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SUPPLEMENTARY INFORMATION

Supplementary Figure 1
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Supplementary Figure 1. CLDNG6 pre-screening results of patients recruited to the trial.

Frequency of 2+/3+ CLDNG expression revealed by immunohistochemical analysis of tumor tissue from patients treated with
CLDNG CAR-T cells grouped by indication and dose level. Cancers of “other” origin than GCT and EOC as indicated. Two patients
at DL2 treated w/o LD are grouped.

Percentages indicate the number of tumor cells positive for intermediate (2+) or strong (3+) membrane expression of CLDNS.
Immunohistochemical analysis was performed on two tumor samples per patient, with the stronger of the two values used to
determine eligibility.

CLDNS, claudin 6; CUP, cancer of unknown primary; DSRCT, desmoplastic small round cell tumor; EOC, epithelial ovarian cancer;
GCT, germ cell tumor; LD, lymphodepleting chemotherapy.
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Supplementary Figure 2: The intensity of CLDNG expression by IHC staining in tumor samples does not
correlate with the age of the analyzed tumor sample for both GCT and EOC patients.

Spearman rank correlation analysis of the age of pre-screening tumor samples and frequency of 2+/3+ CLDNG6 expression in tumor
cells revealed by immunohistochemical analysis from GCT and EOC patients. Tumor age refers to the time period between tissue
collection and IHC analysis. Each dot represents a tumor sample: GCT patients, n=30; EOC patients, n=53. 2 patients with tumor
collection dates not available were excluded from the analysis. Tumor age and CLDNG6 expression were analyzed with Spearman's

rank correlation coefficient.

n.a., information on tumor type not available; IHC, immunohistochemistry.
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Supplementary Figure 3: Characterization of the drug products by flow cytometry (CD4/CD8 distribution, CAR
expression, and memory phenotype).

a, CD3", CD4", and CD8" cells were analyzed from bulk DP (n=21), CD3"CAR" was analyzed from DS (n=22). b, ¢, TN, TCM,
TEM, and TEMRA were analyzed in CD4" and CD8" T cells from bulk DP (n=13), respectively, based on sample availabilities.
Horizontal line represents median frequency. Kruskal-Wallis test with Dunn’s multiple comparison post hoc test was applied. *

p<0.05; **p<0.01; ***p<0.001; **** p<0.0001, with the exact adjusted P values as follows:

For %cell subsets in DP/DS:

Dunn's multiple

comparisons test Summary Adjusted P Value
CD3'CAR" vs. CD3" Fkkk <0.0001
CD3'CAR" vs. CD4" ko <0.0001

CD3"vs. CD4" * 0.0343

CD3" vs. CD8" Frkx <0.0001

CD4" vs. CD8* wxx 0.0002

For %CD4+ cell subsets in DP:

Dunn's multiple

comparisons test Summary Adjusted P Value
Temvs. Ty * 0.0157

Tn Vs, Temra ool 0.0010

For %CD8+ cell subsets in DP:

Dunn’s multiple

comparisons test Summary Adjusted P Value
Tem vs. Ty Fkkk <0.0001

Tem Vs. Temra il 0.0002

Tn Vs, Tewm ke <0.0001

Temra VS. Tem * 0.0264




CAR, Chimeric antigen receptor; DP, Drug Product; DS, Drug Substance; TN, naive-like T cells; TCM, central memory T cells;
TEM, effector memory T cells; TEMRA: effector memory re-expressing CD45RA T cells.
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e All Events e singletts = viable cells S viable CD45+ cD3e
2% %0 70 %0 CO3+ 18, CD4-CDB+ CD4+CD8+
viable D45+ ¢ 12673 on
b %Y Viablecelts | ——F— ™ Y . —1p- 2 i
> : " .
< 150 <o w S
2 3 _® | &8 %
100 100 n b -
5 ~ 2V, 4'_"- 4
s0- P, {59
b ,-.6 o CD4C08 Q«cm
o = e P 117
0 10 10 0* o ot e 100 et ioR C 10! 0t 0 0o e 0 1ot ol
FVS780-A CD45 PerCP-A CD3 FITC-A CD4 APC-A
b = time - Tube 2 singletts - Tube 2 viable cells - Tube 2 viable CD3+ - Tube 2
%0 250 2% r — > ! e
0 D3+CAR«
200 200
- ot ooy
< 150 S
g | £,
— 100 4 8 st DRI
A
50 w
0
0 ~ [} e -~
10! 0 10° s 0t 0 0 10 10° 10 10° 100 0 10 100 10° 10
FVS780-A CDI PerCP-A CAR Alexa 647-A
M 3FabCO197 - CD4s
c 1 PhenoCD4s UL | PhenoCD4+ UR
ao HFabCDIOT - Time Subset M 3F6COS7 - Singlets b 3-FabCD197 - Living Cells My PO Lymphocytes ™ 356CD107 - (D3
20 20 T T
10 D4+ —T
0 \ 20 ”
Singlets \ i » 00100 10 108
; 150 o 3 <1 03+ 5 CD4SRA BVS10-A
7
=10 100 % H 3-FbC01T - COB+
2 100 i 2
; I+
& - ol ‘
50 oAb
o 8 . 00 150 200 250 =
0 50 100 150 200 250 9 %4 0 =
o ¢ g e RS ,,2,:3 uoo 0o 107 100 10t 10°
SCA CO3 PerCP-A

FSC-A FSCA

AP

gt
% PhenoCD8+ (L. | PhenoCD8+ LR

0 10210 1t 10
CD45RABVS10-A

Supplementary Figure 4: Gating strategies for immunophenotyping analysis.

a, Gating strategies to determine the percentage of CD3*, CD3"CD4*CD8" cells, and CD3+CD4-CD8+ cells in bulk DP. b, Gating
strategies to determine the percentage of CD3"CAR" cells in DS. ¢, Gating strategies to determine the percentage of
CD45RA*/CCRT" (TN) cells, CD45RA/CCR7* (TCM) cells, CD45RA/CCR7 (TEM) cells, and CD45RA*/CCR7 (TEMRA) cells

in the CD4" and CD8" cell subsets in bulk DP.

DP, drug product; DS, drug substance; TN, naive-like T cells; TCM, central memory T cells; TEM, effector memory T cells;
TEMRA: effector memory re-expressing CD45RA T cells.





