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ABSTRACT Recombinant soluble HIV-1 envelope glycoprotein (Env) SOSIP trimers
are a design platform for inducing broadly neutralizing antibodies (bNAbs) by vacci-
nation. To date, these and alternative designs of native-like trimers, given singly or
in pairs, have not induced bNAbs in test animals such as rabbits or macaques. Here,
we have evaluated whether trivalent and tetravalent combinations of SOSIP trimers
from clades A, B, and C, delivered simultaneously or sequentially, induce better neu-
tralizing antibody responses in rabbits than when given alone. None of the tested
formulations led to the induction of bNAbs. We found that BG505 clade A trimers
dominated the autologous NAb responses induced by combinations, which probably
relates to the presence of immunodominant glycan holes on the BG505 trimer. Further-
more, autologous NAb responses to all individual trimers were reduced when they were
delivered in combinations compared with when delivered alone, suggesting that im-
munogen interference had occurred. Finally, in a sequential regimen, a heterologous
clade C trimer cross-boosted NAb responses that were primed by earlier immunizations
with clade A and B trimers. Taken together, these findings should allow us to improve
the design of immunization regimens based on native-like HIV-1 Env trimers.

IMPORTANCE A successful HIV-1 vaccine most probably requires a trimeric enve-
lope glycoprotein (Env) component, as Env is the only viral protein on the sur-
face of the virus and therefore the only target for neutralizing antibodies.
Native-like Env trimers can induce strain-specific neutralizing antibodies but not
yet broadly neutralizing antibodies. To try to broaden the antibody response, we
immunized rabbits with soluble native-like Env trimers from three different
clades using monovalent, multivalent, and sequential regimens. We found that
the neutralizing antibody response against each immunogen was reduced when
the immunogens were delivered in combination or sequentially compared to the
monovalent regimen. In contrast, when the Env trimers from different clades
were delivered sequentially, the neutralizing antibody response could be cross-
boosted. Although the combination of native-like Env trimers from different
clades did not induce broadly neutralizing antibodies, the results provide clues
on how to use native-like trimers in vaccination experiments.
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After more than 30 years of the HIV/AIDS epidemic, an effective vaccine is not yet
available. One of the many barriers to overcome is the high diversity of viral strains.

The isolation of a considerable number of broadly neutralizing antibodies (bNAbs) from
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infected individuals, i.e., antibodies that can neutralize multiple highly diverse HIV-1
isolates, has fueled hope that bNAbs can be elicited by appropriately designed vaccine
regimens.

Soluble native-like envelope glycoprotein (Env) trimers that mimic the native HIV
spike and that can induce neutralizing antibodies (NAbs) against relatively neutralization-
resistant (tier 2) autologous viruses are a design platform for immunogens intended to
induce bNAbs. Since the description of the prototype native-like trimer, BG505 SOSIP.664,
many more SOSIP or derivative designs have been described (1–5). Trimers based on
diverse genetic backgrounds, including from viruses of clades A, B, C, and G, are now
available, and they generally induce autologous tier 2 NAb responses (4). The principal goal,
to induce neutralization breadth, has not yet been achieved, but one strategy is to try to
build on the narrow-specificity autologous responses (4).

Combination and sequential immunization strategies to broaden NAb responses
have been analyzed by computational simulation. Thus, Wang et al. used a stochastic
dynamic model to predict affinity maturation (6). When all types of immunogens were
allowed simultaneously to encounter follicular dendritic cells (FDCs) for presentation to
B cells, the model predicted that combination immunizations would not induce bNAbs
because individual B cells would encounter different immunogens during the same and
successive immunization rounds. The outcome would be conflicting selection forces
during affinity maturation that would make it difficult to positively select specific, i.e.,
the most desired, B cells. The authors instead proposed an immunization scheme in
which antigens are administered sequentially, a strategy predicted to favor the selec-
tion of the B cells that first interacted with the immunogens (6). In contrast, two other
in silico studies favored the use of antigen combinations to increase breadth (7, 8). The
authors considered the scenario in which each antigen contains both strain-specific and
cross-reactive epitopes, which allowed them to model the specificity of the polyclonal
response. Applied to a malaria vaccine, the model predicted that a combination of four
antigenic variants would be the best way to drive broad neutralization responses (8). In
another model, a B cell was allowed only one opportunity to interact with FDCs during
each round of selection (7). A mixture of antigens and a range of conditions (number
of antigens, concentrations, and mutational separation) were considered, leading to the
conclusion that a mixture of three or four antigens would be nearly optimal for harnessing
the conflicting forces that arise during the affinity maturation process required for bNAb
development (7, 8).

