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Simple Summary: Prostate cancer is one of the most common and lethal tumors in men worldwide.
Due to the high heterogeneity of the disease, the optimal treatment choice for individual patients
is very challenging, thus leading to treatment failure caused by poor responsiveness and/or tumor
recurrence. Therefore, the identification of novel actionable targets involved in determining tumor
treatment response is essential for developing patient-tailored therapeutic strategies. In this scenario,
microRNAs, small endogenous RNA molecules able to epigenetically regulate cellular processes that
are widely deregulated in cancer, have been proposed as potential treatment response modulators
in many tumor types, including prostate cancer. In this review, we provide an overview on the
main microRNAs involved in prostate cancer response to radiation and drug therapy, describing
the mechanisms by which they concur to determine disease response, and illustrate whether they
can be considered novel therapeutic targets/tools for improving treatment response in prostate
cancer patients.

Abstract: Prostate cancer (PCa) is the second most common tumor in men worldwide, and the fifth
leading cause of male cancer-related deaths in western countries. PC is a very heterogeneous disease,
meaning that optimal clinical management of individual patients is challenging. Depending on
disease grade and stage, patients can be followed in active surveillance protocols or undergo surgery,
radiotherapy, hormonal therapy, and chemotherapy. Although therapeutic advancements exist in
both radiatiotherapy and chemotherapy, in a considerable proportion of patients, the treatment
remains unsuccessful, mainly due to tumor poor responsiveness and/or recurrence and metasta-
sis. microRNAs (miRNAs), small noncoding RNAs that epigenetically regulate gene expression,
are essential actors in multiple tumor-related processes, including apoptosis, cell growth and pro-
liferation, autophagy, epithelial-to-mesenchymal transition, invasion, and metastasis. Given that
these processes are deeply involved in cell response to anti-cancer treatments, miRNAs have been
considered as key determinants of tumor treatment response. In this review, we provide an overview
on main PCa-related miRNAs and describe the biological mechanisms by which specific miRNAs
concur to determine PCa response to radiation and drug therapy. Additionally, we illustrate whether
miRNAs can be considered novel therapeutic targets or tools on the basis of the consequences of
their expression modulation in PCa experimental models.

Keywords: microRNA; epigenetics; prostate cancer; therapy

1. Introduction
1.1. Prostate Cancer Management

Prostate cancer (PCa) is the second most common non-cutaneous cancer affecting men.
Although in recent years there has been a decrease in mortality due to earlier detection
and advances in treatment, PCa represents the fifth-leading cause of cancer-related death
in males [1]. On the basis of the Gleason Score, PSA levels, and clinical stage, PCa has
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been traditionally stratified as a low-, intermediate-, and high-risk disease [2]. As for
many tumors, the determination of the risk is pivotal for guiding clinical management
decisions. In PCa, the risk ascription is strictly related to an accurate PCa needle biopsy,
which should reflect comprehensively the complexity of the tumor and provide a precise
characterization of the disease. However, due to the multifocal nature of the disease, this
diagnostic procedure misses a significant fraction of PCa foci, causing a high heterogeneity
of PCa patient outcomes within each risk group stratification [3].

Depending on the clinical state, various management options are available for those
who receive a PCa diagnosis, including conservative approach, radical treatments, hormone-
based therapy, and chemotherapy for advanced disease [2,4]. Clinically, localized PCa
can range from those displaying a low malignant potential (low-risk disease) to those that
are curable with local radical prostatectomy or definitive radiotherapy (intermediate-risk
disease). As regards low-risk localized PCa, the active surveillance conservative approach
is considered a valuable alternative to radical treatments [5]. AS protocols are characterized
by a strict monitoring of the disease progression, which involves serial PSA evaluation,
sequential prostate biopsy, and physical examinations as monitoring of the disease stage
with the final intent for cure by using radical intervention in those patients who carry
clinically significant disease [6].

1.1.1. Radical Prostatectomy and Radiotherapy

When a therapeutic intervention is needed, surgery and radiotherapy (RT) are the
standard treatment approaches.

PCa surgery, referred to as radical prostatectomy, consists of the complete removal of
the prostate gland, the seminal vesicles, and the surrounding lymph nodes [2]. Although it
represents a gold standard treatment for PCa, radical prostatectomy is often accompanied
by several adverse events that negatively impact patients’ quality of life. Interestingly, first-
line RT ensures a therapeutic success equivalent to that of prostatectomy, yet displaying
lower toxicity. For this reason, both radical prostatectomy and RT are equally proposed as
effective therapeutic interventions, and the choice between the two treatment options is
concerted between the patient and the physician [7].

Intensity-modulated external beam radiation therapy (IMRT) with image-guided RT
is the gold standard of external beam radiation therapy because it is associated with less
toxicity than conformal radiotherapy (3D-CRT) [8]. Radiotherapy can also be administered
through the use of permanent radioactive seeds implanted into the prostate (brachyther-
apy), representing an option for low-risk and favorable intermediate-risk PCa [2].

Moreover, RT can be used as an adjuvant treatment after prostatectomy in high-risk,
locally advanced PCa characterized by an increased risk of local relapse due to extra-
capsular tumor growth [2].

Alternative modalities have emerged as possible therapeutic options in clinically local-
ized PCa, including cryotherapy, high-intensity focused ultrasounds, and focal therapy [2].

1.1.2. Androgen Deprivation Therapy

A significant fraction of patients (between 27% and 53%) who undergo radical prosta-
tectomy or RT develop a rising PSA level (PSA recurrence) [4]. Salvage RT (SRT) provides
a possibility of cure for patients showing PSA recurrence after radical prostatectomy. The
addition of androgen deprivation therapy (ADT) to SRT has been reported to improve
patient outcome [9,10]. Salvage option for patients undergoing PSA recurrence following
RT includes salvage radical prostatectomy and salvage cryoablation of the prostate [2].

Metastatic PCa treatment is based on ADT and obtained by chemical castration agents,
such as luteinizing hormone-releasing hormone (LHRH) agents and antagonists [11,12].

Combined androgen blockade by using modern androgen receptor-targeted agents
(enzalutamide, apalutamide) plus abiraterone acetate, a CYP17 inhibitor, significantly
improves clinical outcome. Again, the addition of the chemotherapeutic agent docetaxel
was found to improve patient survival [4].
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A considerable percentage of patients became rapidly refractory to ADT-based regi-
mens and gradually progresses toward castration-resistant PCa (CRPC) within 5 years [13].
The recognition that CRPC is not a hormone-independent entity but remains fostered
by androgens has led to the use of the second generation of AR-directed agents, such as
abiraterone acetate and enzalutamide, which are able to target the androgen dependence of
CRPC, showing efficacy against metastatic CRPC (mCRPC) as first-line treatment [14,15].
Mechanistically, abiraterone acetate can induce ablation of androgens by irreversibly inhibit-
ing the key enzyme CYP17A involved in androgen biosynthesis, while enzalutamide acts
by inhibiting the androgen receptor (AR) signaling by competitively binding testosterone
site on AR [15].

1.1.3. Chemotherapy

The taxane docetaxel represents the standard first-line chemotherapy for mCRPC
patients, providing a significant improvement in median survival compared to the pre-
vious standard of care [16]. Interestingly, clinical trials demonstrated that abiraterone
acetate [17] and enzalutamide [15] can have significant outcomes for docetaxel-pretreated
patients. The immunotherapeutic agent Sipuleucel-T, which showed a survival benefit
in asymptomatic/minimally symptomatic mCRPC patients, also represents a therapeutic
option for the advanced disease.

Concerning second-line treatments for mCRPC, the novel taxane cabazitaxel was
shown to display a significant benefit in docetaxel-resistant PCa in terms of survival and
objective response [14]. Interestingly, recent trials demonstrated that abiraterone acetate
can significantly improve outcomes of docetaxel pretreated patients [13,18].

Finally, the α-emitter Radium-233 is the only bone-specific drug associated with a
survival benefit in mCRPC patients who failed or were unfit for docetaxel [19].

However, independently from the therapeutic strategy or the treatment timing and
sequencing, a considerable percentage of patients develop refractory disease. In particular,
after treatment with AR pathway inhibitors, such as enzalutamide and abiraterone, PCa
cells can undergo transdifferentiation, leading to the emergence of neuroendocrine PCa
(NEPC), which is characterized by AR signaling independence and low expression of AR,
PSA, and PSMA. NEPC patients have a severe prognosis, which is attributed in part to the
lack of effective therapeutic strategies [20].

To date, overcoming therapeutic resistance remains the main challenge in the treatment
of patients with advanced PCa. For achieving significant progress in this area, one must
explore the driving molecular mechanisms that underline PCa treatment resistance in order
to identify new actionable targets.

1.2. Key Pathways Involved in PCa Growth and Disease Progression

PCa development and progression is the result of a complex multifactorial carcino-
genesis process that involves several genetic and environmental factors. Among the
deregulated molecular events occurring in PCa, AR signaling is historically considered the
main carcinogenesis driver, playing a pivotal role both in tumor growth and development
of castration-resistant disease [21]. In normal conditions, AR mediates the transcription
of androgen-responsive genes, including cell proliferation and survival regulators, thus
promoting the physiological activity and growth of the prostate epithelium. During PCa
progression, cell growth and survival strictly depend on androgens [21]. In this context,
the maintenance of AR signaling has been attributed to several dysfunctional molecular
mechanisms, including AR gene amplification, mutations in AR gene sequence, and also
changes in the expression of AR co-factor regulators. Alterations of AR signaling are rare in
primary PCa but frequently found in CRPC, suggesting that such alterations are dependent
of a selective pressure induced by ADT [22]. Overall, both AR amplification and mutations
lead to the overexpression of AR protein, resulting in AR signaling activation even in
presence of low circulating levels of androgens due to ADT. Interestingly, AR mutations
also include AR mRNA splice variants (AR-Vs), which cause the production of trunked
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forms of AR. Some of them—e.g., AR-V7—are constitutively active independently from
androgens, conferring to PCa a more aggressive phenotype by fostering castration-resistant
cell growth [22,23]. Clinically, the detection of AR-Vs has been associated with resistance
to abiraterone and enzalutamide in PCa patients [24].

Additional deregulated molecular mechanisms—other than AR signaling—have been
associated to PCa growth and disease progression, including DNA repair pathways,
PTEN/PI3K/AKT/mTOR signaling, and WNT pathway.

Defects and mutations in key genes of DNA repair pathways, including important
regulators of the double-strand DNA break machinery, such as the homologous recombina-
tion repair (HRR) genes BRCA1 and BRCA2 and the DNA damage checkpoint activator
ATM, have recently been reported in PCa. Interestingly, in carriers of BRCA1, BRCA2,
or mismatch repair (MMR) germline mutations, an increased risk of developing PCa has
been observed compared to whole population [22,25–27]. From a clinical point of view,
the identification of defects in DNA repair pathways has provided a robust rationale for
developing a therapeutic strategy on the basis of the use of DNA damaging agents in com-
bination with PARP inhibitors. In this regard, when DNA repair gens are compromised,
the pharmacological inhibition of PARP1 and PAPR2 leads to cell death according to the
synthetic lethal model [28].

PTEN/PI3K/AKT/mTOR signaling are the most commonly altered pathways in
primary PCa and also in about the 50% of CRPC [22]. Inactivation of PTEN, by bi-allelic
deletion or hotspot mutations, frequently occurs in PCa and results in a constituting
activation of PI3K/AKT/mTOR signaling, which plays a key role in the regulation of
apoptosis, cell cycle progression, cellular proliferation, metabolism, differentiation, and
migration [29]. Clinically, loss of PTEN functions has been recognized as a critical event in
the progression from hormones native to CRPC.

Aberrations driving PCa development also involve the WNT pathways, which are
generally inactivated in normal conditions. Mainly due to hotspot-activating mutations
of β-catenin-encoding gene and APC promoter hypermethylation, WNT signaling is fre-
quently altered in mCRPC [22]. This pathway plays a role in the regulation of several
cellular events that are strictly related to metastasis development, including cell adhesion,
migration, and epithelial-to-mesenchymal transition activation [30].

1.3. Molecular Contributors Underlying PCa Treatment Response

Advances in understanding the heterogeneity and molecular complexity of PCa
could pave the way for the identification of novel strategies able to delay, or mitigate, the
occurrence of adverse outcome in PCa patients.

1.3.1. Radiotherapy

Among the putative mechanisms involved in PCa response to RT, DNA damage
repair (DDR) system and oxidative stress are certainly the main actors linked to radiation
response [31].

It has been largely reported that deregulated DDR mechanisms and elevated intracellu-
lar levels of reactive oxygen species (ROS) can significantly contribute to boost proliferation
and self-renewal of PCa cells, thus allowing radiation stress to be overcome. The primary
and direct effect of radiotherapy is the induction of DNA breaks, including both single-
strand and double-strand breaks, resulting in cell cycle arrest and apoptosis. Alterations,
mutations, and aberrant expression of genes strictly involved in the DDR system and check-
points (i.e., p53/MDM2, ATM/ATR) and programmed cell death signaling (i.e., PTEN/Akt,
Bax/Bcl-2, PARP-1) have been frequently reported in PCa and associated with adverse
outcome to radiotherapy [32–34].

Additionally, a crucial indirect action of radiation is related to ROS production, being
highly reactive and able to damage several molecules, including DNA and mitochondria,
thus ultimately inducing local and systemic oxidative stress and consequent cell [35,36].
Given the important role of oxygen in ROS generation upon radiation, the status of tissue
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hypoxia plays a determinant role in treatment response. In fact, PCa hypoxic tumors
characterized by a deregulation of hypoxia-related factors, such as HIF, PI3K/Akt/mTOR,
NOX, Wnt/β-catenin, and Hedgehog, have been associated with adverse outcome after
treatment with radiotherapy [37].

An additional process extensively involved in radiation response is epithelial-to-
mesenchymal transition (EMT), which has been reported to confer radiotherapy resis-
tance in PCa [38,39]. Several EMT-inducing molecules, including TGF-β, Wnt, Hedgehog,
Notch, EGFR/PI3K/Akt, MAPK, and p21-PAK1, were found to be upregulated in the
radioresistant phenotype [38]. In addition, mesenchymal proteins, such as Snail, Vimentin,
and ZEB-1, were identified as putative biomarkers in PCa patients who develop radio-
therapy resistance [40,41]. It is worth noting that among the aforementioned genes, an
interesting molecule at the crossroads between different cellular pathways involved in
radiotherapy response is represented by PARP-1. Specifically, it has been reported that
PARP-1-overexpressing PCa cells can overcome radiation stress by undergoing phenotypic
reprogramming through EMT. This piece of evidence highlights the strict and intricate
interconnection existing between the various pathways, contributing to determining cell
response to radiation [42].

Even if these mechanisms have been partially dissected and extensively studied
through the use of sophisticated experimental models, PCa radiation response is still highly
an unpredictable event [31].

1.3.2. Androgen Deprivation Therapy

Response to ADT largely depends on the AR status. Upon ADT, tumor cells undergo
a dramatic apoptosis [43]. Eventually, a subpopulation of cells can compensate reduced
androgen levels by overexpressing AR in the presence of low androgen levels [44]. This
mechanism represents the main adaptive strategy against ADT in PCa cells. However,
alternative pathways can stimulate and promote AR activity. For instance, the NF-κB
transcription factor can activate cellular pathways able to induce AR protein overexpression,
overcoming the dependence of AR activation from androgens [45]. In addition, PTEN
loss, which is one of the most frequent alterations found in PCa, can promote tumor
growth independently from AR signaling [46]. Finally, it has been proved that the growth
factors IGF-1 and EGR are also able to directly active AR independently from androgen
systemic levels [47]. However, it is now clear that AR variants can also play a central role
in ADT response and are widely involved in the AR ligand-independence activity [48].
Among the constitutively active AR variants, the AR-V7 has been identified as a driver
of resistance acquisition to the second-generation AR-directed therapies. Interestingly,
clinical evidence suggests that AR-V7 variant is involved in the induction of abiraterone
acetate and enzalutamide resistance, but not in chemotherapy regimen based on the use of
taxanes [24,49].

1.3.3. Chemotherapy

Since the relatively poor approval period in PCa treatment, some mechanisms of
response to taxane-based chemotherapy have already been identified. Taxanes act by
stabilizing microtubules, resulting in apoptosis induction and G2/M arrest in cells. In PCa
cells, taxanes can also interfere with AR trafficking within the nucleus, which is dependent
on microtubule polymerization [50–52]. One of the main studied molecular mechanisms
involved in the acquisition of resistance to taxanes is related to the overexpression of ATP-
binding cassette (ABC) transporters in tumor cells [53], which induces a substantial drug
efflux from the cells. Notably, due to the weak affinity for ABC transporter, cabazitaxel
seems to be less susceptible in developing resistance compared to docetaxel [54]. In
addition, the increase of the structural isoform of β-tubulin (III-β- tubulin) has been
reported to reduce the affinity of docetaxel to microtubules [55]. Finally, taxane response is
further associated with altered expression of EMT markers. Decreased levels of E-cadherin
and concomitant upregulation of mesenchymal markers in tumor cells are involved in the
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regulation of cabazitaxel activity, highlighting that resistance to the taxane occurs in more
mesenchymal and invasive cell phenotype. Interestingly the blocking of EMT process may
substantially modulate taxane-based chemotherapy response [56].

