Loss

of cell membrane integrity in puumala hantavirus-infected patients correlates

with levels of epithelial cell apoptosis and perforin. J Virol. (2006) 80:8279–82.

doi: 10.1128/JVI.00742-06

15. Hardestam J, Klingstrom J, Mattsson K, Lundkvist A. HFRS causing

hantaviruses do not induce apoptosis in confluent Vero E6 and A-549 cells.

J Med Virol. (2005) 76:234–40. doi: 10.1002/jmv.20347

Frontiers in Immunology | www.frontiersin.org 14 June 2020 | Volume 11 | Article 1072

https://www.frontiersin.org/articles/10.3389/fimmu.2020.01072/full#supplementary-material
https://doi.org/10.3390/v8050143
https://doi.org/10.4414/smw.2014.13937
https://doi.org/10.1128/CMR.00062-09
https://doi.org/10.3390/v6031317
https://doi.org/10.1016/j.cimid.2007.05.011
https://doi.org/10.1128/JVI.02397-07
https://doi.org/10.1006/viro.1999.9896
https://doi.org/10.1099/vir.0.19090-0
https://doi.org/10.1099/vir.0.80243-0
https://doi.org/10.1016/j.virol.2005.01.002
https://doi.org/10.1099/0022-1317-83-4-759
https://doi.org/10.1016/j.virol.2013.05.024
https://doi.org/10.1128/JVI.00742-06
https://doi.org/10.1002/jmv.20347
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles


Chen et al. TRAIL Exhibits Anti-HTNV Activity

16. Ontiveros SJ, Li Q, Jonsson CB. Modulation of apoptosis and immune

signaling pathways by the Hantaan virus nucleocapsid protein. Virology.

(2010) 401:165–78. doi: 10.1016/j.virol.2010.02.018

17. Gupta S, Braun M, Tischler ND, Stoltz M, Sundstrom KB, Bjorkstrom

NK, et al. Hantavirus-infection confers resistance to cytotoxic

lymphocyte-mediated apoptosis. PLoS Pathog. (2013) 9:e1003272.

doi: 10.1371/journal.ppat.1003272

18. Wiley SR, Schooley K, Smolak PJ, Din WS, Huang CP, Nicholl

JK, et al. Identification and characterization of a new member of

the TNF family that induces apoptosis. Immunity. (1995) 3:673–82.

doi: 10.1016/1074-7613(95)90057-8

19. Cummins N, Badley A. The TRAIL to viral pathogenesis: the

good, the bad and the ugly. Curr Mol Med. (2009) 9:495–505.

doi: 10.2174/156652409788167078

20. Falschlehner C, Schaefer U, Walczak H. Following TRAIL’s

path in the immune system. Immunology. (2009) 127:145–54.

doi: 10.1111/j.1365-2567.2009.03058.x

21. Verma S, Loewendorf A, Wang Q, McDonald B, Redwood A, Benedict CA.

Inhibition of the TRAIL death receptor by CMV reveals its importance

in NK cell-mediated antiviral defense. PLoS Pathog. (2014) 10:e1004268.

doi: 10.1371/journal.ppat.1004268

22. Kong F, You H, Zhao J, Liu W, Hu L, Luo W, et al. The enhanced expression

of death receptor 5 (DR5) mediated by HBV X protein through NF-kappaB

pathway is associated with cell apoptosis induced by (TNF-alpha related

apoptosis inducing ligand) TRAIL in hepatoma cells. Virol J. (2015) 12:192.

doi: 10.1186/s12985-015-0416-z

23. Jang JY, Kim SJ, Cho EK, Jeong SW, Park EJ, Lee WC, et al. TRAIL enhances

apoptosis of human hepatocellular carcinoma cells sensitized by hepatitis

C virus infection: therapeutic implications. PLoS ONE. (2014) 9:e98171.

doi: 10.1371/journal.pone.0098171

24. Kotelkin A, Prikhod’ko EA, Cohen JI, Collins PL, Bukreyev A. Respiratory

syncytial virus infection sensitizes cells to apoptosis mediated by tumor

necrosis factor-related apoptosis-inducing ligand. J Virol. (2003) 77:9156–72.

