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In the article titled “Long Noncoding RNA TUG1/miR-29c
Axis Affects Cell Proliferation, Invasion, and Migration in
Human Pancreatic Cancer” [1], BLASTn results [2] identi-
fied an error in the forward and reverse sequences of the
TUG1 shRNA shown in Section 2.2 of the Materials and
Methods Section. The reverse sequence of the TUG1 shRNA
reported in the original article was identified as targeting the
PMM2 gene sequence; however, the authors have confirmed
that it was a mistake, and the correct sequences are as follows:

Correct forward sequence should read as follows:
5′-gatccGCTTGGCTTCTATTCTGAATCCTTTCAAG

AGAAGGATTCAGAATAGAAGCCAAGCTTTTTTG-3′.
Correct reverse sequence should read as follows:
5′-CAAAAAAGCTTGGCTTCTATTCTGAATCCTT

CTCTTGAAAGGATTCAGAATAGAAGCCAAGCG-3′.
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