1.4. MicroRNAs in Cancer

microRNAs (miRNAs) are short (18–25 nucleotides) non-coding RNAs. Thus far,
almost 50 thousand mature miRNAs have been discovered, according to the latest release
of the miRBase catalog [57] (http://miRbase.org (accessed on 13 January 2021)). miRNAs
epigenetically regulate gene expression at the post-transcriptional level, warranting prompt
and reversible alterations in protein expression though not affecting transcription by
specifically recognizing and binding complementary sequences within target mRNAs.
Depending on the degree of target complementarity, miRNAs accomplish negative gene
regulation by two alternative mechanisms. miRNAs engaged in perfect complementarity
binding induce target cleavage and direct degradation. For most mammals, miRNAs
bind their targets through partial complementarity, inducing translation repression and
consequent decrease in target gene protein levels [58,59].

Given that a perfect base pairing is required only between the target and the first
2–8 bases at the 5′ end of the miRNA (seed sequence) to guarantee efficient silencing, an
individual miRNA can potentially target and regulate several transcripts and, in turn,
each transcript can be targeted by different miRNAs [60]. This intrinsic peculiarity of
miRNAs allows them to coordinate the expression of hundreds of genes, putting this
class of molecules at the crossroads of a wide range of biological processes, including
cell development, differentiation, metabolism, proliferation, cell cycle, and apoptosis [60].
Considering their involvement in all these crucial cell phenomena, the deregulation of
miRNAs is causatively associated with the onset of several pathogenic conditions, including
cancer. In this regard, miRNAs were reported to take part in pathways belonging to all
the hallmarks of cancer by promoting or impairing tumorigenesis depending on their
expression levels in specific cellular contexts and on the functions of their main targets [60].
For instance, miRNAs that negatively modulate the expression of oncogenes exert an
oncosuppressive function and are generally downregulated in cancer. Conversely, miRNAs
inhibiting oncosuppressor genes act as oncogenic molecules (oncomiRs) and are hence
instrumentally over-expressed in tumor cells to ultimately sustain tumorigenesis [61].

miRNAs are also part of a regulatory circuit with other epigenetic factors. Specifically,
the expression of miRNAs can be regulated by chromatin condensation status, depending
on DNA and histone methylation as well as histone acetylation. In the other hand, these
mechanisms are under the control of miRNAs in a feedback regulatory loop. Epigenetic
modifications and aberrant miRNA expression can lead to the disruption of this feedback
network facilitating the development and progression of cancer [62].

On the basis of the ambivalent role of miRNAs as anti- or pro-tumor factors, re-
searchers can exploit the regulation of miRNAs to influence their target expression and
consequently modulate downstream signaling pathways, with the ultimate aim of intercept-
ing tumor progression. To this purpose, miRNA expression can be artificially modulated
through opposite approaches. Specifically, the suppression of upregulated oncogenic miR-
NAs is achieved through the use of “antisense” oligonucleotides able to bind and dampen
specific miRNAs. Conversely, miRNA mimics, small exogenous RNA molecules that mimic
endogenous miRNAs, are largely exploited to restore the expression of downregulated
oncosuppressor miRNAs [63].

1.5. MicroRNAs in Prostate Cancer

On the basis of the possibility to ectopically interfere with tumor-associated pathways
that are under miRNA regulation, researchers’ interest in this large class of molecules, as
novel targets or tools in miRNA-based anti-tumor strategies, exponentially increased in
the last decades. Interestingly, miRNAs have been largely implicated in the regulation
of several processes underlying the development of different types of cancer, including

http://miRbase.org
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PCa [64]. Dozens of miRNAs have been reported as deregulated in PCa tissues and
cells compared to normal prostate, and for many of them a functional role has been
described [65].

Most frequently, PCa-related miRNAs are reported to behave as tumor suppressors,
which is in line with the evidence that most deregulated miRNAs are downregulated in the
disease compared to normal prostate tissue [66]. The tumor-suppressive role of miRNAs
has generally been ascribed to their downregulation in PCa samples compared to normal
counterparts, along with their ability, upon ectopic reconstitution, to interfere with cell
proliferation, migration, and invasion, as well as to promote cell apoptosis, through the
downregulation of specific targets involved in the aforementioned processes [61].

The first miRNAs reported to exert oncosuppressive functions in PCa are miR-15 and
miR-16 [67]. In 2008, Bonci and collaborators demonstrated that the miR-15a–miR-16-1
cluster affects prostate cell survival, proliferation, and invasion by regulating cyclin D1 and
WNT3A expression. Ectopic expression of miR-15a and miR-16-1 in PCa xenografts was
found to induce significant tumor growth inhibition, and, consistently, the suppression of
the two miRNAs through specific antisense oligonucleotides fostered the growth potential
of normal prostate cells both in vitro and in vivo [67] (Table 1).

Table 1. List of miRNAs implicated in PCa development.

miRNA Expression in PCa Target Mechanism References

miR-15/miR16 downregulated Cyclin D1,WNT3A Cell cycle [67]

miR-205 downregulated PKCε Cell cycle [68,69]
PKCε, ZEB1 EMT [70]

miR-34a downregulated SIRT1, Wnt, c-Myc, STMN Apoptosis, cell cycle [71–74]

miR-21 overexpressed KLF5, PTEN Apoptosis, cell proliferation,
invasion and migration [75,76]

In terms of relevance for the disease, the first-in-class miRNA in PCa is undoubtedly
miR-205, which was extensively reported to be downregulated in PCa tissues and cell lines
compared to adjacent non-neoplastic tissue and normal prostate cells, respectively [70].
In 2009, Gandellini et al. showed that restoration of miR-205 in aggressive PCa cells induced
marked morphological changes and cytoskeleton rearrangements, which were compatible
with a reversion of EMT [68]. This evidence was supported by the increase in expression
and membrane localization of E-cadherin together with the repression of several factors
involved in the acquisition of an invasive behavior (i.e., IL-6, EZH2, caveolin-1, and MMP-2).
The observed involvement of miR-205 in maintaining the epithelial organization of human
prostatic tissue by impairing the EMT process was demonstrated to be mainly driven by
the concurrent suppression of relevant miR-205 targets, including PKCε [68,69]. The crucial
role of miR-205 in PCa EMT was further corroborated by evidence that this miRNA was the
most downregulated miRNA in PCa cells when stimulated by cancer-associated-fibroblasts
(CAF). Rescue experiments showed that ectopic miR-205 overexpression in PCa cells
counteracts CAF-induced EMT, thus impairing enhancement of cell invasion, acquisition
of stem cell traits, tumorigenicity, and metastatic dissemination (Table 1). In addition,
miR-205 was shown to interfere with tumor-driven activation of surrounding fibroblasts by
reducing pro-inflammatory cytokine secretion [77]. Additional studies showed that, in the
normal human prostate, miR-205 is physiologically involved in the regulation of basement
membrane deposition by participating in a circuit involving ∆Np63α, which is known to
be essential for the maintenance of the basement membrane in prostate epithelium. At
the molecular level, the researchers showed that ∆Np63α promotes miR-205 transcription
by binding to its promoter, and the miRNA, in turn, reduces ∆Np63α protein expression,
acting at the level of proteasomal degradation, ultimately leading to the restoration of the
basement membrane deposition [78]. These findings provided a further mechanism by
which miR-205 is potentially implicated in hampering PCa tumorigenesis.
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In these regards, Profumo et al. demonstrated that not only miR-205 but also its
host gene MIR205HG has a crucial role in preserving the basal identity of prostate epithe-
lial cells by repressing the transcription of its targets and likely buffering the activity of
IRF1. By inhibiting IRF-1, MIR205HG substantially contributes to preventing the luminal
differentiation of the prostate epithelial cells, acting independently from miR-205, albeit
complementing its role in maintaining prostate epithelial phenotype [79].

Along with miR-205, among the miRNAs consistently reported as downregulated
in PCa is miR-34a. miR-34a is one of the most widely studied oncosuppressive miRNAs
in cancer [80] and the first one to be exploited for a micro-RNA-based clinical therapy.
A first-in-human phase 1 study of MRX34, a liposomal miR-34a mimic, has been carried out
in patients with advanced solid tumors, some of whom experienced partial response and
long-lasting stable disease. The study was terminated due to serious immune-mediated
adverse effects [81]. In keeping with its primacy as oncosuppressive miRNA, miR-34a was
found to be significantly downregulated in many human tumors, including PCa, where
mainly pro-apoptotic functions have been ascribed to the miRNA. Indeed, different studies
have reported that ectopic miR-34a expression induces apoptosis, cell cycle arrest, and
senescence, as well as inhibiting cell growth in PCa cells through repression of different
targets, including SIRT1 [71], Wnt1 [72], c-Myc [73], and STMN1 [74] (Table 1). Liu et al.
showed that miR-34a was downregulated in PCa CD44+ cells, which are characterized by
enhanced clonogenic, tumor-initiating, and metastatic capabilities. Enforced expression
of miR-34a in these cells reverted their characteristics by inhibiting clonogenic expan-
sion, tumor regeneration, and metastasis, while expression of miR-34a downregulation
by antisense oligonucleotides promoted tumor development and metastasis. Moreover,
knockdown of CD44, validated as a direct target of miR-34a, was shown to inhibit PCa
growth and metastasis, thus phenocopying miRNA effects [82]. More recently, Dong and
collaborators reported that miR-34a is significantly downregulated in PCa compared to
paired normal tissues. Moreover, miRNA reconstitution in PC3 cells negatively affected the
Wnt/β-catenin pathway by directly targeting Wnt1, hence inhibiting cell proliferation and
migration and promoting apoptosis. This evidence suggests that miR-34a acts as an onco-
suppressive miRNA also in the context of PCa, thus further encouraging the application of
a miR-34a-based therapy in a wide range of cancers, including PCa [66].

Unlike miR-34a, the story starring miR-21 talks about a miRNA for which controver-
sial results have been reported in the context of PCa, despite its undisputed role as an
oncomiR in several tumor types. Indeed, miR-21 is a widely studied miRNA found to be
overexpressed in numerous human cancers, where it has been reported to be endowed
with oncogenic properties due to its ability to negatively modulate the expression of tumor
suppressor genes and hence to cause the reversion of malignant phenotype when knocked
down in several tumor models [83–85]. On the basis of this evidence, researchers have
referred to miR-21 as an oncomiR potentially exploitable as promising target for anticancer
therapy. However, in the context of PCa, miR-21 has shown opposing results. In line with
its reported oncogenic role, Guan et al. found that miR-21 was highly expressed in PCa cells
and its overexpression promoted PCa cell proliferation, migration, invasion, and resistance
to apoptosis by directly targeting KLF5 and consequent upregulation of GSK3B and activa-
tion of the AKT signaling pathway [75] (Table 1). Consistently, Yang et al. reported that
miR-21 overexpression in PC3 cells inhibits PTEN, thus promoting PCa cell proliferation
and invasion [76] (Table 1). However, an interesting analysis has been advanced by Folini
et al. who stumbled across different results while investigating the effects of miR-21 in
PCa [86]. Upon miR-21 downregulation in cell lines highly expressing the miRNA and
characterized by a different status of PTEN, these authors showed that miR-21 knockdown
is not sufficient per se to significantly modify the proliferative potential of PCa cells. Specif-
ically, they found that, even in PTEN positive DU145 cells, the downregulation of miR-21,
achieved through specific antisense oligonucleotides, was not able to substantially alter
PTEN expression levels, suggesting that miR-21 is not involved in the regulation of PTEN
expression in DU145 cells. Moreover, miR-21 was not found to be differently expressed in
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prostate carcinomas compared to matched normal tissues, further suggesting that miR-21
does not perform as an oncomiR in PCa [86]. In interpreting and discussing their findings,
the authors argue that the oncogenic properties imputable to miR-21 could be extensively
influenced by the relative and mutual expression of the miRNA and of its targets, both
factors implicated in determining the ultimate function of a specific miRNA in a specific
cell context. For instance, a concomitant unbalanced deregulation of different miRNAs
with opposed function, converging on the same target genes thus producing divergent
effects, could lead cancer cells to compensate the antitumor phenotype induced by the
miRNA in different experimental models. Conversely, the simultaneous downregulation of
oncogenic miRNAs regulating the same biological processes through the downregulation
of different targets could synergize in counteracting the proliferative potential of PCa cells.
The proposed argument, besides articulating the possible mechanisms underlying the
dual nature of miR-21 in different tumor settings, covers a central issue regarding miRNA
studies, underlying the relevance of properly contextualizing the properties ascribed to
specific miRNAs by taking into account their intrinsic ability to regulate multiple targets in
a cell and tissue dependent fashion.

2. miRNAs Involved in PCa Response to Ionizing Radiation

It is well established that ionizing radiation (IR) damages cancer cells by producing
intermediate ions and free radicals, causing different types of damage including DNA
single-strand breaks (SSBs) and double-strand breaks (DSBs), the latter being the most
lethal form of DNA damage. Both SSBs and DSBs trigger the DNA damage response
(DDR), an intricate and sophisticated network of signaling pathways aimed at fixing the
induced damage to overcome the injury, or toggling to cell death, whereby the damage is
unrecoverable. Interfering with DDR or downstream signaling pathways can significantly
improve the impact of IR on cells, ultimately enhancing RT effectiveness [87].

The intrinsic cell sensitivity to radiation relies on several factors acting in cellular
pathways relevant to radiation response. By regulating the expression of these factors,
miRNAs play a main role in the radiation response of many tumors, including PCa [64]. One
approach to explore the role of miRNAs in radiation response is studying their modulation
upon cell exposure to IR [88]. In this regard, studies comparing normal and cancer cell models
using genome-wide analysis through microarray-based screenings or the evaluation of wide
miRNA panels by qRT-PCR have shown that IR is able to significantly alter the expression
levels of several miRNAs. However, only a partial overlap between reported modulated
miRNAs has emerged from the literature, showing different results across cell lines and also
within the same cell line throughout various conditions, suggesting that miRNA profiles
change upon radiation exposure following a spatio-temporal dynamic governed by cell and
experimental condition specificity [89,90]. Notably, the evidence that miRNAs are largely
modulated upon radiation is not sufficient per se to warrant a causal role of miRNAs in
radiation response. To ascribe a functional involvement of specific miRNAs in PCa radiation
response, their ability to actively influence cell sensitivity to radiation should be proved by
gain- or loss-of-function studies where miRNA expression is ectopically reconstituted or
inhibited in cell models through specific miRNA mimics or inhibitors, respectively. Upon
artificial modulation, a functional role in radiation response is assigned to the miRNA when
its capability to positively or negatively influence cell sensitivity profile to radiation, through
interference with specific mechanisms that are known to be relevant to radiation response,
is observed [91]. Indeed, miRNAs are involved in many biologic mechanisms that can
impact cell response to radiation by either promoting or impairing cell proficiency to recover
from the induced damage. The different biological events in which miRNA involvement
has been consistently reported to affect PCa radiation response ultimately converge on key
cell processes including DDR, cell survival/proliferation, apoptosis/autophagy, cell cycle
checkpoint, and EMT [64,89]. miRNAs reported to directly affect radiation sensitivity of PCa
models by regulating factors involved in these mechanisms are discusses herein and are
reported in Figure 1 and Table 2.
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Figure 1. miRNAs involved in PCa response to radiotherapy. Schematic representation of the main
biological mechanisms by which listed miRNAs concur to determine PCa response to radiation.
miRNAs enhancing treatment response are highlighted in blue, while miRNAs inducing treatment
resistance are in red. The reported mechanisms include DNA damage repair (DDR), cell cycle,
autophagy, apoptosis, and epithelial-to-mesenchymal transition (EMT). Graphical elements were
created with BioRender.com.
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Table 2. List of miRNAs involved in PCa response to radiotherapy.

miRNA Target Mechanism Effect on
Treatment References

miR-106b / Cell cycle resistance [92]
miR-107 GRN Cell cycle sensitivity [93]
miR-124 PIM1 Autophagy sensitivity [94]

miR-1272 HIP1 EMT sensitivity [95]
miR-144 PIM2 Autophagy sensitivity [94]
miR-145 SPOP DDR sensitivity [96,97]

miR-16-5p Cyclin D Cell cycle sensitivity [98]

miR-205
PKCε DDR sensitivity [69]

TP53INP1 Autophagy sensitivity [99]
PKCε, ZEB1 EMT sensitivity [69]

miR-30a TP53INP1 Autophagy sensitivity [100]
miR-32 DAB2IP Autophagy resistance [101]

miR-449 pRB/E2F1, c-Myc Cell cycle sensitivity [102–104]
miR-498 PTEN Apoptosis resistance [105]
miR-521 CSA DDR sensitivity [106]

miR-541-3p HSP27 Apoptosis sensitivity [107]
miR-744-3p RAD23B DDR sensitivity [108]
miR-875-5p EGFR EMT sensitivity [109]

miR-890 MAD2L2, WEE1, XPC DDR sensitivity [108]
miR-95 SGPP1 Cell cycle resistance [110]

miR-99a/miR-100 SNF2H DDR sensitivity [111]

2.1. DNA Damage Response

DDR is a vital process triggered by IR, responsible for maintaining genomic integrity
by sensing and recovering from the DNA damage induced by radiation through the
activation of diverse DNA repair systems on the basis of the nature and the entity of
the damage. In this scenario, different miRNAs have been reported to interfere with
DDR efficiency by regulating genes directly involved in the DDR system, thus ultimately
inducing either radiation sensitivity or radiation resistance.

