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[ Abstract ] Nowadays, accumulating evidence indicates that long non-coding RNA (IncRNA) play vital roles in tu-
morigenesis. As a newly discovered IncRNA, FEZ family zinc finger 1-antisense RNA 1 (FEZF1-AS1) is markedly upregulated
in various malignant tumors including non-small cell lung cancer (NSCLC). Aberrant expression of FEZF1-AS1 is related to
clinical characteristics of patients with NSCLC and suggests poor prognosis. Moreover, FEZF1-AS1 can regulate numerous
biological processes, such as cell proliferation, migration and invasion through different mechanisms. In this article, we system-
atically summarize the recent research progress of FEZF1-AS1 in NSCLC, which might be a novel target for clinical therapy.
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FEZF1-AS1Ji A RV IERIFEZF1 mRNAFIE ) FR ik
Yz #m L Wi /N T RNA TR FEZFISE N B 20k 5
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