doi: 10.1128/JVI.77.17.9156-9172.2003

25. Clarke P, Meintzer SM, Gibson S, Widmann C, Garrington TP, Johnson

GL, et al. Reovirus-induced apoptosis is mediated by TRAIL. J Virol. (2000)

74:8135–9. doi: 10.1128/JVI.74.17.8135-8139.2000

26. Barblu L, Smith N, Durand S, Scott-Algara D, Boufassa F, Delfraissy

JF, et al. Reduction of death receptor 5 expression and apoptosis of

CD4+ T cells from HIV controllers. Clin Immunol. (2014) 155:17–26.

doi: 10.1016/j.clim.2014.07.010

27. Tollefson AE, Toth K, Doronin K, Kuppuswamy M, Doronina OA,

Lichtenstein DL, et al. Inhibition of TRAIL-induced apoptosis and forced

internalization of TRAIL receptor 1 by adenovirus proteins. J Virol. (2001)

75:8875–87. doi: 10.1128/JVI.75.19.8875-8887.2001

28. Nagano S, Perentes JY, Jain RK, Boucher Y. Cancer cell death enhances the

penetration and efficacy of oncolytic herpes simplex virus in tumors. Cancer

Res. (2008) 68:3795–802. doi: 10.1158/0008-5472.CAN-07-6193

29. Kabsch K, Mossadegh N, Kohl A, Komposch G, Schenkel J, Alonso

A, et al. The HPV-16 E5 protein inhibits TRAIL- and FasL-mediated

apoptosis in human keratinocyte raft cultures. Intervirology. (2004) 47:48–56.

doi: 10.1159/000076642

30. Snow AL, Lambert SL, Natkunam Y, Esquivel CO, Krams SM, Martinez

OM. EBV can protect latently infected B cell lymphomas from

death receptor-induced apoptosis. J Immunol. (2006) 177:3283–93.

doi: 10.4049/jimmunol.177.5.3283

31. Kayagaki N, Yamaguchi N, Nakayama M, Eto H, Okumura K, Yagita H.

Type I interferons (IFNs) regulate tumor necrosis factor-related apoptosis-

inducing ligand (TRAIL) expression on human T cells: a novel mechanism

for the antitumor effects of type I IFNs. J Exp Med. (1999) 189:1451–60.

doi: 10.1084/jem.189.9.1451

32. Sato K, Hida S, Takayanagi H, Yokochi T, Kayagaki N, Takeda K,

et al. Antiviral response by natural killer cells through TRAIL gene

induction by IFN-alpha/beta. Eur J Immunol. (2001) 31:3138–46.

doi: 10.1002/1521-4141(200111)31:11<3138::AID-IMMU3138>3.0.CO;2-B

33. Takeda K, Smyth MJ, Cretney E, Hayakawa Y, Yamaguchi N, Yagita H,

et al. Involvement of tumor necrosis factor-related apoptosis-inducing

ligand in NK cell-mediated and IFN-gamma-dependent suppression

of subcutaneous tumor growth. Cell Immunol. (2001) 214:194–200.

doi: 10.1006/cimm.2001.1896

34. Liu JM, Zhu Y, Xu ZW, OuyangWM,Wang JP, Liu XS, et al. Dynamic changes

of apoptosis-inducing ligands and Th1/Th2 like subpopulations in Hantaan

virus-induced hemorrhagic fever with renal syndrome. Clin Immunol. (2006)

119:245–51. doi: 10.1016/j.clim.2006.02.010

35. Wei F, Li JL, Ling JX, Chen LJ, Li N, Liu YY, et al. Establishment of SYBR green-

based qPCR assay for rapid evaluation and quantification for anti-Hantaan

virus compounds in vitro and in suckling mice. Virus Genes. (2013) 46:54–62.

doi: 10.1007/s11262-012-0834-6

36. Deng HY, Luo F, Shi LQ, Zhong Q, Liu YJ, Yang ZQ. Efficacy of arbidol on

lethal hantaan virus infections in suckling mice and in vitro. Acta Pharmacol

Sin. (2009) 30:1015–24. doi: 10.1038/aps.2009.53

37. Deng Z, Yan H, Hu J, Zhang S, Peng P, Liu Q, et al. Hepatitis C virus

sensitizes host cells to TRAIL-induced apoptosis by up-regulating DR4

and DR5 via a MEK1-dependent pathway. PLoS ONE. (2012) 7:e37700.