Here, we have used several SOSIP trimers as sequentially or simultaneously delivered
immunogens in strategies guided by the above-described theoretical considerations to
seek neutralization breadth. We have previously reported the outcome of bivalent
immunizations with the clade A BG505 and clade B B41 SOSIP.664 trimers (2, 9).
Whether given sequentially or simultaneously to rabbits, these trimers both induced
autologous NAb responses, but there was no increase in neutralization breadth.
Subsequent boosting with trimers from a clade C virus, DU422, was also ineffectual in
driving breadth, although immunizing with the clade B trimer and then its clade C
counterpart did induce NAbs that could cross-neutralize the clade A BG505 virus (10).
Further and more systematic studies are needed to determine whether multivalent
combination and sequential immunizations might be more effective. We therefore used
SOSIP.v4 and SOSIP.v5 trimer immunogens based on clade A (BG505), clade B (AMC008
and B41), and clade C (ZM197M) sequences (1–3, 9). The SOSIP.v4 and SOSIP.v5 designs
incorporate additional stabilizing mutations that reduce the propensity of the trimer to
undergo receptor-induced conformational changes, and they decrease the presenta-
tion of V3-directed and other nonneutralizing antibody (non-NAb) epitopes (3, 11).
Here, we explored whether using these SOSIP trimers in combination (trivalent or
tetravalent) or in a sequential formulation would increase the breadth of the NAb
response. We observed that none of these strategies induced bNAbs, but we noticed
that sequential immunization with trimers from different clades cross-boosted NAbs
that neutralized clade-A BG505 virus.
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RESULTS
Design of polyvalent and sequential trimer immunization regimens. We com-

pared the immunogenicity of three different immunization regimens in groups of five
rabbits. Single (monovalent) PGT145 affinity-purified SOSIP.v4 or SOSIP.v5 trimers were
compared with combinations of trimers given either simultaneously or sequentially
(Fig. 1A). The 40 animals in monovalent groups 1 to 8 (see Table S1 in the supplemental
material) received three immunizations with 22 �g of trimer (details in Table S1). These
monovalent immunogen groups serve as the comparators between studies for the
more complex regimens and have been previously described (3, 11). They include
historic and contemporaneous control groups (see rabbit study number in Table S1).

In total, 25 animals (groups 9 to 13) received three immunizations with a trivalent
(groups 9 and 10) or tetravalent (groups 11 to 13) trimer combination. In the trivalent
groups, three immunizations of BG505, AMC008, and ZM197M SOSIP.v4 trimers were
given in either a low dose (7.3 �g of each, i.e., 22 �g in total; group 9) or a high dose
(22 �g of each, i.e., 66 �g in total; group 10). The tetravalent groups received three
immunizations with BG505, AMC008, B41, and ZM197M trimers, again either at a low
dose (5.5 �g of each, i.e., 22 �g in total; groups 11 and 13) or a high dose (22 �g of
each, i.e., 88 �g in total; group 12). In the tetravalent study, the rabbits in group 11
received SOSIP.v4 trimers (3), while those in group 13 were given the SOSIP.v5 variants
(11).

Finally, the group 14 rabbits were given sequential immunizations with 22 �g of
SOSIP.v5 trimers in the following order: BG505 at week 0, AMC008 at week 4, and
ZM197M at week 20. This sequence was chosen based on the observation that the
BG505 trimer is more immunogenic (for the autologous NAb response) than AMC008
and ZM197M (3, 11) and because it has a less dense glycan shield than the other two
(i.e., BG505 contains 28 potential N-linked glycosylation sites [PNGS], whereas AMC008
and ZM197M have 31 and 34 PNGS, respectively) (Table 1) (11, 12). Thus, the AMC008
trimer contains a less dense glycan shield than the ZM197M trimer, which has a
comparatively dense and more complete glycan shield (Table 1). The overarching
rationale was that a gradual increase in the density of the glycan shield might drive the
maturation of cross-reactive NAbs (see Discussion).

Autologous anti-trimer binding antibody responses. The time course of binding
Ab responses against the immunogen trimers, measured as median titers across each
group, was assessed by capture enzyme-linked immunosorbent assay (ELISA). In the
animals immunized with single trimers, the autologous anti-trimer ELISA titers in-
creased sharply between weeks 4 and 6 and then again between weeks 20 and 22, i.e.,
after the second and third immunizations, but declined after each of these boosts (Fig.
1B). The half-lives (t1/2) of the titer decays between weeks 6 and 20 were significantly
shorter for ZM197M and BG505 (8 and 13 days) than for AMC008 or B41 (both 18 days;
P value of 0.0041) (Fig. 2A to F). The general profile of autologous binding Ab titers over
time against the AMC008, B41, and ZM197M trimers were similar, while those induced
by BG505 trimers were lower, although not to a statistically significant extent (P value
of 0.0556) (Fig. 1B).

