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Following the publication of the original article [1], the authors identified that Dr. Javad 
Zahiri was not assigned as the co-corresponding author in the published article.

The original article [1] has been corrected.
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CORRECTION

Shirafkan et al. BMC Bioinformatics          (2021) 22:366  
https://doi.org/10.1186/s12859-021-04257-7

The original article can be 
found online at https://​doi.​
org/​10.​1186/​s12859-​021-​
04194-5.
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