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PAX5 plays a critical role in B-cell precursor development and is involved in various
chromosomal translocations that involve the fusion of a portion of PAX5 to at least 49
different partners reported to date. Here, we identified a novel PAX5 fusion transcript in a
Ph-positive mixed phenotype acute leukemia case with dic(7;9)(q13;q13), in which a
translocation juxtaposes the 5’ region of PAX5 and the ubiquitin-conjugating enzyme
E2D4 (UBE2D4) to generate a PAX5-UBE2D4 fusion gene. To further explore the general
characteristics and function of PAX5-UBE2D4, we cloned the full-length cDNA, which was
amplified from the bone marrow of the patient. Interestingly, the fusion was located in the
nucleus and negatively affected PAX5 transcription activity. Importantly, the fusion
promoted tumor growth in nude mice and the proliferation of NIH3T3 cells in vitro. In
conclusion, the fusion resulted in partial oncogenic activity, in contrast to the tumor
suppressor activity of wild-type PAX5.
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INTRODUCTION

The transcription factor PAX5 plays a critical role in B-cell development and differentiation and has
been considered to function as a tumor suppressor in B cell precursor acute lymphoblastic leukemia
(BCP-ALL). PAX5 alterations, including deletions, mutations, and rearrangements, occur in
approximately 30% of BCP-ALL cases. Chromosomal rearrangements account for 2–3% of cases
(1–3). It has been well reported that a number of PAX5 rearrangements give rise to in-frame fusion
transcripts that encode chimeric proteins that consistently retain the PAX5 DNA binding domain at
the N terminus, but the C-terminal regions are derived from various partners, including
transcription factors, kinases and structural proteins (4–8). To date, at least 58 fusions have been
identified, and most of them have been found in association with BCP-ALL (9). Only a limited
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number of the reported fusions were recurrent, such as PAX5-
ETV6, PAX5-ELN, and PAX5-PML, while most have been found
in single cases, such as PAX5/ASXL1 and PAX5/FOXP1 (9). In
addition, half of the rearrangements have resulted in PAX5
fusions to genes in the opposite orientation, out-of-frame
fusions or the expression of truncated isoforms (6). Here, we
first identified a novel chromosomal dic(7;9) (p13;p13)
translocation in a Ph-positive mixed phenotype acute leukemia
(MPAL) patient, resulting in a PAX5 out-of-frame fusion with
the ubiquitin-conjugating enzyme E2D4 (UBE2D4), which
functions as a truncated PAX5. In addition, the fusion showed
partial oncogenic activity, which was in contrast with the tumor
suppressor ability of wild-type (WT) PAX5.
CASE DESCRIPTION

A 16-year-old boy was referred to our hospital in January 2010
with recurrent fever and weakness for one month. Physical
examination indicated axillary lymphadenopathy and
hepatosplenomegaly without anemic conjunctiva. The
peripheral blood counts at diagnosis revealed multilineage
cytopenia: hemoglobin 12 g/dL, white blood cells (WBCs)
12.87 x 109/L, and platelets 31 x 109/L. Bone marrow (BM)
aspiration showed hypercellularity with 89.2% blasts and
lymphatic changes. Flow cytometric analysis revealed that
23.4% of the BM blast cells were positive for HLA-DR, CD10,
CD20, CD19, CD13, CD33, CD34, MPO and CD79a but
negative for CD117, CD14, CD15, CD2, CD3, and CD7
(Supplementary Figure 1). Then, the patient was diagnosed
with MPAL with co-expression of myeloid and B lymphoid
lineage antigen according to the 2016 WHO classification. The
karyotype of the bone marrow cells was 45, XY, dic(7;9)(p11-13;
p13), t(9;22)(q34;q11) (8) /46, XY (9). The BCR/ABL (p190)
fusion gene was detected by multiplex reverse transcription-
polymerase chain reaction (RT-PCR), thereby confirming the
diagnosis of Ph-positive mixed phenotype acute leukemia. The
patient accepted tyrosine kinase inhibitor therapy and achieved
remission, which was followed by 2 DVP chemotherapy sessions
(with 70 mg daunorubicin, 4 mg vincristine and 20 mg
dexamethasone). Unfortunately, the patient finally had a
cytological relapse in the bone marrow and died 5 months
after the initial diagnosis.
DISCUSSION AND CONCLUSION