The autologous anti-trimer ELISA titers varied between different immunization
regimens. The binding Ab titers induced by BG505 or B41 trimers were similar over time
whether they were delivered as individual immunogens or in multivalent combinations,
while the responses to AMC008 and ZM197M trimers were slightly weaker for combi-
nation regimens than for the monovalent ones, but not to a statistically significant
extent (Fig. 1C). The quantity of trimers used for immunizations (low- versus high-dose
formulation) did not influence the resulting autologous anti-trimer titers (Fig. 1D).
Sequential immunizations generally resulted in lower anti-trimer titers, but the maxi-
mum titer depended on when a particular trimer was given (Fig. 1C). Thus, at week 6,
the responses to BG505, the first in the sequential regimen, were similar to those in the
monovalent BG505 trimer group (compare Fig. 1C and A). They remained somewhat
lower in the sequential than in the monovalent group until week 22, suggesting that
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FIG 1 Monovalent and multivalent vaccine regimens and anti-trimer binding titers. (A) Schematic representation of the immuni-
zation schedule and regimens. Rabbits were immunized at weeks 0, 4, and 20 (blue arrows) with one or multiple trimers depending
on the regimen. Serial bleeds were taken at weeks 0, 4, 6, 8, 12, 16, 20, and 22 (black arrows) for determination of anti-trimer and
NAb titers. In the monovalent arms (groups 1 to 8; defined in Table S1 in the supplemental material), the rabbits received three
doses of 22 �g of the same trimer (i.e., BG505, AMC008, B41, or ZM197M). In the combination arms (groups 9 to 13), the rabbits
were given either a trivalent formulation of BG505, AMC008, and ZM197M trimers or a tetravalent formulation of the same trimers
plus B41. In groups 10 and 12 the immunogen dose was 22 �g of each constituent trimer (high dose); in groups 9, 11, and 13 the
total trimer dose was 22 �g (low dose). In the sequential immunization arm (group 14), the rabbits received 22 �g of a different
trimer at each immunization (first, BG505; second, AMC008; third, ZM197M). (B) Anti-trimer binding Ab titers induced by
monovalent trimers. The midpoint binding titer (EC50) over time is shown for each immunogen. (C) Anti-trimer binding Ab titers
induced by each trimer in the monovalent, combination, or sequential immunization groups. The midpoint binding titers (EC50)
induced by the different regimens are displayed for each trimer immunogen: BG505 in different shades of red, upper left; AMC008
in different shades of blue, upper right; ZM197M in different shades of green, lower left; B41 in purple and magenta, lower right.
(D) Midpoint anti-trimer titers (EC50) induced by each trimer in the low (light color)- and high (dark color)-dose combination groups.
(E) Anti-trimer binding Ab titers induced by each trimer in the sequential formulation.
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the BG505 trimer-primed responses were cross-boosted efficiently by the later AMC008
and ZM197M immunizations. By week 22 in the sequential regimen, the anti-BG505,
AMC008, and ZM197M trimer titers were similar to those in the corresponding mon-
ovalent groups (Fig. 1E). Since a different outcome was seen when NAb responses at
week 22 were compared (see below), the anti-trimer binding Abs induced in the
sequential immunization groups may substantially reflect the priming and cross-
boosting of mostly nonneutralizing antibodies (non-NAbs).

As anti-V3 non-NAbs are known to contribute strongly to the anti-trimer ELISA titers,
we measured endpoint titers against autologous V3 peptides at week 22 (3). The
anti-V3 titers for BG505 and B41 were significantly higher in the combination than in
the monovalent groups (P value of 0.0041 for BG505 and P value of 0.0033 for B41).
Thus, when given in combination, these two Env trimers cross-boosted anti-V3 non-
NAbs (Fig. 2G). However, this was not the case for AMC008 and ZM197M, as these
anti-V3 titers were similar in the monovalent and combination groups, suggesting that
other non-NAb responses were cross-boosted (Fig. 2G). In the sequential immunization
regimen, the anti-BG505 V3 titer was higher than that in the monovalent BG505 group
at week 22 (P value of 0.0079) (Fig. 2G), but the AMC008 and ZM197M V3 titers were
similar in the two immunization groups (Fig. 2G). Overall, this indicates that while the
V3 of BG505 and B41 might be more antigenic after immunization, V3 responses
against AMC008 and ZM197M are more difficult to cross-boost.

NAbs against autologous viruses. When autologous NAb responses were mea-
sured 2 weeks after the last immunization (i.e., at week 22), the immunogenicity
differed among the trimers, consistent with previous reports (3, 10, 11). Thus, the BG505
trimers induced �10-fold higher autologous NAb titers as a monovalent immunogen
than did AMC008, B41, or ZM197M (P value of 0.0003) and �30-fold higher titers when
given as part of a combination than those of other trimers in combination pools (P �

0.0001) (Fig. 3A, left).
Sera from animals immunized with a single trimer consistently neutralized the

corresponding autologous tier 2 virus more potently than sera from the combination
groups (Fig. 3B). Thus, the BG505 NAb titer for the monovalent group was 4.5-fold
higher (P value of 0.0083) than that for the combination groups. One explanation is
interference by the other trimers in the mixture, and another is a dose reduction effect
in some of the combinations (see below). Similar findings applied to the other trimers
(AMC008, �7.5-fold lower for combination groups than for monovalent, P value of
0.0081; B41, �50-fold lower, P value of �0.0001; ZM197M, �3-fold lower, not signifi-
cant [NS]; all four viruses combined, �6-fold lower, P value of �0.0001).