In a comprehensive study aimed at identifying DNA damage-regulating miRNAs by
screening a library of 810 miRNA mimics for the ability to influence cellular sensitivity to
IR, the researchers found a great number of miRNAs to increase cell sensitivity to IR in
a PCa luciferase cell model [108]. Two miRNAs identified as the most potent sensitizers,
miR-890 and miR-744–3p, were shown to significantly delay radiation-induced damage
repair by inhibiting the expression of multiple components of DDR. Specifically, miR-890 di-
rectly targeted MAD2L2, WEE1, and XPC, whereas miR-744–3p directly targeted RAD23B.
Interestingly, the knockdown of individual miR-890 targets by phenocopy experiments
was not sufficient to abrogate miR-890 radiosensitization, suggesting that miR-890 exerts
its radiosensitizing effect by regulating multiple DDR genes. Moreover, miR-890 reconsti-
tution was able to enhance the therapeutic effects of radiation delivered to animal models,
confirming miR-890 as a potential IR sensitizing agent [108].

Other miRNAs modulated by IR showing a causal role in radiation response by
affecting DDR are miR-99a and miR-100, belonging to the miR-99 family, which were
reported to be downregulated in radioresistant PCa and upregulated following IR exposure.
The ectopic overexpression of both miRNAs in PCa cells reduced the efficiency of DSB repair
and increased cell radiosensitivity by targeting SNF2H. Inhibition of SNF2H hindered
the recruitment of BRCA1 at the DNA damage sites, thus preventing the initiation of
homologous recombination (HR) pathway and thereby augmenting cell sensitivity to
radiation [111].

Recently, miR-205 has been reported to considerably improve PCa radiation response
by hindering radiation-induced DDR through the inhibition of PKCε and EGFR nuclear
translocation, as well as causing consequent activation of DNA-PK, a major determinant in
the non-homologous end-joining (NHEJ) DDR pathway [69].
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Another miRNA that has been steadily reported to exert a radiosensitizing effect in
PCa by impairing DDR is miR-145. Gong and collaborators demonstrated that miR-145
reconstitution sensitizes PCa cells to radiation and impairs the efficiency of radiation-
induced DSB repair, as indicated by the increased foci of γ-H2AX, a surrogate marker of
DSBs, and reduced expression of 10 DDR-related genes. Consistently, miR-145 was found
to be overexpressed in radiotherapy-responsive patients, while miR-145-regulated DDR
genes were significantly downregulated [96]. In support of its radiosensitizing potential
in PCa, more recently, El Bezawy et al. demonstrated that miR-145 ectopic expression,
resulting in direct inhibition of SPOP, the most commonly mutated gene in PCa, was able
to enhance radiation response of PCa both in vitro and in vivo by downregulating RAD51
and CHK1, key players in the HR DDR pathway [97].

The enhancement of radiation sensitivity of PCa cells upon DDR regulation was
described also for miR-521, a miRNA whose expression was found to be significantly
downregulated in PCa cells exposed to radiation. To evaluate a potential functional role of
miR-521 in PCa radiation response, Josson et al. overexpressed the miRNA through the
use of a specific mimic and observed that miR-521 overexpression sensitized PCa cells to
radiation treatment. Consistently, ectopic inhibition of the miRNA resulted in radiation
resistance of PCa cells. The effects of miR-521 on radiation response were ascribed to the
modulation of its target CSA, a DNA repair protein [106] (Figure 1 and Table 2).

2.2. Cell Cycle Checkpoints

The efficiency of the DDR system in repairing IR-induced DNA damage determines
whether the cell is ready or not to proceed along the cell cycle. In order for the decision to be
made, cell progression is arrested at G1 and G2 checkpoints to allow time for checking the
status of DNA damage. Typically, only once DNA repair is ascertained can the cell re-enter
the cell cycle [89]. The efficient transition throughout the cycle is guaranteed by different
checkpoints that serve as potential termination points, ensuring that progression to the
next phase of the cell cycle occurs only when favorable conditions are met. Progression
through these checkpoints largely depends on cyclins, cyclin-dependent kinases (CDKs),
CDK inhibitors, and transcription factors, and each of these components can be subjected
to miRNA regulation.

In PCa irradiated cells, miR-16-5p was reported to induce cell cycle arrest at G0/G1
phase by targeting cyclin D [98]. Specifically, the authors found that miR-16-5p was
significantly upregulated in PCa LNCaP cells upon IR delivered by either X-rays or heavy
ions, and its overexpression inhibited cell proliferation and induced cell cycle arrest at
G0/G1 phase by directly targeting the cyclin D1/E1-3′-UTR, thus enhancing LNCaP cell
radiosensitivity. An opposite effect on radiation response following cell cycle arrest was
observed upon miR-106b overexpression in LNCaP cells [92]. In this regard, Li et al. showed
that miR-106b was the most downregulated among several miRNAs deregulated upon
exposure to IR. Ectopic expression of miR-106b in LNCaP cells suppressed the radiation-
induced increase of p21, suggesting that miR-106b is able to override radiation-induced
cell cycle arrest in G2/M and promote cell proliferation. Another miRNA reported to
overcome radiation-induced arrest in G2/M phase is miR-95. This miRNA was found to be
significantly upregulated in irradiated PCa PC-3 cells compared to untreated controls, and
its enforced expression promoted cell transit through G2/M phase by directly inhibiting
SGPP1, consequently leading to increased cellular proliferation and promoting radiation
resistance both in vitro and in vivo [110].

Contrasting results have been reported for miR-449, a miRNA that, by inducing cell
cycle arrest at G2/M phase, was demonstrated to enhance PCa radiosensitivity in both cell
and animal models [102]. Specifically, Mao and collaborators found that ectopic expression
of miR-449, a miRNA previously reported to be downregulated in prostate cancer tissues
compared to patient-matched control tissues [103], enhanced radiation-induced G2/M
phase arrest by modulating pRb/E2F1, and this resulted in augmented cell apoptosis and
consequent sensitization of prostate cancer cells to IR [102]. Later on, they studied the
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effect of miR-449 on the radiation response in LNCaP cell model, where they found that
the miRNA was upregulated upon IR, and its ectopic overexpression, in turn, was able to
increase radiosensitivity in LNCaP cells and xenografts by promoting radiation-induced
G2/M phase arrest consequent to the direct suppression of c-Myc, a novel target of miR-449
that they found to also be consistently repressed in miR-449-transfected PC-3 and DU145
cells [104].

miR-107, a member of the miR-15/107 “superfamily” [112], has been recently ap-
pended to the list of miRNAs functionally involved in the radiation response of PCa. In this
regard, Lo et al. found that miR-107 is downregulated in response to radiation in PC-3, and
its ectopic overexpression is able to significantly increase cell radiosensitivity by directly
targeting the pleiotropic growth factor GRN, as supported by phenocopy (by GRN suppres-
sion) and rescue (by GRN overexpression) experiments that showed a recapitulation or an
attenuation of miRNA-induced radiosensitization, respectively. Mechanistically, miR-107
was shown to alter cell cycle distribution, promoting radiation-induced G1/S phase arrest
and G2/M phase transit, as well as enhancing delayed apoptosis through suppression of
p21 and CHK2-phosphorylation [93] (Figure 1 and Table 2).

2.3. Apoptosis and Autophagy

miRNAs can increase radiosensitivity by affecting several cell processes that at the end
likely converge on the inhibition of cell proliferative potential and induction of cell death
via multiple mechanisms [113,114]. The mode of cell death following IR is determined
by a wide variety of factors such as cell type and radiation modality. In PCa, apoptosis
seems not be the predominant mechanism for radiation-induced cell death; rather, the
permanent growth arrest, resembling a senescent-like phenotype, was proposed as the
major responsible of radiation-induced clonogenic cell death [115]. Whatever the underly-
ing mechanism, miRNAs may directly or indirectly lead to cell death/growth arrest, thus
ultimately altering cancer radiosensitivity.

In the context of miRNAs influencing PCa radiation response by regulating apoptosis,
miR-541-3p has been described very recently [107]. miR-541-3p, a miRNA that is poorly
expressed in PCa tissues compared to normal controls, is overexpressed upon radiation in
PCa cells. In a loss-of-function setting, miR-541-3p knockdown increased the proliferative
potential and decreased the apoptotic rate of irradiated cells, ultimately reducing cell
radiosensitivity. Conversely, miR-541-3p overexpression by miRNA mimic increased cell
sensitivity as a result of a reduction in cell viability and colony formation, paralleled by
increased apoptosis. Mechanistically, HSP27, validated as a direct target of the miRNA,
was proposed as the potential mediator of miR-541-3p-induced radiosensitization, as
suggested by rescue experiments showing a partial reversion of miRNA biological effects
upon HSP27 ectopic overexpression. Another miRNA affecting IR-induced apoptosis is
miR-498 [105]. When overexpressed by mimic transfection, miR-498 was shown to improve
LNCaP and DU145 cell proliferation and survival, inducing radioresistance. Conversely,
miRNA suppression through specific inhibitors negatively affected cell proliferation and
survival, thus improving cell response to radiation. Target-identification analysis revealed
that the expression of PTEN, a validated direct target of miR-498, is inversely correlated
with that of the miRNA, suggesting a potential involvement of this well-known tumor
suppressor as a possible mediator of miR-498-induced radioresistance as a consequence
of apoptosis impairment. Interestingly, miR-498 was also found to regulate several EMT-
related proteins, including E-cadherin, N-cadherin, snail, and Vimentin, suggesting that a
cross-regulation of multiple biological functions could be envisaged at the basis of miR-498
role in cell response to radiation.

Autophagy, a catabolic process guaranteeing the turnover and clearance of damaged
proteins and organelles, is an important cytoprotective process that occurs in response to
damaging stimuli, including irradiation [116]. Consistent with its contribution in sustaining
cell survival, autophagy has been largely reported to prompt radioresistance bypassing
radiation-induced cell stress. In this context, miR-32, found to be upregulated in PCa
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tissues and cell lines compared to normal counterpart, was shown to enhance tumor cell
survival and decrease radiosensitivity in the PCa cells by inducing autophagy as a result of
direct suppression of the autophagy-related protein DAB2IP [101]. Conversely, miRNA
inhibition reverted these effects, resulting in increased radiosensitivity, rescuing DAB2IP
expression levels and suppression of IR-mediated autophagy. Functional studies in PCa
models showed that miR-124 and miR-144 inhibit autophagy and enhance radiosensitivity
by simultaneously downregulating PIM1 kinase [94].

Similarly, miR-205 has been shown to concur with miR-30a to the inhibition of the
shared target TP53INP1, an autophagy-related protein whose overexpression has been
previously reported to correlate with PCa poor prognosis and to predict biochemical
relapse [117], thus inducing a radiosensitizing effect via autophagy inhibition [100]. These
findings have been recently confirmed for miR-205 by Wang and collaborators in a study
revealing that the miRNA suppresses autophagy and enhances radiosensitivity of PCa
cells by targeting TP53INP1 [99] (Figure 1 and Table 2).

2.4. Epithelial-to-Mesenchymal Transition

Epithelial-to-mesenchymal transition is a phenotypic switch that promotes the loss of
epithelial characteristics, such as basal–apical polarity, cell–cell adhesion, and basal–lamina
attachment, as well as the acquisition of a fibroblast-like morphology, defined by increased
migratory and invasive properties, metastatic potential, and resistance to conventional
treatments, including radiotherapy [118]. Given EMT contribution in determining cell
response to radiation, miRNAs can actively participate in this process by targeting EMT-
related genes.

In the scenario of miRNAs implicated in the regulation of EMT in the context of
PCa, miR-205 performs as a main actor. As discussed above, miR-205 plays a pivotal
role in regulating PCa EMT due to its ability to suppress EMT-related factors including
PKCε [68,69]. Interestingly, El Bezawy et al. recently reported that miR-205 is able to
enhance radiation sensitivity of PCa cells and xenografts through inhibition of both PKCε
and ZEB1 [69]. ZEB1 silencing in phenocopy experiments was capable of reproducing
miR-205 radiosensitizing effect, confirming that ZEB1 is functionally involved in miRNA-
mediated radiosenzitizing effect. Concerning PKCε, its implication in miR-205-induced
radiosensitization has been ascribed to its engagement in the nuclear translocation of EGFR.
Indeed, PKCε induces EGFR accumulation in the nucleus, where it interacts with DNA-PK
and increases its enzymatic activity through S2056 and T2609 phosphorylation, which are
required for DNA DSB repair by the NHEJ pathway [69]. In keeping with this function,
PKCε silencing, through specific a siRNA, was able to recapitulate the radiosensitizing
effect induced by miR-205 and to reduce the accumulation of the phosphorylated forms
of both EGFR and DNA-PK. Consistently, a target protection approach able to impair
miR-205-PKCε physical interaction almost completely abrogated miRNA-radiosensitizing
effect as a consequence of the complete rescue of PKCε expression levels [69].

El Bezawy et al. have also identified miR-875-5p as a novel miRNA able to enhance
PCa radiation response by counteracting EMT [109]. Reconstitution of miR-875-5p, whose
expression was downregulated in PCa clinical samples, was able to boost PCa radiation re-
sponse through EGFR suppression. Consistent with its previously described implication in
the DNA-PK–NHEJ axis, together with the evidence of its role in sustaining EMT [119,120],
EGFR, here identified and validated as a direct target of miR-875-5p, was found to be
significantly downregulated, and its nuclear translocation elicited by radiation was com-
promised upon miRNA reconstitution, thus hindering the activation of DNA-PK and hence
dampening DNA lesion clearance. In the same study, miR-875-5p was demonstrated to
downregulate ZEB1, a well-known EMT-inducing transcription factor, also reported to
play a role in HR-mediated DDR by regulating CHK1. Interestingly, ZEB1 was found
to be a major mediator of miR-875-5p-induced radiosensitization, as supported by phe-
nocopy experiments showing that ZEB1 ectopic suppression is able to recapitulate the
miRNA-induced enhancement of PCa sensitivity to radiation [109].
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The ability of miRNAs to affect PCa radiation response by altering EGFR expres-
sion was also reported for miR-1272 [95]. The reconstitution of miR-1272 levels, which
are decreased in tumor specimens compared to normal tissues, was able to revert the
mesenchymal phenotype and affect the migratory and invasive properties of PCa cells.
Consistent with its EMT-counteracting function, miR-1272 increased IR radiation response
in PCa cells by indirectly reducing EGFR protein expression levels as a result of HIP1 direct
targeting.

The evidence that specific miRNAs such as miR-875-5p and miR-205 exert their ra-
diosensitizing function by concurrently acting at the level of different processes further
substantiates the notion that miRNA ability to target multiple genes/pathways is instru-
mental in accomplishing specific functions by intervening in alternative mechanisms jointly
concurring to the generation of a common biological outcome (Figure 1 and Table 2).

3. MiRNAs Involved in Drug Response

In the last decade, miRNAs emerged as crucial molecular regulators of several cellular
pathways involved in PCa response and development of resistance to hormone therapy
and chemotherapy. As regards ADT, the resistant phenotype has been frequently associated
with the reactivation of AR signaling or the overcoming of androgen dependence by hiring
additional cell survival pathways independent from AR functional activation [121].

Chemotherapy is the therapeutic option offered to mCPRC patients who have failed
other treatment approaches and is mainly based on the use of taxanes (docetaxel, cabazi-
taxel). Resistance to these drugs is a multifactorial phenomenon in which alterations of
microtubule regulatory proteins and tubulin isotopes play a major role [122].

It is well accepted that miRNAs can take part and influence the acquisition of the
resistant phenotype to specific treatments in PCa, although their role in mediating castration
resistance and chemotherapy resistance is still to be clarified thus far. However, the
progressive shift from in vitro experiments on cell lines to the use of PCa clinical samples
and in vivo models could certainly generate more translationable information on the
potential of specific miRNAs as therapeutic tools/targets and predictive biomarkers to
be implemented in the clinics for improving patients’ management. miRNAs reported
to affect drug response of PCa models are discussed herein and reported in Figure 2 and
Tables 3 and 4.

3.1. AR Signaling

miRNAs are involved in PCa response to ADT, mainly by modulating AR signal-
ing and subsequently activating molecular pathways engaged in cell cycle deregulation.
Among the miRNAs implicated in AR pathway regulation, miRNA-185 was found to
be decreased in PCa tumors compared to normal tissues [123]. In this setting, luciferase
reporter assay and target protector experiments showed that miR-185 can directly bind the
3′UTR of AR mRNA in PCa cells, resulting in decreased AR expression [124]. In addition,
miR-185 can also attenuate the functional activation of AR by downregulating the AR
co-activator bromodomain containing 8 isoform 2 (BRD8 ISO2), ultimately inducing its
mRNA repression [125] and overcoming androgen dependence of PCa cells. Overall, the
ectopically expression of miR-185 can consistently affect proliferation, migration, invasion,
and in vivo tumorigenicity of PCa cells [123]. An interesting link between androgen dereg-
ulation and miR-185 was reported by Li and collogues. Specifically, miR-185 reconstitution
can downregulate the expression of the oncogenic transcription factor sterol regulatory
element-binding protein-1 (SREBP-1), thus avoiding lipid accumulation and inducing AR
transcriptional activity deregulation, ultimately resulting in cell proliferation arrest and
reduction of invasion capability and tumor growth in PCa models [126]. These results
suggest that interfering with abnormal lipogenesis and cholesterogenesis could provide a
promising and innovative therapeutic approach for the treatment of PCa.
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Figure 2. miRNAs involved in PCa drug treatment response. Schematic representation of the main
biological mechanisms by which listed miRNAs concur to determine PCa response drug therapy.
miRNAs enhancing treatment response are highlighted in blue, while miRNAs inducing treatment
resistance are in red. The reported mechanisms include: androgen receptor (AR) signaling, drug
efflux, apoptosis, and epithelial-to-mesenchymal transition (EMT). Graphical elements were created
with BioRender.com.