doi: 10.1371/journal.pone.0037700

38. Gill SE, Rohan M, Mehta S. Role of pulmonary microvascular endothelial

cell apoptosis in murine sepsis-induced lung injury in vivo. Respir Res. (2015)

16:109. doi: 10.1186/s12931-015-0266-7

39. Kiraz Y, Adan A, Kartal Yandim M, Baran Y. Major apoptotic mechanisms

and genes involved in apoptosis. Tumour Biol. (2016) 37:8471–86.

doi: 10.1007/s13277-016-5035-9

40. Vandergaast R, Schultz KL, Cerio RJ, Friesen PD. Active depletion

of host cell inhibitor-of-apoptosis proteins triggers apoptosis upon

baculovirus DNA replication. J Virol. (2011) 85:8348–58. doi: 10.1128/JVI.

00667-11

41. Selvarajoo K. A systems biology approach to overcome TRAIL resistance

in cancer treatment. Prog Biophys Mol Biol. (2017) 128:142–54.

doi: 10.1016/j.pbiomolbio.2017.02.009

42. Sola-Riera C, Gupta S, Maleki KT, Gonzalez-Rodriguez P, Saidi D, Zimmer

CL, et al. Hantavirus inhibits TRAIL-mediated killing of infected cells

by downregulating death receptor 5. Cell Rep. (2019) 28:2124–39.e2126.

doi: 10.1016/j.celrep.2019.07.066

43. Falschlehner C, Emmerich CH, Gerlach B, Walczak H. TRAIL signalling:

decisions between life and death. Int J Biochem Cell Biol. (2007) 39:1462–75.

doi: 10.1016/j.biocel.2007.02.007

44. Zhu DM, Shi J, Liu S, Liu Y, Zheng D. HIV infection enhances TRAIL-induced

cell death in macrophage by down-regulating decoy receptor expression

and generation of reactive oxygen species. PLoS ONE. (2011) 6:e18291.

doi: 10.1371/journal.pone.0018291

45. Geimonen E, Neff S, Raymond T, Kocer SS, Gavrilovskaya IN, Mackow

ER. Pathogenic and nonpathogenic hantaviruses differentially regulate

endothelial cell responses. Proc Natl Acad Sci USA. (2002) 99:13837–42.

doi: 10.1073/pnas.192298899

46. Wang S, El-Deiry WS. TRAIL and apoptosis induction by TNF-family

death receptors. Oncogene. (2003) 22:8628–33. doi: 10.1038/sj.onc.12

07232

47. Sedger LM, Shows DM, Blanton RA, Peschon JJ, Goodwin RG, Cosman

D, et al. IFN-gamma mediates a novel antiviral activity through dynamic

modulation of TRAIL and TRAIL receptor expression. J Immunol.

(1999) 163:920–6.

48. Clarke P, Meintzer SM, Spalding AC, Johnson GL, Tyler KL. Caspase 8-

dependent sensitization of cancer cells to TRAIL-induced apoptosis following

reovirus-infection. Oncogene. (2001) 20:6910–9. doi: 10.1038/sj.onc.12

04842

49. Yang Y, Wang X, Zhang Y, Yuan W. Hepatitis B virus X protein and

proinflammatory cytokines synergize to enhance TRAIL-induced apoptosis

of renal tubular cells by upregulation of DR4. Int J Biochem Cell Biol. (2018)

97:62–72. doi: 10.1016/j.biocel.2018.02.006

50. Wang K, Ma H, Liu H, Ye W, Li Z, Cheng L, et al. The glycoprotein

and nucleocapsid protein of hantaviruses manipulate autophagy flux to

restrain host innate immune responses. Cell Rep. (2019) 27:2075–91.e2075.