To assess whether dose variation had any influence, we next compared the
monovalent groups with only the high-dose combination groups, as the 22-�g dose
was the same in each case. The BG505 NAb titers were now �2-fold higher in the
monovalent group than in the high-dose combination group (NS), but greater
differences were found for the other trimers (AMC008, �6-fold difference, P value

TABLE 1 Summary of potential N-linked glycosylation sites in BG505, AMC008, B41, and ZM197M immunogensa

aPNGS are numbered according to their position in the sequence aligned to that of HXB2. Orange boxes indicate positions in conserved regions that frequently
harbor a PNGS (�50% frequency across HIV strains and types) but where a PNGS is absent from BG505, AMC008, B41, or ZM197M.
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of 0.0045; B41, �52-fold difference, P value of �0.0001; ZM197M, �3-fold differ-
ence, NS). These differences were not seen in the anti-trimer binding antibody
analyses described above, implying that the latter assay outcomes were skewed by
the presence of substantial amounts of non-NAbs (Fig. 1C, week 22). Overall, the
autologous NAb responses are reduced when trimers are used in multivalent
formulations (Fig. 3B). The extent of this reduction for combination compared with
the monovalent formulation was greater for the AMC008 and B41 trimers than for
BG505 (Fig. 3B). It is, therefore, possible that the BG505 trimer dominates in the
induction of NAbs at the expense of those elicited by its AMC008 and B41
counterparts when they are codelivered.

We then compared the low- and high-dose multivalent groups. The BG505 trimers
induced �4-fold higher autologous NAb titers at the high dose than the low dose
(P value of 0.018) (Fig. 3C). In contrast, for ZM197M the stronger responses were
seen in the low-dose groups (2 of 10 animals had NAb titers of �40 in the high-dose
groups but 5 of 10 at the lower dose; P value of 0.0360) (Fig. 3C). Hence, immuno-

FIG 2 Decay rates of anti-trimer binding titers and V3 peptide binding titers in monovalent, combination, and sequential regimens. (A to E) The decay curves
of anti-trimer binding Ab titers (EC50) after the second vaccination (i.e., between weeks 6 and 20) with a single (monovalent) or multiple trimer(s) are shown.
In each panel, the median anti-trimer Ab titers (EC50s) and the nonlinear regression curves of one-phase decay unconstrained equations are displayed. (A) Decay
curves of anti-trimer binding Ab titers in monovalent regimens. (B to E) Comparison of decay curves of anti-trimer binding Ab titers in monovalent, combination,
and sequential regimens for BG505 (B), AMC008 (C), ZM197M (D), and B41 (E). (F) Summary of half-lives (in weeks and days) of the Ab binding titers between
weeks 6 and 20, calculated for each immunogen with the previously mentioned one-phase unconstrained equation (see Materials and Methods). (G) The
midpoint V3 peptide binding Ab titers (EC50) were calculated by ELISA and plotted.
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gen interference may be more likely than a dose reduction effect to account for any
reduced immunogenicity of the ZM197M trimer in combinations. When we com-
pared the autologous NAb responses in the tetravalent and trivalent groups,
neutralization of AMC008 was consistently moderate in the tetravalent group (8 of

FIG 3 Autologous NAbs induced by monovalent and multivalent regimens. NAb titers at week 22 were assessed in the TZM-bl assay (9, 10). Individual ID50

values are reported in Table S1 in the supplemental material. The bars show the median midpoint neutralization titers (ID50) and ranges. (A) Autologous NAb
titers for the monovalent (left) and combination (middle) groups, with BG505 in red, AMC008 in blue, B41 in purple, and ZM197M in green. The bar chart on
the right shows the fold decrease in autologous NAb median ID50 values between the monovalent and combination formulation groups. (B to F, left) Autologous
NAb titers (ID50 values) for each trimer/virus pair. (Right) Pooled autologous NAb titers for all of the trimers and the corresponding viruses. The comparisons
of autologous NAb titers are the following: monovalent versus combination regimens (B); low- versus high-dose combinations (C); trivalent versus tetravalent
combinations (D); SOSIP.v4 versus SOSIP.v5 trimers in combination (E); monovalent versus low-dose trivalent versus sequential formulations (F).
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10 versus 0 of 10 sera with NAb titers of �40, respectively; P value of 0.0002) (Fig.
3D). One possibility is that the presence of additional clade B trimers (i.e., B41) in
the tetravalent combination induced cross-reactive, low-titer NAbs against AMC008.
The autologous NAb titers for BG505 and ZM197M (B41 was only given in the
trivalent combination) did not differ between the tetravalent and trivalent formu-
lations.

