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Supplementary Table S1. Statistics of draft genome assembly of G. japonius. 

Statistics Value  

Assembly size (Mb) 778.19 

Number of scaffolds 300 

Number of contigs 317 

Longest scaffold length (Mb) 22.57 

Longest contigs length (Mb) 22.57 

Contig N50 (Mb) 6.60 

Scaffolds N50 (Mb) 6.60 

Contig N90 (Mb) 1.57 

Scaffolds N90 (Mb) 1.62 

GC content (%) 31.10 

 

 