doi: 10.1016/j.celrep.2019.04.061

51. Zhang M, Li X, Pang X, Ding L, Wood O, Clouse K, et al. Identification of

a potential HIV-induced source of bystander-mediated apoptosis in T cells:

upregulation of trail in primary human macrophages by HIV-1 tat. J Biomed

Sci. (2001) 8:290–6. doi: 10.1007/BF02256603

Frontiers in Immunology | www.frontiersin.org 15 June 2020 | Volume 11 | Article 1072

https://doi.org/10.1016/j.virol.2010.02.018
https://doi.org/10.1371/journal.ppat.1003272
https://doi.org/10.1016/1074-7613(95)90057-8
https://doi.org/10.2174/156652409788167078
https://doi.org/10.1111/j.1365-2567.2009.03058.x
https://doi.org/10.1371/journal.ppat.1004268
https://doi.org/10.1186/s12985-015-0416-z
https://doi.org/10.1371/journal.pone.0098171
https://doi.org/10.1128/JVI.77.17.9156-9172.2003
https://doi.org/10.1128/JVI.74.17.8135-8139.2000
https://doi.org/10.1016/j.clim.2014.07.010
https://doi.org/10.1128/JVI.75.19.8875-8887.2001
https://doi.org/10.1158/0008-5472.CAN-07-6193
https://doi.org/10.1159/000076642
https://doi.org/10.4049/jimmunol.177.5.3283
https://doi.org/10.1084/jem.189.9.1451
https://doi.org/10.1002/1521-4141(200111)31:11$<$3138::AID-IMMU3138$>$3.0.CO
https://doi.org/10.1006/cimm.2001.1896
https://doi.org/10.1016/j.clim.2006.02.010
https://doi.org/10.1007/s11262-012-0834-6
https://doi.org/10.1038/aps.2009.53
https://doi.org/10.1371/journal.pone.0037700
https://doi.org/10.1186/s12931-015-0266-7
https://doi.org/10.1007/s13277-016-5035-9
https://doi.org/10.1128/JVI.00667-11
https://doi.org/10.1016/j.pbiomolbio.2017.02.009
https://doi.org/10.1016/j.celrep.2019.07.066
https://doi.org/10.1016/j.biocel.2007.02.007
https://doi.org/10.1371/journal.pone.0018291
https://doi.org/10.1073/pnas.192298899
https://doi.org/10.1038/sj.onc.1207232
https://doi.org/10.1038/sj.onc.1204842
https://doi.org/10.1016/j.biocel.2018.02.006
https://doi.org/10.1016/j.celrep.2019.04.061
https://doi.org/10.1007/BF02256603
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles


Chen et al. TRAIL Exhibits Anti-HTNV Activity

52. Benedict CA, Norris PS, Prigozy TI, Bodmer JL, Mahr JA, Garnett CT,

et al. Three adenovirus E3 proteins cooperate to evade apoptosis by tumor

necrosis factor-related apoptosis-inducing ligand receptor-1 and−2. J Biol

Chem. (2001) 276:3270–8. doi: 10.1074/jbc.M008218200

53. Kaukinen P, Vaheri A, Plyusnin A. Hantavirus nucleocapsid protein: a

multifunctional molecule with both housekeeping and ambassadorial

duties. Arch Virol. (2005) 150:1693–713. doi: 10.1007/s00705-005-

0555-4

54. Kaukinen P, Vaheri A, Plyusnin A. Non-covalent interaction between

nucleocapsid protein of Tula hantavirus and small ubiquitin-related modifier-

1, SUMO-1. Virus Res. (2003) 92:37–45. doi: 10.1016/S0168-1702(02)

00312-X

55. Maeda A, Lee BH, Yoshimatsu K, Saijo M, Kurane I, Arikawa J, et al. The

intracellular association of the nucleocapsid protein (NP) of hantaan virus

(HTNV) with small ubiquitin-like modifier-1 (SUMO-1) conjugating enzyme

9 (Ubc9). Virology. (2003) 305:288–97. doi: 10.1006/viro.2002.1767

56. Jorgensen I, Rayamajhi M, Miao EA. Programmed cell death as

a defence against infection. Nat Rev Immunol. (2017) 17:151–64.

doi: 10.1038/nri.2016.147

57. Taniguchi T, Ogasawara K, Takaoka A, Tanaka N. IRF family of transcription

factors as regulators of host defense. Annu Rev Immunol. (2001) 19:623–55.

doi: 10.1146/annurev.immunol.19.1.623

58. Jin Z, El-Deiry WS. Distinct signaling pathways in TRAIL- versus

tumor necrosis factor-induced apoptosis. Mol Cell Biol. (2006) 26:8136–48.