Based on the karyotype of the patient, array comparative
genomic hybridization (array-CGH) analysis was performed,
and the results indicated that the breakpoints were located in
the PAX5 and UBE2D4 genes and revealed the deletion of large
parts of 9p and 7p (Figure 1A). When using the FISH
(fluorescent in situ hybridization) probes RP11-652D9 and
RP11-344B23 corresponding to the 5’ and 3’ sequences of the
PAX5 gene, respectively, we observed a red signal and a yellow
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signal, which was consistent with the results of the array-CGH
analysis (Figure 1B and Supplementary Figure 2). Then, RT-
PCR amplification revealed the presence of PAX5-UBE2D4
fusion transcripts (Supplementary Figure 3). Sanger
sequencing confirmed the out-of-frame fusion of PAX5 exon 7
(NM_016734) with UBE2D4 exon 2 (NM_015983.4), resulting
in the analogous truncated PAX5 protein with the DNA binding
(PBD) domain, OCT domain and homeodomain (HD) of PAX5
and an additional 19-amino acid tail, which does not correspond
to any predicted functional domain (Figure 1C).

To investigate the function of the fusion, we amplified the
full-length cDNA sequence of PAX5 and UBE2D4 that was
retained in the fusion found in the patient, cloned it into a
lentiviral vector (LV5, GenePharm Inc., Shanghai) and the
pcDNA3.1 vector, and fused it with a 3×FLAG-tag. As
Figure 1D shows, we observed nuclear localization of the
fusion, which was expected since the fusion retained the
nuclear localization signal of PAX5 (Figure 1D and
Supplementary Figure 4). Furthermore, we co-transfected
293T cells with the CD19 promotor-LUC construct (PGL3),
pcDNA-PAX5 and increasing amounts of the pcDNA-PAX5-
UBE2D4 (PU) construct. The transcription of the luciferase
reporter gene was significantly downregulated in the presence
of the expression of PU alone compared with that observed in the
presence of wt-PAX5 (Figure 1E). In addition, after concomitant
transfection of wt-PAX5 and PU, PAX5-driven reporter gene
transcription was downregulated (Figure 1E), indicating the
dominant-negative activity of PU. To investigate the function
of PU, HEL cells were transfected with PU (HEL-PU) and the
vector (HEL-LV5). Then, the cells were subcutaneously injected
into 6- to 8-week-old female nude mice (n=6-11). A total of
45.5% (5/11) of mice engrafted with HEL-PU cells developed
tumors, which was obviously greater than the number of mice
who developed tumors in the control (HEL-LV5, 33.3%, 2/6)
group (Figures 2A, B). The mean volume of the tumors in the
PU cohort was much larger than the control cohort (Figure 2C).
In addition, the mean weight of the tumors in the HEL-PU group
was the heaviest when compared with control group
(Figure 2D). In contrast, the PU fusion showed at least partial
oncogenic activity. Furthermore, NIH-3T3 cells expressing the
PU fusion grew significantly faster than the control cells over
72 h and showed an increase in the number of colony forming
units compared with the vector control-expressing cells
(Figures 2E, F).

Dicentric (7;9)(p11-p13;p11-p13) is a very rare but recurrent
abnormality in BCP-ALL patients as well as a limited number of
cases involving PAX5 rearrangement. Indeed, we identified only
7 cases of dic(7;9) from among approximately thousands of cases
with karyotypic data (Supplementary Table 1). Most cases with
the translocation, dicentric abnormality or derivatives of
chromosomes 7 and 9 involving PAX5 rearrangement mainly
presented PAX5-LOC392027, PAX5-POM121, PAX5-ELN, and
PAX5-AUTS2 (4, 8–14). Some aberrant PAX5 transcripts have
also been reported, such as a case of MPAL that harbored der(9)t
(7;9)(q11.2;p13) (10). To our knowledge, this is the first case of
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PAX5 rearrangement in a Ph-positive MAPL patient with dic
(7;9). Previous studies showed that most malignant cells carrying
PAX5 fusions displayed a simple karyotype (6). Coexistence of
the t(9;22)(q34;q11) translocation, which resulted in the
Frontiers in Oncology | www.frontiersin.org 3
formation of the BCR-ABL1 p190 fusion in this study, might
contribute to the cytogenetic complexity and suggest a poor
prognosis. The partner genes involved in the PAX5 fusions were
heterogeneous, but a partner involving a ubiquitin-related gene
A