We next assessed whether trimer design SOSIP.v4 or SOSIP.v5 influenced the
induction of autologous NAbs in the low-dose tetravalent combination groups. While
we did not see a difference in BG505, AMC008, and B41 NAb responses, we observed
that the ZM197M SOSIP.v4 trimers induced stronger, although still weak, autologous
NAb responses than the SOSIP.v5 variant (P value of 0.0317) (Fig. 3E).

At week 22 in the sequential immunizations, autologous NAb responses against
BG505 and AMC008 were weak, and there was no neutralization of ZM197M (Fig. 3D).
In general, autologous NAb responses appear to require at least two immunizations
with the same trimer (10), which reduces the comparability of the sequential regimen
with the other groups. The cumulative immunogen dose administered in the sequential
regimen is closest to the low-dose trivalent group, where the rabbits received the same
amount (22 �g) of all three trimers but split between three immunizations (Fig. 3F). In
the sequential group, 4 of 5 rabbits induced NAbs against BG505 but at titers 4.5-fold
lower than those in the monovalent group (P value of 0.0039) and 3.2-fold lower than
those in the low-dose trivalent combination groups (NS). For AMC008, the correspond-
ing NAb titer reduction compared with the monovalent regimen was �3-fold (P value
of 0.0007), but the NAb titer was �4-fold higher than that in the low-dose trivalent
regimen (P value of 0.0079). For ZM197M, 2 of 5 rabbits in the low-dose trivalent group
had measurable autologous NAbs (titers of �40), but 0 of 5 in the sequential group did
so (NS), and for the monovalent group the corresponding frequency was 7 out of 10
(Fig. 3F). Thus, overall the sequential regimen was inferior to the combination regimen
at inducing autologous antibodies.

In the sequential immunization group, NAbs against BG505 and AMC008 appeared
only after the third immunization, i.e., with the ZM197M trimer. The explanation could
be that this heterologous trimer cross-boosted NAb responses to AMC008 and BG505
that were primed by the first two immunizations with the BG505 and AMC008 trimers,
respectively (Fig. 4A and B and Table 2). This observation is consistent with the
low-level cross-neutralization of both BG505 and AMC008 seen in the monovalent
ZM197M trimer group (Table S1).

NAbs against heterologous viruses. To assess neutralization breadth, we tested

sera from every rabbit at week 22, first against two heterologous tier 1A (SF162.LS,
clade B, and MW965.26, clade C) and then 16 tier 2 Env-pseudotyped viruses (Table S1).
The BG505 SOSIP.v4.1 and SOSIP.v5.2 trimers induced a weak NAb response against
SF162.LS (median titer, 60), consistent with previous reports on these immunogens (Fig.
5A) (3, 11). The SF162.LS NAb response was �4-fold higher in rabbits given AMC008,
B41, or ZM197M trimers (P value of 0.0051 for the pooled data set compared with
BG505). In the sequential and combination immunizations, the SF162.LS NAb titers
were �3-fold greater for the combination groups than those for the pooled monova-
lent groups (P � 0.0001) and �8-fold higher than those for the sequential groups (P
value of 0.0394). NAb titers against MW965.26 were moderate for monovalent BG505-,
AMC008-, and B41-immunized groups (median titer, 100 to 300) (Fig. 5B) but signifi-
cantly higher in animals given the clade C-matched ZM197M trimers (median titer,
2,000; P value of 0.0009 compared with the other clades pooled) (Fig. 5B). The
MW965.26 NAb responses in the combination and sequential regimen groups were
similar to those in the monovalent ZM197M trimer group. Overall, pooling tier 1A NAb
data for both viruses showed that the combination and sequential regimens induced
significantly higher titers than the monovalent regimens (combination, �5-fold higher,
P value of �0.0001; sequential, �12-fold higher, P value of 0.0006) (Fig. 5C).
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The monovalent trimer formulations did not induce consistent heterologous tier 2
NAb responses, as described previously (3, 10, 11, 13). However, sera from some rabbits
immunized with AMC008 and ZM197M trimers did neutralize a few tier 2 viruses with
moderate titers (�100) (Fig. 5D and Table S1).

Autologous tier 2 NAbs induced in rabbits and macaques generally target holes in
the glycan shield (10, 12, 14). Here, we hypothesized that density of glycans in the
glycan shield of the immunogen trimers would correlate with the induction of heter-
ologous tier 2 NAbs. The underlying argument is that immunodominant hole-directed
autologous NAbs might interfere with the induction of cross-reactive NAbs against less
immunogenic sites (10, 12). The BG505 and B41 trimers contain a less dense glycan
shield than AMC008 and ZM197M, involving PNGS at 28 (BG505) and 30 (B41) aspar-
agines, whereas the AMC008 trimer contains 32 PNGS (Table 1). In contrast, the
ZM197M trimer, based on our analysis of its amino acid sequence, has a very dense
glycan shield, consisting of 34 PNGS (Table 1). We therefore compared the outcomes of
immunizing with trimers with less dense glycan shields (i.e., BG505 and B41) and ones
with denser glycan shields (i.e., AMC008 and ZM197M, respectively). Sera from rabbits
immunized with the AMC008 and ZM197M trimers neutralized (titers of �40) signifi-
cantly more heterologous tier 2 viruses than their less shielded counterparts. Specifi-
cally, the number of heterologous viruses hit was 8 for AMC008 and 8 for ZM197M
versus 2 for BG505 and 0 for B41 (P value of �0.0001 for AMC008 and ZM197M
compared to BG505 and B41) (Fig. 5D).