The controversial role of miR-221/222 cluster in the progression from androgen
sensitive PCa to CRPC has been investigated in several preclinical studies. Initially, miR-
221/222 downregulation has been observed in metastatic PCa and CRPC tumors compared
to normal tissues, suggesting its role as a putative tumor suppressor involved in the
progression form androgen dependency to castration resistance [127]. However, a growing
body of evidence has shown that the role of miR-221/-222 on PCa cell growth is certainly
cell type-specific and context-dependent. Specifically, it has been shown that in AR-
independent PCa cells, such as PC3 and DU145, miR-221/-222 reconstitution inhibits cell
proliferation [128]. In contrast, the ectopic expression of miR-221/222 in AR-sensitive
LNCaP cells promoted cell proliferation [129]. These findings were confirmed in in vivo
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PCa models, where miR-221/222 reconstitution in LNCaP cells strongly boosted LNCaP
tumor growth while reducing PC3 tumor growth rate in mice [130]. Finally, Bin Gui
and colleagues recently reported that miR-221/-222 are AR-repressed genes and their
expression and function are dependent on AR status in PCa cells [127].

Additional miRNAs that belong to the miR-30 family can directly affect AR expression
by binding the 3′UTR, the coding region of AR and ARv7 transcripts. Experimentally,
Kumar and colleagues [131] found that ectopical reconstitution of miR-30b-5p or miR-30c-
5p was sufficient to reduce AR protein expression in LNCaP and VCaP cells. In addition, the
inhibition of endogenous miR-30a-5p, miR-30b-3p, miR-30c-5p, and miR-30d-5p performed
in an androgen-deprived environment made PCa cell proliferation independent from
androgens. Moreover, miR-30d-5p expression levels were found to be decreased and
inversely correlated with AR in CRPC tumors [131].

The identification of specific AR variants (i.e., ARv7, ARv4) strictly associated with
AR-directed therapy failure in PCa has led to dissect the molecular mechanisms underlying
AR variant-induced resistance in PCa. In this regard, two miRNAs, miR-34c and miR-449b,
were found to be involved in AR splicing variant regulation, directly suppressing both
ARv7a and ARv4 expression [132].

Among the miRNAs associated with AR variant regulation, miR-124 can represses the
AR expression variants along with the AR cofactor EZH2 by targeting the 3′UTRs of ARv7
and ARv4 transcripts. Interestingly, PCa xenograft-bearing mice were sensitized to ADT
by systemic administration of miR-124, ultimately resulting in a significant reduction of
the tumor growth [133] (Figure 2 and Table 3).

Table 3. List of miRNAs involved in PCa response to ADT.

miRNA Target Mechanism Effect on Treatment References

miR-124 ARv7; ARv4; EZH2 AR signaling sensitivity [133]
miR-185 AR; BRD8 ISO2 AR signaling sensitivity [124,125]

miR-221/222 - AR signaling resistance in AR-sensitive cells;
sensitivity in AR-independent cells [127–129]

miR-30 family AR; ARv7 AR signaling sensitivity [131]
miR-34c ARv7; ARv4 AR signaling sensitivity [132]

miR-449b ARv7; ARv4 AR signaling sensitivity [132]

3.2. Survival Pathways/Apoptosis Escape

In tumor development and progression, miRNA deregulation has been largely associ-
ated with dysfunctional survival pathways, thus frequently resulting in cell cycle arrest
and apoptosis escape. In this respect, miR-143, a miRNA found to be downregulated in
PCa at both early and CRPC stages [134,135], has been extensively reported to be involved
in such cellular events. miR-143 leaking in PCa cells was reported to cause the downregu-
lation of ERK5, thus fostering cell proliferation and apoptosis escape [136]. Notably, the
ectopic overexpression of miR-143 in PCa cells resulted in increased sensitivity to docetaxel
both in vitro and in vivo [137]. The mechanism by which miR-143 confers sensitivity to
docetaxel in PCa cells has been defined by Xu et al., showing that the KRAS pathways
are targeted by the miRNA and its deregulation modulates the response to taxane-based
chemotherapy influencing cell proliferation and survival.

Growing evidence has experimentally proven the active involvement of miRNAs
in the regulation of pro- and anti-apoptotic proteins, ultimately dissecting the molecular
mechanisms underlaying the link between miRNA deregulation and therapeutic resistance
in PCa. Among them, miR-223-3p was found to reduce docetaxel-induced apoptosis in
PCa cells, by directly targeting the transcription factor FOXO3, which is involved in the
regulation of cell homeostasis and apoptosis [138]. Additionally, miR-323 upregulation was
reported to induce resistance to docetaxel in PCa cells by directly targeting the tumor sup-
pressor p73 [139]. By targeting YAP and SEC23A, miR-375 attenuates docetaxel-induced
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apoptosis in in vitro and in vivo PCa models [140]. Again, miR-148a mimic transfection in
paclitaxel-resistant PC3 cells confers sensitivity to the taxane by regulating MSK1 expres-
sion, a downstream effector regulated by MAPK signaling [141].

miR-21 has been frequently found to be overexpressed in many tumor tissues and is
associated with the tumorigenesis process [83,85,142,143]. Although the role of miR-21 in
PCa is still controversial, its involvement in AR signaling has been reported. Indeed, miR-
21 transcription levels are directly regulated by activation of AR, which binds the miR-21
promoter [144]. Additional mechanisms by which miR-21 interferes with drug response in
PCa are associated with its capability to regulate cell survival pathways. It has been initially
reported that miR-21 overexpression is able to impart androgen-independent PCa cell
growth, both in vitro as well in vivo, ultimately inducing resistance to docetaxel [144,145].
In this regard, Shi et al. experimentally defined the molecular mechanism by which miR-21
can confer docetaxel resistant phenotype to PCa xenografts. The authors demonstrated
that miR-21 negatively regulates the proapoptotic and neoplastic transformation inhibitor
PDCD4 factor, thus resulting in apoptosis deregulation in cells [146].

miR-34a, a tumor suppressor miRNA, found to be downregulated in PCa compared
tonormal tissues [147], is also functionally involved in treatment response. Specifically, miR-
34a-enforced overexpression in PCas enhance chemotherapy-mediated apoptosis in drug
resistant PCa cells, mainly by targeting the antiapoptotic proteins SIRT1 and Bcl-2, as well as
their downstream pathways. Specifically, docetaxel-resistant PC3 and 22Rv1 cells displayed
enhanced sensitivity to paclitaxel upon miR-34a reconstitution [148]. The mechanisms by
which miR-34a can induce sensitivity to chemotherapeutics seem to be streaky with regards
to p53 status, and as for many other miRNAs, this scenario corroborates the established
notion that each miRNA function is cell context-dependent and molecular network-related.
In this regard, Roklin et al. observed that the overexpression of miR-34a in p53 wild-type
LNCaP cells is not sufficient to increase doxorubicin-induced apoptosis. However, the
authors showed that the simultaneous reconstitution of miR-34a and miR-34c enhanced
p53-mediated apoptosis upon doxorubicin treatment in these cells [149].

A similar mechanism was observed for miR-205. Enforced expression of this miRNA in
PCa cells increased sensitivity to cisplatin and doxorubicin through the downregulation of
the antiapoptotic protein Bcl-2 and consequent apoptosis induction [128,150]. Consistently,
Bhatnagar et al. found that downregulation of miR-205 confers resistance to chemotherapy-
induced apoptosis in PCa cells by negatively regulating Bcl-w [151] (Figure 2 and Table
4).

3.3. Epithelial-to-Mesenchymal Transition Induction

Consolidate evidence indicates that EMT activation contributes to the occurrence
of drug resistance in several cancers, including PCa. Among the miRNAs consistently
associated with EMT regulation, miR-200 family members were widely studied as sup-
pressor of EMT and cell spreading during PCa progression [152,153]. An interesting link
between EMT activation and docetaxel-resistant PCa has been initially reported by Puhr
et al., who showed that the expression of miR-200c—a miR-200 family member—is re-
duced in decetaxel-resistant PCa cells characterized by a more mesenchymal phenotype
compared to parental cells [154]. Mechanistically, miR-200c ectopic expression was able
to repress the EMT markers ZEB1 and ZEB2, and also enhance E-cadherin expression in
docetaxel-resistant PCa cells, thus reverting EMT and ultimately resulting in an increased
drug-induced apoptosis [154]. In addition, the capability to confer docetaxel sensitivity in
PCa cells, as the result of EMT reversion, has been reported in relation to another miR-200
family member, miR-200b. In this regard, functional studies highlighted that miR-200b
reconstitution increased sensitivity to docetaxel in PCa cells by fostering Bim-1 activation
and finally inducing cell apoptosis [155].

Similarly, as previously discussed, miR-205 is one of the main EMT-related miRNA in
PCa [68]. Puhr at al. reported that miR-205 reduced expression is associated with docetaxel
resistance in PCa cells as a result of miRNA-mediated EMT impairment [154].



Cancers 2021, 13, 2380 19 of 27

Finally, restoration of miR-128, which was found to be downregulated in PCa display-
ing an aggressive phenotype compared to normal tissues [156], was sufficient to sensitize
PCa cells (DU145 and LNCaP) to cisplatin and to impair cell invasion capability [157].
Indeed, the authors demonstrated that miR-128-overexpressing PCa cells become sensitive
to cisplatin as a consequence of the downregulated expression of the EMT master regulator
ZEB1, which is directly targeted by the miRNA (Figure 2 and Table 4).

3.4. Drug Efflux Transporter Activity

Among the several deregulated mechanisms observed in cancer, the upregulation
of ABC transporters has been described as a crucial event in chemotherapy response. By
inducing an active extrusion of a board spectrum of drugs, ABC transporters can cause
a substantial decline of chemotherapeutics activity in tumor cells. Recent evidence has
highlighted the involvement of miRNAs and long non-coding RNAs (lncRNA) in such
processes. In this context, it has been found that miR-204 and miR-34a are involved in
a tangled deregulated circuit that influences PCa cell sensitivity to taxane-based drugs.
Specifically, Jiang and collogues showed that the lncRNA NEAT1 induces docetaxel resis-
tance in PCa cells by sponging miR-204 and miR-34a, thus resulting in the upregulation
of ABCG2 and ABCC4 transporters via ACSL4 activation [158]. Moreover, miR-34a—a
miRNA frequently downregulated in drug-resistant PCa—can be repressed by another
lncRNA, DANCER [159]. By sponging miR-34a, DANCER contributes to releasing JAG1
and finally fostering docetaxel resistance by enhancing the expression of ABCB1 and
ABCC4 transporters (Figure 2 and Table 4).

Table 4. List of miRNAs involved in PCa response to chemotherapy.

miRNA Target Mechanism Effect on Treatment References

miR-128 ZEB1 EMT sensitivity to cisplatin [157]
miR-143 KRAS pathway Apoptosis sensitivity to docetaxel [137]
miR-148a MSK1 Apoptosis sensitivity to taxanes [141]

miR-200b/c ZEB1; ZEB2 EMT sensitivity to docetaxel [154]
miR-204 ACSL4 Drug efflux sensitivity to docetaxel [158]

miR-205
Bcl-w; Bcl-2 Apoptois sensitivity to docetaxel [150,151]

- EMT sensitivity to docetaxel [154]
miR-21 PDCD4 Apoptosis resistance to docetaxel [144,160]

miR-223-3p FOX3 Apoptosis resistance to docetaxel [138]
miR-323 p73 Apoptosis resistance to docetaxel [139]

miR-34a
SIRT1; Bcl-2 Apoptosis sensitivity to docetaxel [148]

ACSL4; JAG1 Drug efflux sensitivity to doxorubicin [158,159]
miR-34c - Apoptosis sensitivity to docetaxel [149]
miR-375 YAP; SEC23A Apoptosis resistance to docetaxel [140]

4. MiRNAs Involved in Neuroendocrine PCa Development

Recent evidence indicates that specific miRNAs are directly associated with the de-
velopment of NEPC. In this context, the deregulated expression of miR-663, miR-708, and
miR-375 was found to contribute to the emergence of NEPC by inducing neuroendocrine
genes [161–163]. It was also demonstrated that miR-106a~363 cluster drives NEPC by
pleiotropically regulating cardinal nodal poroteins such as Aurora Kinase A, N-Myc, E2F1,
and STAT3 [162].

Other miRNAs have been reported to indirectly contribute to the emergence of
treatment-induced neuroendocrine differentiation in PCa by modulating cellular path-
ways relevant to androgen independence and chemoresistance [164].

5. Conclusions

Experimental evidence reported in the review clearly indicates that specific miRNAs,
whose expression is deregulated in PCa, not only play an important role in disease onset
and progression but also represent molecular determinants of response/resistance to radio-,
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hormone-, and chemotherapy. Importantly, preclinical data form a solid foundation for
promoting the use of miRNA-based strategies to modulate the therapeutic efficacy of
ionizing radiation and anticancer drugs in PCa. In this context, specific miRNAs can
be viewed as novel therapeutic targets or tools, and the modulation of their expression
through the use miRNA inhibitors or mimics can be exploited to impair tumor growth and
to enhance treatment response, mainly in highly aggressive subtypes of PCa, such as CRPC
and NEPC.

However, there are several constraints towards translating miRNA-based strategies
into human cancer therapy. A major constraint is related to the need for safe and efficient
delivery systems able to guarantee an enhanced cell type-specific delivery. Different miRNA
delivery systems have been proposed thus far, and some of them have demonstrated
the ability to inhibit tumor growth in in vivo models of PCa [65,165–168]. Additional
challenges in developing miRNA-based therapeutics are related to the need for a more
detailed understanding of the functions exerted by specific miRNAs and the precise
identification of their key targets relevant to PCa. Finally, the proper evaluation of safety
profile of miRNA-based molecules as well as the improvement of currently available
information concerning the pharmacokinetics of miRNA inhibitors and mimics will be
instrumental for developing novel therapeutic strategies.

Author Contributions: V.D., R.E.B. and N.Z.: investigation, literature review, writing—original draft
preparation; V.D. and R.E.B.: visualization; N.Z.: design and supervision of the review. All authors
have read and agreed to the published version of the manuscript.