B

D E

C

FIGURE 1 | (A) Array comparative genomic hybridization showing the breakpoints of 9p13/PAX5 and 7p13/UBE2D4. (B) FISH assay showing the splitting of the N terminus
(green, RP11-344B23) and C-terminus (red, RP11-652D9) of WT PAX5. (C) Sanger sequencing confirmed that PAX5 exon 7 was fused out-of-frame with UBE2D4 exon 2,
and the schematics show the domains of the PAX5-UBE2D4 (PU) fusion protein, including PBD (DNA-binding domain), OP (octapeptide motif), NLS (nuclear localization
sequence) and HD (homeodomain), and an additional 19-amino acid tail encoded by the UBE2D4 gene. (D) Nuclear localization of the PU fusion protein as shown by a
nucleus and cytosol separation assay. (E) The transcription activity of the PU fusion and its dominant negative effect on PAX5 transcription activity based on the CD19
promoter luciferase reporter assay. P values are from Fisher’s exact test. *P ≤ 0.05, **P ≤ 0.01.
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was the first to be reported. Previous reports indicated that half
of the PAX5 fusion genes gave rise to truncated PAX5 proteins,
including those involving out-of-frame fusions (6). Consistently,
the PAX5-UBE2D4 fusion showed the competitive inhibition of
wt-PAX5 transactivating activity, similar to truncated PAX5.
Furthermore, the PAX5-UBE2D4 fusion presented oncogenic
activity in a nude mouse model. In contrast, WT PAX5 showed
tumor suppressive ability both in vivo and in vitro.
PATIENT PERSPECTIVE

Since the diagnosis, the patient received and understood the
cause of his illness, and the possible cause of premature death.
Ultimately, he hoped to get the right treatment.
Frontiers in Oncology | www.frontiersin.org 4
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FIGURE 2 | The oncogenic activity of the PAX5-UBE2D4 (PU) fusion. (A) PAX5-UBE2D4 (PU) increases the number of tumors generated by subcutaneous injection
of HEL cells into nude mice. (B, C) The sizes of the tumor masses and tumor weights (D) after injection of HEL cells expressing the indicated genes. (E) PU fusion
promotes the proliferation and colony formation (F) of NIH-3T3 cells. P values are from Fisher’s exact test. *P < 0.05, **P < 0.01.
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Vos J, et al. PAX5 Mutations Occur Frequently in Adult B-Cell Progenitor
Acute Lymphoblastic Leukemia and PAX5 Haploinsufficiency Is Associated
With BCR-ABL1 and TCF3-PBX1 Fusion Genes: A GRAALL Study.
Leukemia (2009) 23:1989–98. doi: 10.1038/leu.2009.135

2. Mullighan CG, Goorha S, Radtke I, Miller CB, Coustan-Smith E, Dalton JD,
et al. Genome-Wide Analysis of Genetic Alterations in Acute Lymphoblastic
Leukaemia. Nature (2007) 446:758–64. doi: 10.1038/nature05690

3. Nebral K, Denk D, Attarbaschi A, König M, Mann G, Haas OA, et al. Incidence
and Diversity of PAX5 Fusion Genes in Childhood Acute Lymphoblastic
Leukemia. Leukemia (2009) 23:134–43. doi: 10.1038/leu.2008.306

4. Bousquet M, Broccardo C, Quelen C, Meggetto F, Kuhlein E, Delsol G, et al. A
Novel PAX5-ELN Fusion Protein Identified in B-Cell Acute Lymphoblastic
Leukemia Acts as a Dominant Negative on Wild-Type PAX5. Blood (2007)
109:3417–23. doi: 10.1182/blood-2006-05-025221

5. Cazzaniga G, Daniotti M, Tosi S, Giudici G, Aloisi A, Pogliani E, et al. The
Paired Box Domain Gene PAX5 Is Fused to ETV6/TEL in an Acute
Lymphoblastic Leukemia Case. Cancer Res (2001) 61:4666–70.

6. Coyaud E, Struski S, Prade N, Familiades J, Eichner R, Quelen C, et al. Wide
Diversity of PAX5 Alterations in B-ALL: A Groupe Francophone De
Cytogenetique Hematologique Study. Blood (2010) 115:3089–97.
doi: 10.1182/blood-2009-07-234229

7. Nebral K, König M, Harder L, Siebert R, Haas OA, Strehl S. Identification of
PML as Novel PAX5 Fusion Partner in Childhood Acute Lymphoblastic
Leukaemia. Br J Haematol (2007) 139:269–74. doi: 10.1111/j.1365-
2141.2007.06731.x

8. Denk D, Nebral K, Bradtke J, Pass G, Möricke A, Attarbaschi A, et al. PAX5-
AUTS2: A Recurrent Fusion Gene in Childhood B-Cell Precursor Acute
Lymphoblastic Leukemia. Leukemia Res (2012) 36:e178–81. doi: 10.1016/
j.leukres.2012.04.015