The trivalent, tetravalent, and sequential trimer regimens did not induce more
potent or frequent heterologous tier 2 NAbs than the monovalent groups (Fig. 5D and
Table S1). However, the heterologous NAb responses were more frequent and showed
higher titers in the tetravalent than the trivalent group (P � 0.0001) (Fig. 5D). The B41
trimer was the one present only in the tetravalent combinations, so it is possible that
it contributed to the increased breadth despite its inability to elicit heterologous tier 2
NAbs as a monovalent immunogen.

FIG 4 Autologous NAbs induced by combination and sequential regimens over time. NAb titers (ID50) at weeks 4, 6, 20, and 22 were assessed in the TZM-bl
assay. Individual ID50 values are reported in Table 2. Median midpoint neutralization titers are shown. (A) Autologous NAb titers in the combination regimen
induced by BG505, ZM197M, AMC008, and B41. (B) Autologous NAb titers in the sequential regimen.
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TABLE 2 Autologous neutralizing antibody titers induced by each immunogen over timea

aThe TZM-bl assay was performed at the Academic Medical Center (AMC). ID50 values are shown and colored
according to their magnitude. White, ID50 � 20; gray, 20 � ID50 � 40; yellow, 40 � ID50 � 100; orange,
100 � ID50 � 1,000; red, ID50 � 1,000.
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Overall, the SOSIP trimers differed in their capacity to induce heterologous NAbs,
which may be related to the completeness of their glycan shields. However, simply
mixing trimers from different clades is not sufficient to induce neutralization breadth.

DISCUSSION

Sequential and cocktail immunization strategies have previously been explored for
HIV-1 Env immunogens using DNA vaccines, recombinant gp120, or uncleaved gp140
immunogens (15–20). Generally, these studies showed that cocktail and sequential
immunization regimens induced higher NAb responses against easy-to-neutralize (tier
1) viruses than monovalent vaccines, and our findings are consistent with this (Fig. 5A
to C). However, these earlier immunogens did not consistently elicit NAb responses
against difficult-to-neutralize (tier 2) viruses that are representative for the majority of
circulating primary HIV-1 isolates. The ability of native-like trimers to induce tier 2 NAbs
consistently prompted us to assess the capacity of native-like trimers from clades A, B,
and C to generate NAbs when administered to rabbits in combination or sequentially.
Our principal conclusion is that neither strategy is sufficient to elicit bNAbs. However,
several secondary conclusions may guide improvements to trimer-based bNAb induc-
tion programs.

FIG 5 Heterologous NAbs induced by monovalent and multivalent regimens. The midpoint NAb titers (ID50) against tier 1A
viruses SF162 (A) and MW965.26 (B) as determined using TZM-bl assay are plotted, while both data sets are combined in panel
C. (D) Heterologous NAb titers (ID50) against 16 heterologous tier 2 viruses are shown. Individual ID50 values are reported in
Table S1 in the supplemental material.
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First, our results suggest that some trimers, particularly BG505, are immunodomi-
nant when used in combination with others. This observation is consistent with the
strong immunogenicity of the BG505 trimer when used alone (3, 11, 13). Thus, even
though all four trimers in a tetravalent combination elicited autologous NAbs, the
highest titers against BG505 and AMC008 failed to elicit autologous NAbs in a trivalent
combination. Moreover, the BG505 trimer was more prone than the other three trimers
to interfere with the other components of the combinations (see below). One plausible
explanation is that the presence of the large immunodominant glycan hole around
residues 241 and 289 skews the response toward the BG505 trimer rather than
generating a more balanced set of NAbs to the full combination (10, 12). In this context,
we noted that the BG505 and B41 trimers, which lack two and three relatively
conserved PNGS, respectively, induce strong autologous tier 2 NAbs but with few if any
signs of cross-neutralizing antibodies. The AMC008 and ZM197M trimers, which lack
only one or no conserved PNGS, induce lower titers of autologous NAbs but raise
heterologous tier 2 NAbs somewhat more frequently (although still sporadically). It
seems possible that the presence of a dense glycan shield on a trimer might help to
drive the NAb response toward less immunogenic but more conserved epitopes. Filling
holes by introducing glycans into trimers such as BG505 may be a path to explore in
the quest for cross-reactive NAbs.