Funding: The experimental work carried out in the authors laboratory was supported in part by
grants from the Associazione Italiana per il Cancro (AIRC) (MFAG11542; IG15191) and Fondazione
Italo Monzino.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Bray, F.; Ferlay, J.; Soerjomataram, I.; Siegel, R.L.; Torre, L.A.; Jemal, A. Global cancer statistics 2018: GLOBOCAN estimates of

incidence and mortality worldwide for 36 cancers in 185 countries. CA Cancer J. Clin. 2018, 68, 394–424. [CrossRef]
2. Mottet, N.; van den Bergh, R.C.N.; Briers, E.; van den Broeck, T.; Cumberbatch, M.G.; de Santis, M.; Fanti, S.; Fossati, N.;

Gandaglia, G.; Gillessen, S.; et al. EAU-EANM-ESTRO-ESUR-SIOG Guidelines on Prostate Cancer—2020 Update. Part 1:
Screening, Diagnosis, and Local Treatment with Curative Intent. Eur. Urol. 2021, 79, 243–262. [CrossRef]

3. Bjurlin, M.A.; Carter, H.B.; Schellhammer, P.; Cookson, M.S.; Gomella, L.G.; Troyer, D.; Wheeler, T.M.; Schlossberg, S.; Penson,
D.F.; Taneja, S.S. Optimization of initial prostate biopsy in clinical practice: Sampling, labeling and specimen processing. J. Urol.
2013, 189, 2039–2046. [CrossRef]

4. Cornford, P.; van den Bergh, R.C.N.; Briers, E.; van den Broeck, T.; Cumberbatch, M.G.; de Santis, M.; Fanti, S.; Fossati, N.;
Gandaglia, G.; Gillessen, S.; et al. EAU-EANM-ESTRO-ESUR-SIOG Guidelines on Prostate Cancer. Part II—2020 Update:
Treatment of Relapsing and Metastatic Prostate Cancer. Eur. Urol. 2021, 79, 263–282. [CrossRef] [PubMed]

5. Bruinsma, S.M.; Bangma, C.H.; Carroll, P.R.; Leapman, M.S.; Rannikko, A.; Petrides, N.; Weerakoon, M.; Bokhorst, L.P.; Roobol,
M.J. Active surveillance for prostate cancer: A narrative review of clinical guidelines. Nat. Rev. Urol. 2016, 13, 151–167. [CrossRef]

6. Romero-Otero, J.; García-Gómez, B.; Duarte-Ojeda, J.M.; Rodríguez-Antolín, A.; Vilaseca, A.; Carlsson, S.V.; Touijer, K.A. Active
surveillance for prostate cancer. Int. J. Urol. 2016, 23, 211–218. [CrossRef] [PubMed]

7. Hamdy, F.C.; Donovan, J.L.; Lane, J.A.; Mason, M.; Metcalfe, C.; Holding, P.; Davis, M.; Peters, T.J.; Turner, E.L.; Martin, R.M.;
et al. 10-Year Outcomes after Monitoring, Surgery, or Radiotherapy for Localized Prostate Cancer. N. Engl. J. Med. 2016, 375,
1415–1424. [CrossRef]

8. Zelefsky, M.J.; Levin, E.J.; Hunt, M.; Yamada, Y.; Shippy, A.M.; Jackson, A.; Amols, H.I. Incidence of Late Rectal and Urinary
Toxicities after Three-Dimensional Conformal Radiotherapy and Intensity-Modulated Radiotherapy for Localized Prostate Cancer.
Int. J. Radiat. Oncol. Biol. Phys. 2008, 70, 1124–1129. [CrossRef]

9. Shipley, W.U.; Pugh, S.L.; Lukka, H.R.; Major, P.; Heney, N.M.; Grignon, D.A.; Sartor, O.; Patel, M.; Bahary, J.-P.; Zietman, A.L.;
et al. NRG Oncology/RTOG 9601, a phase III trial in prostate cancer patients: Anti-androgen therapy (AAT) with bicalutamide
during and after salvage radiation therapy (RT) following radical prostatectomy (RP) and an elevated PSA. J. Clin. Oncol. 2016,
34, 3. [CrossRef]

10. Carrie, C.; Magné, N.; Burban-Provost, P.; Sargos, P.; Latorzeff, I.; Lagrange, J.L.; Supiot, S.; Belkacemi, Y.; Peiffert, D.; Allouache,
N.; et al. Short-term androgen deprivation therapy combined with radiotherapy as salvage treatment after radical prostatectomy

http://doi.org/10.3322/caac.21492
http://doi.org/10.1016/j.eururo.2020.09.042
http://doi.org/10.1016/j.juro.2013.02.072
http://doi.org/10.1016/j.eururo.2020.09.046
http://www.ncbi.nlm.nih.gov/pubmed/33039206
http://doi.org/10.1038/nrurol.2015.313
http://doi.org/10.1111/iju.13016
http://www.ncbi.nlm.nih.gov/pubmed/26621054
http://doi.org/10.1056/NEJMoa1606220
http://doi.org/10.1016/j.ijrobp.2007.11.044
http://doi.org/10.1200/jco.2016.34.2_suppl.3


Cancers 2021, 13, 2380 21 of 27

for prostate cancer (GETUG-AFU 16): A 112-month follow-up of a phase 3, randomised trial. Lancet Oncol. 2019, 20, 1740–1749.
[CrossRef]

11. Tsushima, T.; Nasu, Y.; Saika, T.; Maki, Y.; Noda, M.; Suyama, B.; Yamato, T.; Kumon, H. Optimal starting time for flutamide
to prevent disease flare in prostate cancer patients treated with a gonadotropin-releasing hormone agonist. Urol. Int. 2001, 66,
135–139. [CrossRef]

12. Sciarra, A.; Fasulo, A.; Ciardi, A.; Petrangeli, E.; Gentilucci, A.; Maggi, M.; Innocenzi, M.; Pierella, F.; Gentile, V.; Salciccia, S.; et al.
A meta-analysis and systematic review of randomized controlled trials with degarelix versus gonadotropin-releasing hormone
agonists for advanced prostate cancer. Medicine 2016, 95, e3845. [CrossRef]

13. Crawford, E.D.; Petrylak, D.; Sartor, O. Navigating the evolving therapeutic landscape in advanced prostate cancer. Urol. Oncol.
Semin. Orig. Investig. 2017, 35, S1–S13. [CrossRef]

14. de Bono, J.S.; Logothetis, C.J.; Molina, A.; Fizazi, K.; North, S.; Chu, L.; Chi, K.N.; Jones, R.J.; Goodman, O.B.; Saad, F.; et al.
Abiraterone and Increased Survival in Metastatic Prostate Cancer. N. Engl. J. Med. 2011, 364, 1995–2005. [CrossRef] [PubMed]

15. Scher, H.I.; Fizazi, K.; Saad, F.; Taplin, M.-E.; Sternberg, C.N.; Miller, K.; de Wit, R.; Mulders, P.; Chi, K.N.; Shore, N.D.; et al.
Increased Survival with Enzalutamide in Prostate Cancer after Chemotherapy. N. Engl. J. Med. 2012, 367, 1187–1197. [CrossRef]

16. Smith, M.R.; Kabbinavar, F.; Saad, F.; Hussain, A.; Gittelman, M.C.; Bilhartz, D.L.; Wynne, C.; Murray, R.; Zinner, N.R.; Schulman,
C.; et al. Natural history of rising serum prostate-specific antigen in men with castrate nonmetastatic prostate cancer. J. Clin.
Oncol. 2005, 23, 2918–2925. [CrossRef]

17. Fizazi, K.; Scher, H.I.; Molina, A.; Logothetis, C.J.; Chi, K.N.; Jones, R.J.; Staffurth, J.N.; North, S.; Vogelzang, N.J.; Saad, F.;
et al. Abiraterone acetate for treatment of metastatic castration-resistant prostate cancer: Final overall survival analysis of the
COU-AA-301 randomised, double-blind, placebo-controlled phase 3 study. Lancet Oncol. 2012, 13, 983–992. [CrossRef]

18. Higano, C.S.; Crawford, E.D. New and emerging agents for the treatment of castration-resistant prostate cancer. Urol. Oncol.
Semin. Orig. Investig. 2011, 29, 1–8. [CrossRef]

19. Parker, C.; Nilsson, S.; Heinrich, D.; Helle, S.I.; O’Sullivan, J.M.; Fosså, S.D.; Chodacki, A.; Wiechno, P.; Logue, J.; Seke, M.; et al.
Alpha Emitter Radium-223 and Survival in Metastatic Prostate Cancer. N. Engl. J. Med. 2013, 369, 213–223. [CrossRef]

20. Yamada, Y.; Beltran, H. Clinical and Biological Features of Neuroendocrine Prostate Cancer. Curr. Oncol. Rep. 2021, 23, 15.
[CrossRef] [PubMed]

21. Crawford, E.D. Understanding the Epidemiology, Natural History, and Key Pathways Involved in Prostate Cancer. Urology 2009,
73, S4. [CrossRef]

22. Robinson, D.; van Allen, E.M.; Wu, Y.M.; Schultz, N.; Lonigro, R.J.; Mosquera, J.M.; Montgomery, B.; Taplin, M.E.; Pritchard, C.C.;
Attard, G.; et al. Integrative clinical genomics of advanced prostate cancer. Cell 2015, 161, 1215–1228. [CrossRef]

23. Taylor, B.S.; Schultz, N.; Hieronymus, H.; Gopalan, A.; Xiao, Y.; Carver, B.S.; Arora, V.K.; Kaushik, P.; Cerami, E.; Reva, B.; et al.
Integrative Genomic Profiling of Human Prostate Cancer. Cancer Cell 2010, 18, 11–22. [CrossRef]

24. Antonarakis, E.S.; Lu, C.; Wang, H.; Luber, B.; Nakazawa, M.; Roeser, J.C.; Chen, Y.; Mohammad, T.A.; Chen, Y.; Fedor, H.L.; et al.
AR-V7 and Resistance to Enzalutamide and Abiraterone in Prostate Cancer. N. Engl. J. Med. 2014, 371, 1028–1038. [CrossRef]

25. Leongamornlert, D.; Mahmud, N.; Tymrakiewicz, M.; Saunders, E.; Dadaev, T.; Castro, E.; Goh, C.; Govindasami, K.; Guy,
M.; O’Brien, L.; et al. Germline BRCA1 mutations increase prostate cancer risk. Br. J. Cancer 2012, 106, 1697–1701. [CrossRef]
[PubMed]

26. Kote-Jarai, Z.; Leongamornlert, D.; Saunders, E.; Tymrakiewicz, M.; Castro, E.; Mahmud, N.; Guy, M.; Edwards, S.; O’Brien, L.;
Sawyer, E.; et al. BRCA2 is a moderate penetrance gene contributing to young-onset prostate cancer: Implications for genetic
testing in prostate cancer patients. Br. J. Cancer 2011, 105, 1230–1234. [CrossRef]

27. Pritchard, C.C.; Morrissey, C.; Kumar, A.; Zhang, X.; Smith, C.; Coleman, I.; Salipante, S.J.; Milbank, J.; Yu, M.; Grady, W.M.; et al.
Complex MSH2 and MSH6 mutations in hypermutated microsatellite unstable advanced prostate cancer. Nat. Commun. 2014, 5,
1–6. [CrossRef] [PubMed]

28. Mateo, J.; Carreira, S.; Sandhu, S.; Miranda, S.; Mossop, H.; Perez-Lopez, R.; Nava Rodrigues, D.; Robinson, D.; Omlin, A.;
Tunariu, N.; et al. DNA-Repair Defects and Olaparib in Metastatic Prostate Cancer. N. Engl. J. Med. 2015, 373, 1697–1708.
[CrossRef]

29. Fruman, D.A.; Rommel, C. PI3K and cancer: Lessons, challenges and opportunities. Nat. Rev. Drug Discov. 2014, 13, 140–156.
[CrossRef] [PubMed]

30. Anastas, J.N.; Moon, R.T. WNT signalling pathways as therapeutic targets in cancer. Nat. Rev. Cancer 2013, 13, 11–26. [CrossRef]
31. Chaiswing, L.; Weiss, H.L.; Jayswal, R.D.; Clair, D.K.S.; Kyprianou, N. Profiles of radioresistance mechanisms in prostate cancer.

Crit. Rev. Oncog. 2018, 23, 39–67. [CrossRef] [PubMed]
32. Morgan, M.A.; Lawrence, T.S. Molecular pathways: Overcoming radiation resistance by targeting DNA damage response

pathways. Clin. Cancer Res. 2015, 21, 2898–2904. [CrossRef]
33. Ditch, S.; Paull, T.T. The ATM protein kinase and cellular redox signaling: Beyond the DNA damage response. Trends Biochem. Sci.

2012, 37, 15–22. [CrossRef] [PubMed]
34. Jin, R.; Yi, Y.; Yull, F.E.; Blackwell, T.S.; Clark, P.E.; Koyama, T.; Smith, J.A.; Matusik, R.J. Nf-kb gene signature predicts prostate

cancer progression. Cancer Res. 2014, 74, 2763–2772. [CrossRef]
35. Bienert, G.P.; Chaumont, F. Aquaporin-facilitated transmembrane diffusion of hydrogen peroxide. Biochim. Biophys. Acta Gen.

Subj. 2014, 1840, 1596–1604. [CrossRef]

http://doi.org/10.1016/S1470-2045(19)30486-3
http://doi.org/10.1159/000056592
http://doi.org/10.1097/MD.0000000000003845
http://doi.org/10.1016/j.urolonc.2017.01.020
http://doi.org/10.1056/NEJMoa1014618
http://www.ncbi.nlm.nih.gov/pubmed/21612468
http://doi.org/10.1056/NEJMoa1207506
http://doi.org/10.1200/JCO.2005.01.529
http://doi.org/10.1016/S1470-2045(12)70379-0
http://doi.org/10.1016/j.urolonc.2011.08.013
http://doi.org/10.1056/NEJMoa1213755
http://doi.org/10.1007/s11912-020-01003-9
http://www.ncbi.nlm.nih.gov/pubmed/33433737
http://doi.org/10.1016/j.urology.2009.03.001
http://doi.org/10.1016/j.cell.2015.05.001
http://doi.org/10.1016/j.ccr.2010.05.026
http://doi.org/10.1056/NEJMoa1315815
http://doi.org/10.1038/bjc.2012.146
http://www.ncbi.nlm.nih.gov/pubmed/22516946
http://doi.org/10.1038/bjc.2011.383
http://doi.org/10.1038/ncomms5988
http://www.ncbi.nlm.nih.gov/pubmed/25255306
http://doi.org/10.1056/NEJMoa1506859
http://doi.org/10.1038/nrd4204
http://www.ncbi.nlm.nih.gov/pubmed/24481312
http://doi.org/10.1038/nrc3419
http://doi.org/10.1615/CritRevOncog.2018025946
http://www.ncbi.nlm.nih.gov/pubmed/29953367
http://doi.org/10.1158/1078-0432.CCR-13-3229
http://doi.org/10.1016/j.tibs.2011.10.002
http://www.ncbi.nlm.nih.gov/pubmed/22079189
http://doi.org/10.1158/0008-5472.CAN-13-2543
http://doi.org/10.1016/j.bbagen.2013.09.017


Cancers 2021, 13, 2380 22 of 27

36. Lennicke, C.; Rahn, J.; Lichtenfels, R.; Wessjohann, L.A.; Seliger, B. Hydrogen peroxide—Production, fate and role in redox
signaling of tumor cells. Cell Commun. Signal. 2015, 13, 1–19. [CrossRef] [PubMed]

37. Deep, G.; Panigrahia, G.K. Hypoxia-induced signaling promotes prostate cancer progression: Exosomes role as messenger of
hypoxic response in tumor microenvironmen. Crit. Rev. Oncog. 2015, 20, 419–434. [CrossRef] [PubMed]

38. Hugo, H.; Ackland, M.L.; Blick, T.; Lawrence, M.G.; Clements, J.A.; Williams, E.D.; Thompson, E.W. Epithelial—Mesenchymal
and mesenchymal—Epithelial transitions in carcinoma progression. J. Cell. Physiol. 2007, 213, 374–383. [CrossRef]

39. Lee, S.Y.; Jeong, E.K.; Ju, M.K.; Jeon, H.M.; Kim, M.Y.; Kim, C.H.; Park, H.G.; Han, S.I.; Kang, H.S. Induction of metastasis,
cancer stem cell phenotype, and oncogenic metabolism in cancer cells by ionizing radiation. Mol. Cancer 2017, 16, 10. [CrossRef]
[PubMed]

40. Medici, D.; Hay, E.D.; Olsen, B.R. Snail and slug promote epithelial-mesenchymal transition through β-catenin-T-cell factor-4-
dependent expression of transforming growth factor-β3. Mol. Biol. Cell 2008, 19, 4875–4887. [CrossRef]

41. Liu, J.; Uygur, B.; Zhang, Z.; Shao, L.; Romero, D.; Vary, C.; Ding, Q.; Wu, W.-S. Slug inhibits proliferation of human prostate
cancer cells via downregulation of cyclin D1 expression. Prostate 2010, 70, 1768–1777. [CrossRef] [PubMed]

42. Chatterjee, P.; Choudhary, G.S.; Sharma, A.; Singh, K.; Heston, W.D.; Ciezki, J.; Klein, E.A.; Almasan, A. PARP Inhibition Sensitizes
to Low Dose-Rate Radiation TMPRSS2-ERG Fusion Gene-Expressing and PTEN-Deficient Prostate Cancer Cells. PLoS ONE 2013,
8, e60408. [CrossRef]

43. Agus, D.B.; Cordon-Cardo, C.; William, F.; Drobnjak, M.; Koff, A.; Golde, D.W.; Scher, H.I. Prostate cancer cell cycle regulators:
Response to androgen withdrawal and development of androgen independence. J. Natl. Cancer Inst. 1999, 91, 1869–1876.
[CrossRef] [PubMed]

44. Chen, C.D.; Welsbie, D.S.; Tran, C.; Baek, S.H.; Chen, R.; Vessella, R.; Rosenfeld, M.G.; Sawyers, C.L. Molecular determinants of
resistance to antiandrogen therapy. Nat. Med. 2004, 10, 33–39. [CrossRef] [PubMed]

45. Zhang, L.; Altuwaijri, S.; Deng, F.; Chen, L.; Lal, P.; Bhanot, U.K.; Korets, R.; Wenske, S.; Lilja, H.G.; Chang, C.; et al. NF-κB
regulates androgen receptor expression and prostate cancer growth. Am. J. Pathol. 2009, 175, 489–499. [CrossRef]

46. Mulholland, D.J.; Tran, L.M.; Li, Y.; Cai, H.; Morim, A.; Wang, S.; Plaisier, S.; Garraway, I.P.; Huang, J.; Graeber, T.G.; et al. Cell
autonomous role of PTEN in regulating castration-resistant prostate cancer growth. Cancer Cell 2011, 19, 792–804. [CrossRef]

47. Culig, Z.; Hobisch, A.; Cronauer, M.V.; Radmayr, R.; Bartsch, G.; Klocker, H.; Hittmair, A.; Trapman, J. Androgen Receptor
Activation in Prostatic Tumor Cell Lines by Insulin-like Growth Factor-I, Keratinocyte Growth Factor, and Epidermal Growth
Factor. Cancer Res. 1994, 54, 5474–5478. [CrossRef]

48. Nakazawa, M.; Antonarakis, E.S.; Luo, J. Androgen Receptor Splice Variants in the Era of Enzalutamide and Abiraterone. Horm.
Cancer 2014, 5, 265–273. [CrossRef] [PubMed]

49. Antonarakis, E.S.; Lu, C.; Luber, B.; Wang, H.; Chen, Y.; Nakazawa, M.; Nadal, R.; Paller, C.J.; Denmeade, S.R.; Carducci, M.A.;
et al. Androgen receptor splice variant 7 and efficacy of taxane chemotherapy in patients with metastatic castration-resistant
prostate cancer. JAMA Oncol. 2015, 1, 582–591. [CrossRef]

50. Pienta, K.J. Preclinical mechanisms of action of docetaxel and docetaxel combinations in prostate cancer. Semin. Oncol. 2001, 28,
3–7. [CrossRef]

51. Jordan, M.A.; Wilson, L. Microtubules as a target for anticancer drugs. Nat. Rev. Cancer 2004, 4, 253–265. [CrossRef]
52. Thadani-Mulero, M.; Nanus, D.M.; Giannakakou, P. Androgen receptor on the move: Boarding the microtubule expressway to

the nucleus. Cancer Res. 2012, 72, 4611–4615. [CrossRef]
53. O’Neill, A.J.; Prencipe, M.; Dowling, C.; Fan, Y.; Mulrane, L.; Gallagher, W.M.; O’Connor, D.; O’Connor, R.; Devery, A.; Corcoran,

C.; et al. Characterisation and manipulation of docetaxel resistant prostate cancer cell lines. Mol. Cancer 2011, 10, 126. [CrossRef]
[PubMed]

54. Paller, C.J.; Antonarakis, E.S. Cabazitaxel: A novel second-line treatment for metastatic castration-resistant prostate cancer. Drug
Des. Dev. Ther. 2011, 5, 117–124.

55. Qing, L.; Luduena, R.F. Removal of βIII Isotype Enhances Taxol Induced Microtubule Assembly. Cell Struct. Funct. 1993, 18,
173–182. [CrossRef]

56. Duran, G.E.; Wang, Y.C.; Brian Francisco, E.; Rose, J.C.; Martinez, F.J.; Coller, J.; Brassard, D.; Vrignaud, P.; Sikic, B.I. Mechanisms
of Resistance to Cabazitaxel. Mol. Cancer Ther. 2015, 14, 193–201. [CrossRef] [PubMed]

57. Kozomara, A.; Birgaoanu, M.; Griffiths-Jones, S. MiRBase: From microRNA sequences to function. Nucleic Acids Res. 2019, 47,
D155–D162. [CrossRef] [PubMed]

58. Fabian, M.R.; Sonenberg, N.; Filipowicz, W. Regulation of mRNA translation and stability by microRNAs. Annu. Rev. Biochem.
2010, 79, 351–379. [CrossRef]

59. Cannistraci, A.; Di Pace, A.L.; De Maria, R.; Bonci, D. MicroRNA as New Tools for Prostate Cancer Risk Assessment and
Therapeutic Intervention: Results from Clinical Data Set and Patients’ Samples. Biomed Res. Int. 2014, 2014, 146170. [CrossRef]

60. Garzon, R.; Fabbri, M.; Cimmino, A.; Calin, G.A.; Croce, C.M. MicroRNA expression and function in cancer. Trends Mol. Med.
2006, 12, 580–587. [CrossRef]

61. Zhang, B.; Pan, X.; Cobb, G.P.; Anderson, T.A. microRNAs as oncogenes and tumor suppressors. Dev. Biol. 2007, 302, 1–12.
[CrossRef]

62. Liep, J.; Rabien, A.; Jung, K. Feedback networks between microRNAs and epigenetic modifications in urological tumors.
Epigenetics 2012, 7, 315–325. [CrossRef] [PubMed]

http://doi.org/10.1186/s12964-015-0118-6
http://www.ncbi.nlm.nih.gov/pubmed/26369938
http://doi.org/10.1615/CritRevOncog.v20.i5-6.130
http://www.ncbi.nlm.nih.gov/pubmed/27279239
http://doi.org/10.1002/jcp.21223
http://doi.org/10.1186/s12943-016-0577-4
http://www.ncbi.nlm.nih.gov/pubmed/28137309
http://doi.org/10.1091/mbc.e08-05-0506
http://doi.org/10.1002/pros.21213
http://www.ncbi.nlm.nih.gov/pubmed/20564361
http://doi.org/10.1371/journal.pone.0060408
http://doi.org/10.1093/jnci/91.21.1869
http://www.ncbi.nlm.nih.gov/pubmed/10547394
http://doi.org/10.1038/nm972
http://www.ncbi.nlm.nih.gov/pubmed/14702632
http://doi.org/10.2353/ajpath.2009.080727
http://doi.org/10.1016/j.ccr.2011.05.006
http://doi.org/10.1159/000475232
http://doi.org/10.1007/s12672-014-0190-1
http://www.ncbi.nlm.nih.gov/pubmed/25048254
http://doi.org/10.1001/jamaoncol.2015.1341
http://doi.org/10.1016/S0093-7754(01)90148-4
http://doi.org/10.1038/nrc1317
http://doi.org/10.1158/0008-5472.CAN-12-0783
http://doi.org/10.1186/1476-4598-10-126
http://www.ncbi.nlm.nih.gov/pubmed/21982118
http://doi.org/10.1247/csf.18.173
http://doi.org/10.1158/1535-7163.MCT-14-0155
http://www.ncbi.nlm.nih.gov/pubmed/25416788
http://doi.org/10.1093/nar/gky1141
http://www.ncbi.nlm.nih.gov/pubmed/30423142
http://doi.org/10.1146/annurev-biochem-060308-103103
http://doi.org/10.1155/2014/146170
http://doi.org/10.1016/j.molmed.2006.10.006
http://doi.org/10.1016/j.ydbio.2006.08.028
http://doi.org/10.4161/epi.19464
http://www.ncbi.nlm.nih.gov/pubmed/22414795


Cancers 2021, 13, 2380 23 of 27

63. Pasquinelli, A.E. MicroRNAs and their targets: Recognition, regulation and an emerging reciprocal relationship. Nat. Rev. Genet.
2012, 13, 271–282. [CrossRef]

64. Ni, J.; Bucci, J.; Chang, L.; Malouf, D.; Graham, P.; Li, Y. Targeting microRNAs in prostate cancer radiotherapy. Theranostics 2017,
7, 3243–3259. [CrossRef]

65. Arrighetti, N.; Beretta, G.L. Mirnas as therapeutic tools and biomarkers for prostate cancer. Pharmaceutics 2021, 13, 380. [CrossRef]
[PubMed]

66. Gandellini, P.; Folini, M.; Zaffaroni, N. Towards the definition of prostate cancer-related microRNAs: Where are we now? Trends
Mol. Med. 2009, 15, 381–390. [CrossRef]

67. Bonci, D.; Coppola, V.; Musumeci, M.; Addario, A.; Giuffrida, R.; Memeo, L.; D’Urso, L.; Pagliuca, A.; Biffoni, M.; Labbaye,
C.; et al. The miR-15a-miR-16-1 cluster controls prostate cancer by targeting multiple oncogenic activities. Nat. Med. 2008, 14,
1271–1277. [CrossRef]

68. Gandellini, P.; Folini, M.; Longoni, N.; Pennati, M.; Binda, M.; Colecchia, M.; Samoni, R.; Supino, R.; Moretti, R.; Limonta, P.; et al.
MiR-205 exerts tumor-suppressive functions in human prostate through down-regulation of protein kinase Cε. Cancer Res. 2009,
69, 2287–2295. [CrossRef] [PubMed]

69. El Bezawy, R.; Tinelli, S.; Tortoreto, M.; Doldi, V.; Zuco, V.; Folini, M.; Stucchi, C.; Rancati, T.; Valdagni, R.; Gandellini, P.; et al.
MiR-205 enhances radiation sensitivity of prostate cancer cells by impairing DNA damage repair through PKCε and ZEB1
inhibition. J. Exp. Clin. Cancer Res. 2019, 38, 51. [CrossRef] [PubMed]

70. Chauhan, N.; Dhasmana, A.; Jaggi, M.; Chauhan, S.C.; Yallapu, M.M. miR-205: A Potential Biomedicine for Cancer Therapy. Cells
2020, 9, 1957. [CrossRef] [PubMed]

71. Duan, K.; Ge, Y.C.; Zhang, X.P.; Wu, S.Y.; Feng, J.S.; Chen, S.L.; Zhang, L.; Yuan, Z.H.; Fu, C.H. miR-34a inhibits cell proliferation
in prostate cancer by downregulation of SIRT1 expression. Oncol. Lett. 2015, 10, 3223–3227. [CrossRef] [PubMed]

72. Dong, B.; Xu, G.C.; Liu, S.T.; Liu, T.; Geng, B. MiR-34a affects G2 arrest in prostate cancer PC3 cells via Wnt pathway and inhibits
cell growth and migration. Eur. Rev. Med. Pharmacol. Sci. 2020, 24, 8349–8358. [PubMed]

73. Yamamura, S.; Saini, S.; Majid, S.; Hirata, H.; Ueno, K.; Deng, G.; Dahiya, R. Microrna-34a modulates c-Myc transcriptional
complexes to suppress malignancy in human prostate cancer cells. PLoS ONE 2012, 7, e29722. [CrossRef] [PubMed]

74. Chakravarthi, B.V.S.K.; Chandrashekar, D.S.; Agarwal, S.; Balasubramanya, S.A.H.; Pathi, S.S.; Goswami, M.T.; Jing, X.; Wang, R.;
Mehra, R.; Asangani, I.A.; et al. miR-34a regulates expression of the stathmin-1 oncoprotein and prostate cancer progression. Mol.
Cancer Res. 2018, 16, 1125–1137. [CrossRef] [PubMed]

75. Guan, C.; Zhang, L.; Wang, S.; Long, L.; Zhou, H.; Qian, S.; Ma, M.; Bai, F.; Meng, Q.H.; Lyu, J. Upregulation of MicroRNA-21
promotes tumorigenesis of prostate cancer cells by targeting KLF5. Cancer Biol. Ther. 2019, 20, 1149–1161. [CrossRef]

76. Yang, Y.; Guo, J.X.; Shao, Z.Q. miR-21 targets and inhibits tumor suppressor gene PTEN to promote prostate cancer cell
proliferation and invasion: An experimental study. Asian Pac. J. Trop. Med. 2017, 10, 87–91. [CrossRef]

77. Gandellini, P.; Giannoni, E.; Casamichele, A.; Taddei, M.L.; Callari, M.; Piovan, C.; Valdagni, R.; Pierotti, M.A.; Zaffaroni, N.;
Chiarugi, P. MiR-205 hinders the malignant interplay between prostate cancer cells and associated fibroblasts. Antioxid. Redox
Signal. 2014, 20, 1045–1059. [CrossRef]

78. Gandellini, P.; Profumo, V.; Casamichele, A.; Fenderico, N.; Borrelli, S.; Petrovich, G.; Santilli, G.; Callari, M.; Colecchia, M.; Pozzi,
S.; et al. MiR-205 regulates basement membrane deposition in human prostate: Implications for cancer development. Cell Death
Differ. 2012, 19, 1750–1760. [CrossRef]

79. Profumo, V.; Forte, B.; Percio, S.; Rotundo, F.; Doldi, V.; Ferrari, E.; Fenderico, N.; Dugo, M.; Romagnoli, D.; Benelli, M.; et al.
LEADeR role of miR-205 host gene as long noncoding RNA in prostate basal cell differentiation. Nat. Commun. 2019, 10, 307.
[CrossRef]

80. Saito, Y.; Nakaoka, T.; Saito, H. microRNA-34a as a Therapeutic Agent against Human Cancer. J. Clin. Med. 2015, 4, 1951–1959.
[CrossRef]

81. Hong, D.S.; Kang, Y.K.; Borad, M.; Sachdev, J.; Ejadi, S.; Lim, H.Y.; Brenner, A.J.; Park, K.; Lee, J.L.; Kim, T.Y.; et al. Phase 1 study
of MRX34, a liposomal miR-34a mimic, in patients with advanced solid tumours. Br. J. Cancer 2020, 122, 1630–1637. [CrossRef]
[PubMed]

82. Liu, C.; Kelnar, K.; Liu, B.; Chen, X.; Calhoun-Davis, T.; Li, H.; Patrawala, L.; Yan, H.; Jeter, C.; Honorio, S.; et al. The microRNA
miR-34a inhibits prostate cancer stem cells and metastasis by directly repressing CD44. Nat. Med. 2011, 17, 211–216. [CrossRef]
[PubMed]

83. Chan, J.A.; Krichevsky, A.M.; Kosik, K.S. MicroRNA-21 is an antiapoptotic factor in human glioblastoma cells. Cancer Res. 2005,
65, 6029–6033. [CrossRef]

84. Yan, L.X.; Huang, X.F.; Shao, Q.; Huang, M.Y.; Deng, L.; Wu, Q.L.; Zeng, Y.X.; Shao, J.Y. MicroRNA miR-21 overexpression in
human breast cancer is associated with advanced clinical stage, lymph node metastasis and patient poor prognosis. RNA 2008,
14, 2348–2360. [CrossRef]

85. Qi, L.; Bart, J.; Tan, L.P.; Platteel, I.; van der Sluis, T.; Huitema, S.; Harms, G.; Fu, L.; Hollema, H.; van den Berg, A. Expression
of miR-21 and its targets (PTEN, PDCD4, TM1) in flat epithelial atypia of the breast in relation to ductal carcinoma in situ and
invasive carcinoma. BMC Cancer 2009, 9, 163. [CrossRef] [PubMed]

86. Folini, M.; Gandellini, P.; Longoni, N.; Profumo, V.; Callari, M.; Pennati, M.; Colecchia, M.; Supino, R.; Veneroni, S.; Salvioni, R.;
et al. miR-21: An oncomir on strike in prostate cancer. Mol. Cancer 2010, 9, 1–12. [CrossRef] [PubMed]

http://doi.org/10.1038/nrg3162
http://doi.org/10.7150/thno.19934
http://doi.org/10.3390/pharmaceutics13030380
http://www.ncbi.nlm.nih.gov/pubmed/33805590
http://doi.org/10.1016/j.molmed.2009.07.004
http://doi.org/10.1038/nm.1880
http://doi.org/10.1158/0008-5472.CAN-08-2894
http://www.ncbi.nlm.nih.gov/pubmed/19244118
http://doi.org/10.1186/s13046-019-1060-z
http://www.ncbi.nlm.nih.gov/pubmed/30717752
http://doi.org/10.3390/cells9091957
http://www.ncbi.nlm.nih.gov/pubmed/32854238
http://doi.org/10.3892/ol.2015.3645
http://www.ncbi.nlm.nih.gov/pubmed/26722316
http://www.ncbi.nlm.nih.gov/pubmed/32894541
http://doi.org/10.1371/journal.pone.0029722
http://www.ncbi.nlm.nih.gov/pubmed/22235332
http://doi.org/10.1158/1541-7786.MCR-17-0230
http://www.ncbi.nlm.nih.gov/pubmed/29025958
http://doi.org/10.1080/15384047.2019.1599659
http://doi.org/10.1016/j.apjtm.2016.09.011
http://doi.org/10.1089/ars.2013.5292
http://doi.org/10.1038/cdd.2012.56
http://doi.org/10.1038/s41467-018-08153-2
http://doi.org/10.3390/jcm4111951
http://doi.org/10.1038/s41416-020-0802-1
http://www.ncbi.nlm.nih.gov/pubmed/32238921
http://doi.org/10.1038/nm.2284
http://www.ncbi.nlm.nih.gov/pubmed/21240262
http://doi.org/10.1158/0008-5472.CAN-05-0137
http://doi.org/10.1261/rna.1034808
http://doi.org/10.1186/1471-2407-9-163
http://www.ncbi.nlm.nih.gov/pubmed/19473551
http://doi.org/10.1186/1476-4598-9-12
http://www.ncbi.nlm.nih.gov/pubmed/20092645


Cancers 2021, 13, 2380 24 of 27

87. Goldstein, M.; Kastan, M.B. The DNA damage response: Implications for tumor responses to radiation and chemotherapy. Annu.
Rev. Med. 2015, 66, 129–143. [CrossRef]

88. Chaudhry, M.A. Radiation-induced microRNA: Discovery, functional analysis, and cancer radiotherapy. J. Cell. Biochem. 2014,
115, 436–449. [CrossRef]

89. Labbé, M.; Hoey, C.; Ray, J.; Potiron, V.; Supiot, S.; Liu, S.K.; Fradin, D. MicroRNAs identified in prostate cancer: Correlative
studies on response to ionizing radiation. Mol. Cancer 2020, 19, 63. [CrossRef]

90. Leung, C.M.; Li, S.C.; Chen, T.W.; Ho, M.R.; Hu, L.Y.; Liu, W.S.; Wu, T.T.; Hsu, P.C.; Chang, H.T.; Tsai, K.W. Comprehensive
microRNA profiling of prostate cancer cells after ionizing radiation treatment. Oncol. Rep. 2014, 31, 1067–1078. [CrossRef]

91. Gandellini, P.; Rancati, T.; Valdagni, R.; Zaffaroni, N. miRNAs in tumor radiation response: Bystanders or participants? Trends
Mol. Med. 2014, 20, 529–539. [CrossRef]

92. Li, B.; Shi, X.B.; Nori, D.; Chao, C.K.S.; Chen, A.M.; Valicenti, R.; De Vere White, R. Down-regulation of microRNA 106b is
involved in p21-mediated cell cycle arrest in response to radiation in prostate cancer cells. Prostate 2011, 71, 567–574. [CrossRef]
[PubMed]

93. Lo, H.C.; Hsu, J.H.; Lai, L.C.; Tsai, M.H.; Chuang, E.Y. MicroRNA-107 enhances radiosensitivity by suppressing granulin in PC-3
prostate cancer cells. Sci. Rep. 2020, 10, 1–12. [CrossRef]

94. Gu, H.; Liu, M.; Ding, C.; Wang, X.; Wang, R.; Wu, X.; Fan, R. Hypoxia-responsive miR-124 and miR-144 reduce hypoxia-induced
autophagy and enhance radiosensitivity of prostate cancer cells via suppressing PIM1. Cancer Med. 2016, 5, 1174–1182. [CrossRef]

95. Rotundo, F.; Cominetti, D.; el Bezawy, R.; Percio, S.; Doldi, V.; Tortoreto, M.; Zuco, V.; Valdagni, R.; Zaffaroni, N.; Gandellini, P.
miR-1272 Exerts Tumor-Suppressive Functions in Prostate Cancer via HIP1 Suppression. Cells 2020, 9, 435. [CrossRef]

96. Gong, P.; Zhang, T.; He, D.; Hsieh, J.T. MicroRNA-145 Modulates Tumor Sensitivity to Radiation in Prostate Cancer. Radiat. Res.
2015, 184, 630–638. [CrossRef]

97. El Bezawy, R.; Tripari, M.; Percio, S.; Cicchetti, A.; Tortoreto, M.; Stucchi, C.; Tinelli, S.; Zuco, V.; Doldi, V.; Gandellini, P.; et al.
SPOP deregulation improves the radiation response of prostate cancer models by impairing DNA damage repair. Cancers 2020,
12, 1462. [CrossRef]

98. Wang, F.; Mao, A.; Tang, J.; Zhang, Q.; Yan, J.; Wang, Y.; Di, C.; Gan, L.; Sun, C.; Zhang, H. microRNA-16-5p enhances
radiosensitivity through modulating Cyclin D1/E1–pRb–E2F1 pathway in prostate cancer cells. J. Cell. Physiol. 2019, 234,
13182–13190. [CrossRef] [PubMed]

99. Wang, W.; Liu, J.; Wu, Q. MiR-205 Suppresses Autophagy and Enhances Radiosensitivity of Prostate Cancer Cells by Targeting
TP53INP1. Available online: https://pubmed.ncbi.nlm.nih.gov/26813458/ (accessed on 31 March 2021).

100. Xu, C.G.; Yang, M.F.; Fan, J.X.; Wang, W. MiR-30a and miR-205 are downregulated in hypoxia and modulate radiosensitivity of
prostate cancer cells by inhibiting autophagy via TP53INP1. Eur. Rev. Med. Pharmacol. Sci. 2016, 20, 1501–1508. [PubMed]

101. Liao, H.; Xiao, Y.; Hu, Y.; Xiao, Y.; Yin, Z.; Liu, L. microRNA-32 induces radioresistance by targeting DAB2IP and regulating
autophagy in prostate cancer cells. Oncol. Lett. 2015, 10, 2055–2062. [CrossRef] [PubMed]

102. Mao, A.; Liu, Y.; Wang, Y.; Zhao, Q.; Zhou, X.; Sun, C.; Di, C.; Si, J.; Gan, L.; Zhang, H. miR-449a enhances radiosensitivity through
modulating pRb/E2F1 in prostate cancer cells. Tumor Biol. 2016, 37, 4831–4840. [CrossRef] [PubMed]

103. Noonan, E.J.; Place, R.F.; Pookot, D.; Basak, S.; Whitson, J.M.; Hirata, H.; Giardina, C.; Dahiya, R. MiR-449a targets HDAC-1 and
induces growth arrest in prostate cancer. Oncogene 2009, 28, 1714–1724. [CrossRef]

104. Mao, A.; Zhao, Q.; Zhou, X.; Sun, C.; Si, J.; Zhou, R.; Gan, L.; Zhang, H. MicroRNA-449a enhances radiosensitivity by
downregulation of c-Myc in prostate cancer cells. Sci. Rep. 2016, 6, 1–13. [CrossRef]

105. Duan, X.M.; Liu, X.N.; Li, Y.X.; Cao, Y.Q.; Silayiding, A.; Zhang, R.K.; Wang, J.P. MicroRNA-498 promotes proliferation, migration,
and invasion of prostate cancer cells and decreases radiation sensitivity by targeting PTEN. Kaohsiung J. Med. Sci. 2019, 35,
659–671. [CrossRef]

106. Josson, S.; Sung, S.Y.; Lao, K.; Chung, L.W.K.; Johnstone, P.A.S. Radiation modulation of microRNA in prostate cancer Cell Lines.
Prostate 2008, 68, 1599–1606. [CrossRef]

107. He, Z.; Shen, F.; Qi, P.; Zhai, Z.; Wang, Z. miR-541-3p enhances the radiosensitivity of prostate cancer cells by inhibiting HSP27
expression and downregulating β-catenin. Cell Death Discov. 2021, 7, 18. [CrossRef]

108. Hatano, K.; Kumar, B.; Zhang, Y.; Coulter, J.B.; Hedayati, M.; Mears, B.; Ni, X.; Kudrolli, T.A.; Chowdhury, W.H.; Rodriguez, R.;
et al. A functional screen identifies miRNAs that inhibit DNA repair and sensitize prostate cancer cells to ionizing radiation.
Nucleic Acids Res. 2015, 43, 4075–4086. [CrossRef] [PubMed]

109. El Bezawy, R.; Cominetti, D.; Fenderico, N.; Zuco, V.; Beretta, G.L.; Dugo, M.; Arrighetti, N.; Stucchi, C.; Rancati, T.; Valdagni, R.;
et al. miR-875-5p counteracts epithelial-to-mesenchymal transition and enhances radiation response in prostate cancer through
repression of the EGFR-ZEB1 axis. Cancer Lett. 2017, 395, 53–62. [CrossRef] [PubMed]

110. Huang, X.; Taeb, S.; Jahangiri, S.; Emmenegger, U.; Tran, E.; Bruce, J.; Mesci, A.; Korpela, E.; Vesprini, D.; Wong, C.S.; et al.
miRNA-95 mediates radioresistance in tumors by targeting the sphingolipid phosphatase SGPP1. Cancer Res. 2013, 73, 6972–6986.
[CrossRef]

111. Mueller, A.C.; Sun, D.; Dutta, A. The miR-99 family regulates the DNA damage response through its target SNF2H. Oncogene
2013, 32, 1164–1172. [CrossRef]

112. Finnerty, J.R.; Wang, W.X.; Hébert, S.S.; Wilfred, B.R.; Mao, G.; Nelson, P.T. The miR-15/107 group of MicroRNA genes:
Evolutionary biology, cellular functions, and roles in human diseases. J. Mol. Biol. 2010, 402, 491–509. [CrossRef] [PubMed]

http://doi.org/10.1146/annurev-med-081313-121208
http://doi.org/10.1002/jcb.24694
http://doi.org/10.1186/s12943-020-01186-6
http://doi.org/10.3892/or.2014.2988
http://doi.org/10.1016/j.molmed.2014.07.004
http://doi.org/10.1002/pros.21272
http://www.ncbi.nlm.nih.gov/pubmed/20878953
http://doi.org/10.1038/s41598-020-71128-1
http://doi.org/10.1002/cam4.664
http://doi.org/10.3390/cells9020435
http://doi.org/10.1667/RR14185.1
http://doi.org/10.3390/cancers12061462
http://doi.org/10.1002/jcp.27989
http://www.ncbi.nlm.nih.gov/pubmed/30536619
https://pubmed.ncbi.nlm.nih.gov/26813458/
http://www.ncbi.nlm.nih.gov/pubmed/27160121
http://doi.org/10.3892/ol.2015.3551
http://www.ncbi.nlm.nih.gov/pubmed/26622795
http://doi.org/10.1007/s13277-015-4336-8
http://www.ncbi.nlm.nih.gov/pubmed/26520443
http://doi.org/10.1038/onc.2009.19
http://doi.org/10.1038/srep27346
http://doi.org/10.1002/kjm2.12108
http://doi.org/10.1002/pros.20827
http://doi.org/10.1038/s41420-020-00387-8
http://doi.org/10.1093/nar/gkv273
http://www.ncbi.nlm.nih.gov/pubmed/25845598
http://doi.org/10.1016/j.canlet.2017.02.033
http://www.ncbi.nlm.nih.gov/pubmed/28274892
http://doi.org/10.1158/0008-5472.CAN-13-1657
http://doi.org/10.1038/onc.2012.131
http://doi.org/10.1016/j.jmb.2010.07.051
http://www.ncbi.nlm.nih.gov/pubmed/20678503


Cancers 2021, 13, 2380 25 of 27

113. Eriksson, D.; Stigbrand, T. Radiation-induced cell death mechanisms. Tumor Biol. 2010, 31, 363–372. [CrossRef] [PubMed]
114. Roninson, I.B.; Broude, E.V.; Chang, B.D. If not apoptosis, then what? Treatment-induced senescence and mitotic catastrophe in

tumor cells. Drug Resist. Updates 2001, 4, 303–313. [CrossRef]
115. Bromfield, G.P.; Meng, A.; Warde, P.; Bristow, R.G. Cell death in irradiated prostate epithelial cells: Role of apoptotic and

clonogenic cell kill. Prostate Cancer Prostatic Dis. 2003, 6, 73–85. [CrossRef] [PubMed]
116. Paglin, S.; Hollister, T.; Delohery, T.; Hackett, N.; McMahill, M.; Sphicas, E.; Domingo, D.; Yahalom, J. A Novel Response of

Cancer Cells to Radiation Involves Autophagy and Formation of Acidic Vesicles. Available online: https://pubmed.ncbi.nlm.nih.
gov/11212227/ (accessed on 31 March 2021).

117. Giusiano, S.; Garcia, S.; Andrieu, C.; Dusetti, N.J.; Bastide, C.; Gleave, M.; Taranger-Charpin, C.; Iovanna, J.L.; Rocchi, P. TP53INP1
overexpression in prostate cancer correlates with poor prognostic factors and is predictive of biological cancer relapse. Prostate
2012, 72, 117–128. [CrossRef] [PubMed]

118. Lamouille, S.; Xu, J.; Derynck, R. Molecular mechanisms of epithelial-mesenchymal transition. Nat. Rev. Mol. Cell Biol. 2014, 15,
178–196. [CrossRef]

119. Gan, Y.; Shi, C.; Inge, L.; Hibner, M.; Balducci, J.; Huang, Y. Differential roles of ERK and Akt pathways in regulation of
EGFR-mediated signaling and motility in prostate cancer cells. Oncogene 2010, 29, 4947–4958. [CrossRef]

120. Sato, F.; Kubota, Y.; Natsuizaka, M.; Maehara, O.; Hatanaka, Y.; Marukawa, K.; Terashita, K.; Suda, G.; Ohnishi, S.; Shimizu,
Y.; et al. EGFR inhibitors prevent induction of cancer stem-like cells in esophageal squamous cell carcinoma by suppressing
epithelial-mesenchymal transition. Cancer Biol. Ther. 2015, 16, 933–940. [CrossRef]

121. Maitland, N.J. Resistance to antiandrogens in prostate cancer: Is it inevitable, intrinsic or induced? Cancers 2021, 13, 327.
[CrossRef]

122. Maloney, S.M.; Hoover, C.A.; Morejon-Lasso, L.V.; Prosperi, J.R. Mechanisms of taxane resistance. Cancers 2020, 12, 3323.
[CrossRef]

123. Qu, F.; Cui, X.; Hong, Y.; Wang, J.; Li, Y.; Chen, L.; Liu, Y.; Gao, Y.; Xu, D.; Wang, Q. MicroRNA-185 suppresses proliferation,
invasion, migration, and tumorigenicity of human prostate cancer cells through targeting androgen receptor. Mol. Cell. Biochem.
2013, 377, 121–130. [CrossRef] [PubMed]

124. Liu, C.; Chen, Z.; Hu, X.; Wang, L.; Li, C.; Xue, J.; Zhang, P.; Chen, W.; Jiang, A. MicroRNA-185 downregulates androgen receptor
expression in the LNCaP prostate carcinoma cell line. Mol. Med. Rep. 2015, 11, 4625–4632. [CrossRef] [PubMed]

125. Jiang, C.Y.; Ruan, Y.; Wang, X.H.; Zhao, W.; Jiang, Q.; Jing, Y.F.; Han, B.M.; Xia, S.J.; Zhao, F.J. MiR-185 attenuates androgen receptor
function in prostate cancer indirectly by targeting bromodomain containing 8 isoform 2, an androgen receptor co-activator. Mol.
Cell. Endocrinol. 2016, 427, 13–20. [CrossRef] [PubMed]

126. Li, X.; Chen, Y.T.; Josson, S.; Mukhopadhyay, N.K.; Kim, J.; Freeman, M.R.; Huang, W.C. MicroRNA-185 and 342 Inhibit
Tumorigenicity and Induce Apoptosis through Blockade of the SREBP Metabolic Pathway in Prostate Cancer Cells. PLoS ONE
2013, 8, e70987. [CrossRef]

127. Gui, B.; Hsieh, C.L.; Kantoff, P.W.; Kibel, A.S.; Jia, L. Androgen receptor-mediated downregulation of microRNA-221 and -222 in
castration-resistant prostate cancer. PLoS ONE 2017, 12, e0184166. [CrossRef] [PubMed]

128. Goto, Y.; Kojima, S.; Nishikawa, R.; Kurozumi, A.; Kato, M.; Enokida, H.; Matsushita, R.; Yamazaki, K.; Ishida, Y.; Nakagawa,
M.; et al. MicroRNA expression signature of castration-resistant prostate cancer: The microRNA-221/222 cluster functions as a
tumour suppressor and disease progression marker. Br. J. Cancer 2015, 113, 1055–1065. [CrossRef]

129. Galardi, S.; Mercatelli, N.; Giorda, E.; Massalini, S.; Frajese, G.V.; Ciafrè, S.A.; Farace, M.G. miR-221 and miR-222 expression affects
the proliferation potential of human prostate carcinoma cell lines by targeting p27Kip1. J. Biol. Chem. 2007, 282, 23716–23724.
[CrossRef]

130. Mercatelli, N.; Coppola, V.; Bonci, D.; Miele, F.; Costantini, A.; Guadagnoli, M.; Bonanno, E.; Muto, G.; Frajese, G.V.; De Maria, R.;
et al. The inhibition of the highly expressed mir-221 and mir-222 impairs the growth of prostate carcinoma xenografts in mice.
PLoS ONE 2008, 3, e4029. [CrossRef]

131. Kumar, B.; Khaleghzadegan, S.; Mears, B.; Hatano, K.; Kudrolli, T.A.; Chowdhury, W.H.; Yeater, D.B.; Ewing, C.M.; Luo, J.; Isaacs,
W.B.; et al. Identification of miR-30b-3p and miR-30d-5p as direct regulators of Androgen Receptor signaling in Prostate Cancer
by complementary functional microRNA library screening. Oncotarget 2016, 7, 72593–72607. [CrossRef]

132. Lin, S.J.; Chou, F.J.; Li, L.; Lin, C.Y.; Yeh, S.; Chang, C. Natural killer cells suppress enzalutamide resistance and cell invasion in
the castration resistant prostate cancer via targeting the androgen receptor splicing variant 7 (ARv7). Cancer Lett. 2017, 398, 62–69.
[CrossRef]

133. Shi, X.B.; Ma, A.H.; Xue, L.; Li, M.; Nguyen, H.G.; Yang, J.C.; Tepper, C.G.; Gandour-Edwards, R.; Evans, C.P.; Kung, H.J.; et al.
MIR-124 and androgen receptor signaling inhibitors repress prostate cancer growth by downregulating androgen receptor splice
variants, EZH2, and Src. Cancer Res. 2015, 75, 5309–5317. [CrossRef] [PubMed]

134. Szczyrba, J.; Löprich, E.; Wach, S.; Jung, V.; Unteregger, G.; Barth, S.; Grobholz, R.; Wieland, W.; Stöhr, R.; Hartmann, A.; et al. The
microRNA profile of prostate carcinoma obtained by deep sequencing. Mol. Cancer Res. 2010, 8, 529–538. [CrossRef] [PubMed]

135. Clapé, C.; Fritz, V.; Henriquet, C.; Apparailly, F.; Fernandez, P.L.; Iborra, F.; Avancès, C.; Villalba, M.; Culline, S.; Fajas, L. miR-143
interferes with ERK5 signaling, and abrogates prostate cancer progression in mice. PLoS ONE 2009, 4, e7542. [CrossRef] [PubMed]

http://doi.org/10.1007/s13277-010-0042-8
http://www.ncbi.nlm.nih.gov/pubmed/20490962
http://doi.org/10.1054/drup.2001.0213
http://doi.org/10.1038/sj.pcan.4500628
http://www.ncbi.nlm.nih.gov/pubmed/12664070
https://pubmed.ncbi.nlm.nih.gov/11212227/
https://pubmed.ncbi.nlm.nih.gov/11212227/
http://doi.org/10.1002/pros.21412
http://www.ncbi.nlm.nih.gov/pubmed/21538421
http://doi.org/10.1038/nrm3758
http://doi.org/10.1038/onc.2010.240
http://doi.org/10.1080/15384047.2015.1040959
http://doi.org/10.3390/cancers13020327
http://doi.org/10.3390/cancers12113323
http://doi.org/10.1007/s11010-013-1576-z
http://www.ncbi.nlm.nih.gov/pubmed/23417242
http://doi.org/10.3892/mmr.2015.3332
http://www.ncbi.nlm.nih.gov/pubmed/25673182
http://doi.org/10.1016/j.mce.2016.02.023
http://www.ncbi.nlm.nih.gov/pubmed/26940039
http://doi.org/10.1371/journal.pone.0070987
http://doi.org/10.1371/journal.pone.0184166
http://www.ncbi.nlm.nih.gov/pubmed/28886115
http://doi.org/10.1038/bjc.2015.300
http://doi.org/10.1074/jbc.M701805200
http://doi.org/10.1371/journal.pone.0004029
http://doi.org/10.18632/oncotarget.12241
http://doi.org/10.1016/j.canlet.2017.03.035
http://doi.org/10.1158/0008-5472.CAN-14-0795
http://www.ncbi.nlm.nih.gov/pubmed/26573802
http://doi.org/10.1158/1541-7786.MCR-09-0443
http://www.ncbi.nlm.nih.gov/pubmed/20353999
http://doi.org/10.1371/journal.pone.0007542
http://www.ncbi.nlm.nih.gov/pubmed/19855844


Cancers 2021, 13, 2380 26 of 27

136. Ahmad, I.; Singh, L.B.; Yang, Z.H.; Kalna, G.; Fleming, J.; Fisher, G.; Cooper, C.; Cuzick, J.; Berney, D.M.; Møller, H.; et al. Mir143
expression inversely correlates with nuclear ERK5 immunoreactivity in clinical prostate cancer. Br. J. Cancer 2013, 108, 149–154.
[CrossRef] [PubMed]

137. Xu, B.; Niu, X.; Zhang, X.; Tao, J.; Wu, D.; Wang, Z.; Li, P.; Zhang, W.; Wu, H.; Feng, N.; et al. MiR-143 decreases prostate cancer
cells proliferation and migration and enhances their sensitivity to docetaxel through suppression of KRAS. Mol. Cell. Biochem.
2011, 350, 207–213. [CrossRef]

138. Feng, Q.; He, P.; Wang, Y. MicroRNA-223-3p regulates cell chemo-sensitivity by targeting FOXO3 in prostatic cancer. Gene 2018,
658, 152–158. [CrossRef] [PubMed]

139. Gao, Q.; Zheng, J. microRNA-323 upregulation promotes prostate cancer growth and docetaxel resistance by repressing p73.
Biomed. Pharmacother. 2018, 97, 528–534. [CrossRef]

140. Wang, Y.; Lieberman, R.; Pan, J.; Zhang, Q.; Du, M.; Zhang, P.; Nevalainen, M.; Kohli, M.; Shenoy, N.K.; Meng, H.; et al. miR-375
induces docetaxel resistance in prostate cancer by targeting SEC23A and YAP1. Mol. Cancer 2016, 15, 1–11. [CrossRef]

141. Fujita, Y.; Kojima, K.; Ohhashi, R.; Hamada, N.; Nozawa, Y.; Kitamoto, A.; Sato, A.; Kondo, S.; Kojima, T.; Deguchi, T.; et al.
MiR-148a attenuates paclitaxel resistance of hormone-refractory, drug-resistant prostate cancer PC3 cells by regulating MSK1
expression. J. Biol. Chem. 2010, 285, 19076–19084. [CrossRef] [PubMed]

142. Dillhoff, M.; Liu, J.; Frankel, W.; Croce, C.; Bloomston, M. MicroRNA-21 is overexpressed in pancreatic cancer and a potential
predictor of survival. J. Gastrointest. Surg. 2008, 12, 2171–2176. [CrossRef]

143. Zhang, Z.; Li, Z.; Gao, C.; Chen, P.; Chen, J.; Liu, W.; Xiao, S.; Lu, H. miR-21 plays a pivotal role in gastric cancer pathogenesis and
progression. Lab. Investig. 2008, 88, 1358–1366. [CrossRef] [PubMed]

144. Ribas, J.; Ni, X.; Haffner, M.; Wentzel, E.A.; Salmasi, A.H.; Chowdhury, W.H.; Kudrolli, T.A.; Yegnasubramanian, S.; Luo, J.;
Rodriguez, R.; et al. miR-21: An androgen receptor-regulated microRNA that promotes hormone-dependent and hormone-
independent prostate cancer growth. Cancer Res. 2009, 69, 7165–7169. [CrossRef] [PubMed]

145. Shi, G.H.; Ye, D.W.; Yao, X.D.; Zhang, S.L.; Dai, B.; Zhang, H.L.; Shen, Y.J.; Zhu, Y.; Zhu, Y.P.; Xiao, W.J.; et al. Involvement of
microRNA-21 in mediating chemo-resistance to docetaxel in androgen-independent prostate cancer PC3 cells. Acta Pharmacol.
Sin. 2010, 31, 867–873. [CrossRef]

146. Dong, B.; Shi, Z.; Wang, J.; Wu, J.; Yang, Z.; Fang, K. IL-6 inhibits the targeted modulation of PDCD4 by miR-21 in prostate cancer.
PLoS ONE 2015, 10, e0134366. [CrossRef] [PubMed]

147. Mattie, M.D.; Benz, C.C.; Bowers, J.; Sensinger, K.; Wong, L.; Scott, G.K.; Fedele, V.; Ginzinger, D.; Getts, R.; Haqq, C. Optimized
high-throughput microRNA expression profiling provides novel biomarker assessment of clinical prostate and breast cancer
biopsies. Mol. Cancer 2006, 5, 24. [CrossRef] [PubMed]

148. Kojima, K.; Fujita, Y.; Nozawa, Y.; Deguchi, T.; Ito, M. MiR-34a attenuates paclitaxel-resistance of hormone-refractory prostate
cancer PC3 cells through direct and indirect mechanisms. Prostate 2010, 70, 1501–1512. [CrossRef] [PubMed]

149. Rokhlin, O.W.; Scheinker, V.S.; Taghiyev, A.F.; Bumcrot, D.; Glover, R.A.; Cohen, M.B. MicroRNA-34 mediates AR-dependent
p53-induced apoptosis in prostate cancer. Cancer Biol. Ther. 2008, 7, 1288–1296. [CrossRef]

150. Verdoodt, B.; Neid, M.; Vogt, M.; Kuhn, V.; Liffers, S.T.; Palisaar, R.J.; Noldus, J.; Tannapfel, A.; Mirmohammadsadegh, A.
MicroRNA-205, a novel regulator of the anti-apoptotic protein Bcl2, is downregulated in prostate cancer. Int. J. Oncol. 2013, 43,
307–314. [CrossRef]

151. Bhatnagar, N.; Li, X.; Padi, S.K.R.; Zhang, Q.; Tang, M.S.; Guo, B. Downregulation of miR-205 and miR-31 confers resistance to
chemotherapy-induced apoptosis in prostate cancer cells. Cell Death Dis. 2010, 1, e105. [CrossRef]

152. Kong, D.; Li, Y.; Wang, Z.; Banerjee, S.; Ahmad, A.; Kim, H.R.C.; Sarkar, F.H. miR-200 regulates PDGF-D-mediated epithelial-
mesenchymal transition, adhesion, and invasion of prostate cancer cells. Stem Cells 2009, 27, 1712–1721. [CrossRef]

153. Reichert, M.; Bakir, B.; Moreira, L.; Pitarresi, J.R.; Feldmann, K.; Simon, L.; Suzuki, K.; Maddipati, R.; Rhim, A.D.; Schlitter, A.M.;
et al. Regulation of Epithelial Plasticity Determines Metastatic Organotropism in Pancreatic Cancer. Dev. Cell 2018, 45, 696–711.e8.
[CrossRef]

154. Puhr, M.; Hoefer, J.; Schäfer, G.; Erb, H.H.H.; Oh, S.J.; Klocker, H.; Heidegger, I.; Neuwirt, H.; Culig, Z. Epithelial-to-mesenchymal
transition leads to docetaxel resistance in prostate cancer and is mediated by reduced expression of miR-200c and miR-205. Am. J.
Pathol. 2012, 181, 2188–2201. [CrossRef]

155. Yu, J.; Lu, Y.; Cui, D.; Li, E.; Zhu, Y.; Zhao, Y.; Zhao, F.; Xia, S. miR-200b suppresses cell proliferation, migration and enhances
chemosensitivity in prostate cancer by regulating Bmi-1. Oncol. Rep. 2014, 31, 910–918. [CrossRef]

156. Khan, A.P.; Poisson, L.M.; Bhat, V.B.; Fermin, D.; Zhao, R.; Kalyana-Sundaram, S.; Michailidis, G.; Nesvizhskii, A.I.; Omenn, G.S.;
Chinnaiyan, A.M.; et al. Quantitative proteomic profiling of prostate cancer reveals a role for miR-128 in prostate cancer. Mol.
Cell. Proteom. 2010, 9, 298–312. [CrossRef] [PubMed]

157. Sun, X.; Li, Y.; Yu, J.; Pei, H.; Luo, P.; Zhang, J. miR-128 modulates chemosensitivity and invasion of prostate cancer cells through
targeting ZEB1. Jpn. J. Clin. Oncol. 2015, 45, 474–482. [CrossRef]

158. Jiang, X.; Guo, S.; Zhang, Y.; Zhao, Y.; Li, X.; Jia, Y.; Xu, Y.; Ma, B. LncRNA NEAT1 promotes docetaxel resistance in prostate
cancer by regulating ACSL4 via sponging miR-34a-5p and miR-204-5p. Cell. Signal. 2020, 65, 109422. [CrossRef] [PubMed]

159. Ma, Y.; Fan, B.; Ren, Z.; Liu, B.; Wang, Y. Long noncoding RNA DANCR contributes to docetaxel resistance in prostate cancer
through targeting the miR-34a-5p/JAG1 pathway. OncoTargets Ther. 2019, 12, 5485–5497. [CrossRef]

http://doi.org/10.1038/bjc.2012.510
http://www.ncbi.nlm.nih.gov/pubmed/23321517
http://doi.org/10.1007/s11010-010-0700-6
http://doi.org/10.1016/j.gene.2018.03.013
http://www.ncbi.nlm.nih.gov/pubmed/29518547
http://doi.org/10.1016/j.biopha.2017.10.040
http://doi.org/10.1186/s12943-016-0556-9
http://doi.org/10.1074/jbc.M109.079525
http://www.ncbi.nlm.nih.gov/pubmed/20406806
http://doi.org/10.1007/s11605-008-0584-x
http://doi.org/10.1038/labinvest.2008.94
http://www.ncbi.nlm.nih.gov/pubmed/18794849
http://doi.org/10.1158/0008-5472.CAN-09-1448
http://www.ncbi.nlm.nih.gov/pubmed/19738047
http://doi.org/10.1038/aps.2010.48
http://doi.org/10.1371/journal.pone.0134366
http://www.ncbi.nlm.nih.gov/pubmed/26252635
http://doi.org/10.1186/1476-4598-5-24
http://www.ncbi.nlm.nih.gov/pubmed/16784538
http://doi.org/10.1002/pros.21185
http://www.ncbi.nlm.nih.gov/pubmed/20687223
http://doi.org/10.4161/cbt.7.8.6284
http://doi.org/10.3892/ijo.2013.1915
http://doi.org/10.1038/cddis.2010.85
http://doi.org/10.1002/stem.101
http://doi.org/10.1016/j.devcel.2018.05.025
http://doi.org/10.1016/j.ajpath.2012.08.011
http://doi.org/10.3892/or.2013.2897
http://doi.org/10.1074/mcp.M900159-MCP200
http://www.ncbi.nlm.nih.gov/pubmed/19955085
http://doi.org/10.1093/jjco/hyv027
http://doi.org/10.1016/j.cellsig.2019.109422
http://www.ncbi.nlm.nih.gov/pubmed/31672604
http://doi.org/10.2147/OTT.S197009


Cancers 2021, 13, 2380 27 of 27

160. Shi, X.B.; Xue, L.; Yang, J.; Ma, A.H.; Zhao, J.; Xu, M.; Tepper, C.G.; Evans, C.P.; Kung, H.J.; White, R.W.D.V. An androgen-regulated
miRNA suppresses Bak1 expression and induces androgen-independent growth of prostate cancer cells. Proc. Natl. Acad. Sci.
USA 2007, 104, 19983–19988. [CrossRef]

161. Zhang, Y.; Zheng, D.; Zhou, T.; Song, H.; Hulsurkar, M.; Su, N.; Liu, Y.; Wang, Z.; Shao, L.; Ittmann, M.; et al. Androgen
deprivation promotes neuroendocrine differentiation and angiogenesis through CREB-EZH2-TSP1 pathway in prostate cancers.
Nat. Commun. 2018, 9, 1–17. [CrossRef] [PubMed]

162. Bhagirath, D.; Liston, M.; Patel, N.; Akoto, T.; Lui, B.; Yang, T.L.; To, D.M.; Majid, S.; Dahiya, R.; Tabatabai, Z.L.; et al. MicroRNA
determinants of neuroendocrine differentiation in metastatic castration-resistant prostate cancer. Oncogene 2020, 39, 7209–7223.
[CrossRef]

163. Jiao, L.; Deng, Z.; Xu, C.; Yu, Y.; Li, Y.; Yang, C.; Chen, J.; Liu, Z.; Huang, G.; Li, L.C.; et al. miR-663 induces castration-resistant
prostate cancer transformation and predicts clinical recurrence. J. Cell. Physiol. 2014, 229, 834–844. [CrossRef] [PubMed]

164. Akoto, T.; Bhagirath, D.; Saini, S. MicroRNAs in treatment-induced neuroendocrine differentiation in prostate cancer. Cancer
Drug Resist. 2020, 3, 804. [CrossRef]

165. Ye, Y.; Zhang, L.; Dai, Y.; Wang, Z.; Li, C.; Peng, Y.; Ma, D.; He, P. PSMA-targeting reduction-cleavable hyperbranched polyamide-
amine gene delivery system to treat the bone metastases of prostate cancer. Int. J. Nanomed. 2020, 15, 7173–7184. [CrossRef]

166. Wu, X.; Tai, Z.; Zhu, Q.; Fan, W.; Ding, B.; Zhang, W.; Zhang, L.; Yao, C.; Wang, X.; Ding, X.; et al. Study on the prostate
cancer-targeting mechanism of aptamer-modified nanoparticles and their potential anticancer effect in vivo. Int. J. Nanomed. 2014,
9, 5431–5440. [CrossRef]

167. Zhang, T.; Xue, X.; He, D.; Hsieh, J.T. A prostate cancer-targeted polyarginine-disulfide linked PEI nanocarrier for delivery of
microRNA. Cancer Lett. 2015, 365, 156–165. [CrossRef] [PubMed]

168. Hao, Z.; Fan, W.; Hao, J.; Wu, X.; Zeng, G.Q.; Zhang, L.J.; Nie, S.F.; Wang, X.D. Efficient delivery of micro RNA to bone-metastatic
prostate tumors by using aptamer-conjugated atelocollagen in vitro and in vivo. Drug Deliv. 2016, 23, 874–881. [CrossRef]
[PubMed]

http://doi.org/10.1073/pnas.0706641104
http://doi.org/10.1038/s41467-018-06177-2
http://www.ncbi.nlm.nih.gov/pubmed/30287808
http://doi.org/10.1038/s41388-020-01493-8
http://doi.org/10.1002/jcp.24510
http://www.ncbi.nlm.nih.gov/pubmed/24243035
http://doi.org/10.20517/cdr.2020.30
http://doi.org/10.2147/IJN.S268398
http://doi.org/10.2147/IJN.S71101
http://doi.org/10.1016/j.canlet.2015.05.003
http://www.ncbi.nlm.nih.gov/pubmed/26054847
http://doi.org/10.3109/10717544.2014.920059
http://www.ncbi.nlm.nih.gov/pubmed/24892627

	Introduction 
	Prostate Cancer Management 
	Radical Prostatectomy and Radiotherapy 
	Androgen Deprivation Therapy 
	Chemotherapy 

	Key Pathways Involved in PCa Growth and Disease Progression 
	Molecular Contributors Underlying PCa Treatment Response 
	Radiotherapy 
	Androgen Deprivation Therapy 
	Chemotherapy 

	MicroRNAs in Cancer 
	MicroRNAs in Prostate Cancer 

	miRNAs Involved in PCa Response to Ionizing Radiation 
	DNA Damage Response 
	Cell Cycle Checkpoints 
	Apoptosis and Autophagy 
	Epithelial-to-Mesenchymal Transition 

	MiRNAs Involved in Drug Response 
	AR Signaling 
	Survival Pathways/Apoptosis Escape 
	Epithelial-to-Mesenchymal Transition Induction 
	Drug Efflux Transporter Activity 

	MiRNAs Involved in Neuroendocrine PCa Development 
	Conclusions 
	References