9. Atlas Genet Cytogenet Oncol Haematol (2020). Available at: http://
atlasgeneticsoncology.org//Anomalies/del9pALLID1064.html (Accessed
August 15, 2020).
10. Amaki J, Matsushita H, Kitamura Y, Nagao R, Murayama H, Kojima M, et al.
The Formation of an Aberrant PAX5 Transcript in a Patient With Mixed
Phenotype Acute Leukemia Harboring der(9)t(7;9)(q11.2;p13). Leukemia Res
Rep (2016) 5:14–7. doi: 10.1016/j.lrr.2016.04.001

11. Denk D, Bradtke J, König M, Strehl S. PAX5 Fusion Genes in (7;9)(q11.2;p13)
Leukemia: A Case Report and Review of the Literature. Mol Cytogenetics
(2014) 7:13. doi: 10.1186/1755-8166-7-13

12. Pan J, Xue Y, Wu Y, Wang Y, Shen J. Dicentric (7;9)(p11;p11) Is a Rare But
Recurrent Abnormality in Acute Lymphoblastic Leukemia: A Study of 7
Cases. Cancer Genet Cytogenet (2006) 169:159–63. doi: 10.1016/j.
cancergencyto.2006.03.016

13. Shetty D, Talker E, Chaubal K, Bhat V, Narula G. dic(7;9)(p11.1;p11.1) and
del(7)(q36) as a Primary Abnormality in Childhood B-Cell Precursor ALL:
A Case Report. J Assoc Genet Technol (2019) 45:121–3.

14. Gupta A, Reddy KG, Goyal M, Karwa P, Swarupa DG, Kasaragadda MR. dic
(7;9) With Loss of Tp53 Gene in Acute Lymphoblastic Leukemia. Indian J
Pathol Microbiol (2016) 59:571–3. doi: 10.4103/0377-4929.191790

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated organizations, or those of
the publisher, the editors and the reviewers. Any product that may be evaluated in
this article, or claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

Copyright © 2021 Yu, Zeng, Xie, Lu, Cai, Zhang, Pan, Zhao, Sun, Qiu and Chen. This
is an open-access article distributed under the terms of the Creative Commons
Attribution License (CC BY). The use, distribution or reproduction in other forums is
permitted, provided the original author(s) and the copyright owner(s) are credited and
that the original publication in this journal is cited, in accordance with accepted
academic practice. No use, distribution or reproduction is permitted which does not
comply with these terms.
August 2021 | Volume 11 | Article 703612

https://www.frontiersin.org/articles/10.3389/fonc.2021.703612/full#supplementary-material
https://www.frontiersin.org/articles/10.3389/fonc.2021.703612/full#supplementary-material
https://doi.org/10.1038/leu.2009.135
https://doi.org/10.1038/nature05690
https://doi.org/10.1038/leu.2008.306
https://doi.org/10.1182/blood-2006-05-025221
https://doi.org/10.1182/blood-2009-07-234229
https://doi.org/10.1111/j.1365-2141.2007.06731.x
https://doi.org/10.1111/j.1365-2141.2007.06731.x
https://doi.org/10.1016/j.leukres.2012.04.015
https://doi.org/10.1016/j.leukres.2012.04.015
http://atlasgeneticsoncology.org//Anomalies/del9pALLID1064.html
http://atlasgeneticsoncology.org//Anomalies/del9pALLID1064.html
https://doi.org/10.1016/j.lrr.2016.04.001
https://doi.org/10.1186/1755-8166-7-13
https://doi.org/10.1016/j.cancergencyto.2006.03.016
https://doi.org/10.1016/j.cancergencyto.2006.03.016
https://doi.org/10.4103/0377-4929.191790
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/oncology
http://www.frontiersin.org/
https://www.frontiersin.org/journals/oncology#articles

	Case Report: The Formation of a Truncated PAX5 Transcript in a Case of Ph-Positive Mixed Phenotype Acute Leukemia With dic(7;9)(p11-p13;p13)
	Introduction
	Case Description
	Discussion and Conclusion
	Patient Perspective
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Funding
	Supplementary Material
	References



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /PageByPage
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages false
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.40
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /ENU (T&F settings for black and white printer PDFs 20081208)
  >>
  /ExportLayers /ExportVisibleLayers
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName ([High Resolution])
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks true
      /IncludeHyperlinks true
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 6
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