doi: 10.1128/MCB.00257-06

59. Balachandran S, Thomas E, Barber GN. A FADD-dependent innate

immune mechanism in mammalian cells. Nature. (2004) 432:401–5.

doi: 10.1038/nature03124

60. Peteranderl C, Herold S. The impact of the interferon/TNF-related

apoptosis-inducing ligand signaling axis on disease progression in

respiratory viral infection and beyond. Front Immunol. (2017) 8:313.

doi: 10.3389/fimmu.2017.00313

61. Bodmer JL, Holler N, Reynard S, Vinciguerra P, Schneider P, Juo P, et al.

TRAIL receptor-2 signals apoptosis through FADD and caspase-8. Nat Cell

Biol. (2000) 2:241–3. doi: 10.1038/35008667

62. Pobezinskaya YL, Liu Z. The role of TRADD in death receptor signaling. Cell

Cycle. (2012) 11:871–6. doi: 10.4161/cc.11.5.19300

63. Ishikawa E, Nakazawa M, Yoshinari M, Minami M. Role of tumor

necrosis factor-related apoptosis-inducing ligand in immune response

to influenza virus infection in mice. J Virol. (2005) 79:7658–63.

doi: 10.1128/JVI.79.12.7658-7663.2005

64. Brincks EL, Katewa A, Kucaba TA, Griffith TS, Legge KL. CD8T cells utilize

TRAIL to control influenza virus infection. J Immunol. (2008) 181:4918–25.

doi: 10.4049/jimmunol.181.7.4918

Conflict of Interest: The authors declare that the research was conducted in the

absence of any commercial or financial relationships that could be construed as a

potential conflict of interest.

Copyright © 2020 Chen, Wang, Luo, Li, Zhu, Lu, Zan, Zhong, Wang, Hu, Zhang,

Xiong and Hou. This is an open-access article distributed under the terms of

the Creative Commons Attribution License (CC BY). The use, distribution or

reproduction in other forums is permitted, provided the original author(s) and the

copyright owner(s) are credited and that the original publication in this journal

is cited, in accordance with accepted academic practice. No use, distribution or

reproduction is permitted which does not comply with these terms.

Frontiers in Immunology | www.frontiersin.org 16 June 2020 | Volume 11 | Article 1072

https://doi.org/10.1074/jbc.M008218200
https://doi.org/10.1007/s00705-005-0555-4
https://doi.org/10.1016/S0168-1702(02)00312-X
https://doi.org/10.1006/viro.2002.1767
https://doi.org/10.1038/nri.2016.147
https://doi.org/10.1146/annurev.immunol.19.1.623
https://doi.org/10.1128/MCB.00257-06
https://doi.org/10.1038/nature03124
https://doi.org/10.3389/fimmu.2017.00313
https://doi.org/10.1038/35008667
https://doi.org/10.4161/cc.11.5.19300
https://doi.org/10.1128/JVI.79.12.7658-7663.2005
https://doi.org/10.4049/jimmunol.181.7.4918
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/immunology
https://www.frontiersin.org
https://www.frontiersin.org/journals/immunology#articles

	HTNV Sensitizes Host Toward TRAIL-Mediated Apoptosis—A Pivotal Anti-hantaviral Role of TRAIL
	Introduction
	Materials and Methods
	Cells, Virus, and Reagent
	Lentivirus-Mediated TRAIL-Specific Short Hairpin RNA (shRNA)
	Quantitative Real-Time PCR
	Immunofluorescence Assay
	Western Blot Analysis
	Plasmids Construction and Luciferase Activity Assay
	TdT-Mediated dUTP Nick-End Labeling (TUNEL) Assay
	Flow Cytometry
	In vivo Experiment
	Statistical Analysis

	Results
	HTNV Infection Induces TRAIL-Dependent Extrinsic Apoptosis in HUVECs
	HTNV Structural Proteins Trigger the Expressions of TRAIL and Its Receptors
	TRAIL-Dependent Apoptosis Suppresses HTNV Replication
	TRAIL-Dependent IFN-β Production Inhibits HTNV Replication
	Protective Efficacy of TRAIL in Suckling Mice

	Discussion
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Funding
	Acknowledgments
	Supplementary Material
	References