We also found evidence for immune interference when trimers were given in
combinations, with the effect being a disproportional reduction in the induction of
autologous NAbs by some components. In short, autologous NAb titers were overall
lower in combination or sequential immunizations than in monovalent regimens.
Models of how GCs respond to immunogen combinations suggest that when individual
B cells encounter different antigens, the conflicting selection forces during affinity
maturation favor B cell apoptosis, a scenario that might be consistent with our findings
(6). However, the same models also suggest that sequential immunogen regimens
should drive broader NAb responses, since B cells that target relatively conserved
epitopes would be activated by each immunogen boost. However, we did not observe
this. When bNAbs emerge during HIV-1 infection after multiple rounds of affinity
maturation, the antigens involved are usually more closely related than the sequence-
diverse trimers from clades A, B, and C we used in this study. The scenario found during
infection might lead to the preferential activation of B cells recognizing shared epitopes
and therefore fewer conflicting signals to the B cells. Several groups have studied Env
evolution in HIV-1-infected individuals that developed bNAbs (21–25). Hence, sequen-
tial and combination regimens with closely related Env sequences from longitudinal
samples from individual patients become feasible and should be tested.

Our third observation is that the B cell responses to trimers in combination are
independent of one another, such that multiple autologous NAbs, but not cross-
reactive ones, emerge. However, autologous NAbs against all of the immunogen
trimers were seen only for the tetravalent combination and not the trivalent one. An
explanation may be that the presence of two clade B trimers (B41 and AMC008) in the
tetravalent regimen strengthened the NAb response against AMC008. Again, the use of
more closely related trimers might be beneficial for driving some degree of neutral-
ization breadth. Trimers derived from evolving Env sequences in the same HIV-1-
infected individual might be particularly worth studying in this regard.

We also found that the binding titers in the sequential and combination groups at
week 22 all reached a similar level, which must have involved cross-boosting. However,
since this breadth is not in line with the NAb titers, we can conclude that the cross-boosted
responses mostly comprise non-NAbs, which are particularly easy to induce and therefore
to cross-boost, as previously reported. Further research should assess whether diminishing
the non-NAb responses would increase the breadth of the NAb responses.

Finally, in the sequential immunogen group we found that clade C trimers cross-
boosted NAb responses active against the clade A and B viruses that had been primed
by the earlier clade A and B trimers. For this to happen, some common antigenic
determinants relevant to neutralization must be shared on these sequence-divergent
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trimers; we note that their antigenicities and structures may differ much less than their
primary sequences. In principle, such observations could be exploited in the design of
future immunization schemes for the elicitation of more broadly active NAbs.

When testing cocktail regimens, we found that tetravalent combinations based on
SOSIP.v4 or SOSIP.v5 induced comparable autologous NAb responses, suggesting that
the SOSIP version and thermostability are not a major determinant for the outcome of
our experiments. This is consistent with the observation that SOSIP version and
thermostability also were not a determining factor for the induction of autologous NAb
responses in immunizations with monovalent vaccines (3, 11). The stability of the trimer
appears to play a less dominant role than the viral isolate from which the trimer is
derived, and as a consequence, the strength of the NAb response differs between
trimers from different viral isolates more so than between different SOSIP trimers from
the same viral strain (3, 11, 13).

In conclusion, the induction of bNAbs requires more than the use of randomly
chosen clade-divergent trimers delivered sequentially or in trivalent/tetravalent com-
binations. Nonetheless, we found some clues to guide the design of superior strategies
based on the use of more closely related trimers, such as those derived from patient-
derived lineages, which could be tested experimentally.

MATERIALS AND METHODS
Immunogens. Native-like trimers based on BG505 (clade A, tier 2), AMC008 and B41 (both clade B,

tier 1B and tier 2, respectively), and ZM197M (clade C) were used as immunogens (1–3). Some trimers
were based on the SOSIP.v4 design, and others were based on SOSIP.v5 (3, 11) (see Table S1 in the
supplemental material). D7324-tagged variants of the same trimers were used in anti-trimer capture
ELISAs as summarized below and described elsewhere (3).

Immunizations. Rabbit immunizations were performed under contract at Covance Research Prod-
ucts, Inc. (Denver, PA, USA), under permits with approval numbers C0022-15, C0045-15, C0119-15, and
C0120-15. The immunization and bleeding schedules are summarized in Fig. 1A. In summary, in the
monovalent and sequential groups, female New Zealand White rabbits (n � 5 per group) were
immunized at weeks 0, 4, and 20 with 22 �g of trimer (based on peptidic mass) formulated in Iscomatrix
adjuvant, as published previously (3, 10, 11, 13). In the combination groups, the animals received either
22 �g of each trimer (high dose) or a total trimer amount of 22 �g (low dose) with the same adjuvant.

Neutralization assays. Autologous and heterologous NAbs were measured in the TZM-bl cell
neutralization assay using sera from week 22, as previously described (13). Viruses of defined tier
classifications were used (26).

Anti-trimer binding antibody ELISA. Titers of trimer binding Abs were assessed using the D7324-
capture ELISA described elsewhere (9, 13). Rabbit sera from various time points (Fig. 1A) were titrated
from a starting dilution of 1:100, and the midpoint titers (50% effective concentration [EC50]) were
determined.

V3 peptide ELISA. Antibodies reactive with V3 peptides were quantified in animals from groups 2,
4, 5, 7, and 9 to 14 as previously described (3). The V3 peptides were identical to the immunogen and
were based on the BG505, B41, AMC008, or ZM197M sequence. The peptides were cyclized by a disulfide
bond between residues 1 and 35 and included the A316W mutation that is present in SOSIP.v4 and
SOSIP.v5 trimers.

Statistics and half-life calculations. Differences between rabbit groups in anti-trimer and autolo-
gous NAb titers, as well as measurements of neutralization breadth, were assessed by two-tailed
Mann-Whitney U test. The half-life (t1/2) of the binding Ab responses after the second immunization, i.e.,
between weeks 6 and 20, were calculated with GraphPad Prism using the one-phase unconstrained
equation Y � (Y0 � plateau) � exp(�K � X) � plateau. Y0 is the binding titer when time is 0. Plateau
is the binding titer when time is infinite. K is the constant rate expressed in reciprocal of days (days�1).
The half-life is computed as ln(2)/K and expressed in days.

SUPPLEMENTAL MATERIAL

Supplemental material for this article may be found at https://doi.org/10.1128/JVI
.01957-17.

SUPPLEMENTAL FILE 1, XLSX file, 0.1 MB.
SUPPLEMENTAL FILE 2, PDF file, 0.1 MB.

ACKNOWLEDGMENTS
This work was supported by National Institutes of Health grant P01 AI110657, the Bill

and Melinda Gates Foundation (grant OPP1132237), and the AIDS Fonds Netherlands,
grant 2012041. R.W.S. is a recipient of a Vidi grant from the Netherlands Organization
for Scientific Research (NWO) and a Starting Investigator Grant from the European

Immunogenicity of SOSIP Trimers Journal of Virology

April 2018 Volume 92 Issue 8 e01957-17 jvi.asm.org 13

https://doi.org/10.1128/JVI.01957-17
https://doi.org/10.1128/JVI.01957-17
http://jvi.asm.org


Research Council (ERC-StG-2011–280829-SHEV). The funders had no role in study
design, data collection and interpretation, or the decision to submit the work for
publication.

We thank Hansi Dean, Wayne Koff, Joanne Stefano, and Beth Rasmussen for their
contributions to rabbit studies C0022-15, C0045-15, C0119-15, and C0120-15.

REFERENCES
1. Julien J-P, Lee JH, Ozorowski G, Hua Y, Torrents de la Peña A, de Taeye

SW, Nieusma T, Cupo A, Yasmeen A, Golabek M, Pugach P, Klasse PJ,
Moore JP, Sanders RW, Ward AB, Wilson IA. 2015. Design and structure
of two HIV-1 clade C SOSIP.664 trimers that increase the arsenal of
native-like Env immunogens. Proc Natl Acad Sci U S A 112:1– 6. https://
doi.org/10.1073/iti0115112.

2. Pugach P, Ozorowski G, Cupo A, Ringe R, Yasmeen A, de Val N, Derking
R, Kim HJ, Korzun J, Golabek M, de los Reyes K, Ketas TJ, Julien J-P,
Burton DR, Wilson IA, Sanders RW, Klasse PJ, Ward AB, Moore JP. 2015.
A native-like SOSIP.664 trimer based on an HIV-1 subtype B env gene. J
Virol 89:3380 –3395. https://doi.org/10.1128/JVI.03473-14.

3. de Taeye SW, Ozorowski G, Torrents de la Peña A, Guttman M, Julien JP,
Van Den Kerkhof TLGM, Burger JA, Pritchard LK, Pugach P, Yasmeen A,
Crampton J, Hu J, Bontjer I, Torres JL, Arendt H, Destefano J, Koff WC,
Schuitemaker H, Eggink D, Berkhout B, Dean H, Labranche C, Crotty S,
Crispin M, Montefiori DC, Klasse PJ, Lee KK, Moore JP, Wilson IA, Ward
AB, Sanders RW. 2015. Immunogenicity of stabilized HIV-1 envelope
trimers with reduced exposure of non-neutralizing epitopes. Cell 163:
1702–1715. https://doi.org/10.1016/j.cell.2015.11.056.

4. Sanders RW, Moore JP. 2017. Native-like Env trimers as a platform for
HIV-1 vaccine design. Immunol Rev 275:161–182. https://doi.org/10
.1111/imr.12481.

5. Stewart-Jones GBE, Soto C, Lemmin T, Chuang GY, Druz A, Kong R,
Thomas PV, Wagh K, Zhou T, Behrens AJ, Bylund T, Choi CW, Davison JR,
Georgiev IS, Joyce MG, Kwon Y Do, