Supplemental Figure 1 that illustrates the Scatter plots of the SNP- gut microbiotas and SNP-COVID-19

association estimates for three gut microbiotas.
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Supplemental Figure 2 that illustrates the Funnel plots between three gut microbiota and COVID_19 risk

estimates.
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Supplemental Figure 3 that illustrates the Leave-one-out plots showed sensitivity analysis results between

three gut microbiotas and COVID-19 risk estimates.
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Supplemental Figure 4 that illustrates the Forest plots showed the association between three gut

microbiotas and COVID-19 risk under the VW method.
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Supplemental Figure 5 that illustrates the Scatter plots of the SNP- blood metabolites and SNP-COVID-

19 association estimates for eighteen blood metabolites.
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Supplemental Figure 6 that illustrates the Funnel plots between eighteen blood metabolites and COVID-

19 risk estimates.
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Supplemental Figure 7 that illustrates the Leave-one-out plots showed sensitivity analysis results between

eighteen blood metabolites on COVID-19 risk.

556107485 - °
34372879 - °
6055350 - <
512716450 - L,
rS77291466 - .
6754181 - o
58693102 - o
558729460 - °
5145982024 - - ‘
162524533 - .
3142461926 - P ;
rs116943713 - o
rs77876488 - -
rsT660693 - -
Al - =
. ' i

=0.10 -0.05 0.00

MR lsave-one-oul sansilivily analysis for
*3-melhyl-2-oxovalerate levels’ on ‘COVID 19’



Supplemental Figure 8 that illustrates the Forest plots showed the association between eighteen blood

metabolites and COVID-19 risk under the IVW method.
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Supplemental Figure 9 that illustrates the TSMR Scatter plots showed SNP- gut microbiotas, SNP- blood

metabolites and SNP- COVID-19 risk association estimates.
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Supplemental Figure 10 that illustrates the TSMR Funnel plots between gut microbiotas, blood

metabolites, COVID-19 risk estimates.
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Supplemental Figure 11 that illustrates the TSMR Leave-one-out plots showed sensitivity analysis results

between gut microbiotas, blood metabolites and COVID-19 risk.
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Supplemental Figure 12 that illustrates the TSMR Forest plots showed the association between gut

microbiotas, blood metabolites, COVID_19 risk estimates under the IVW method.
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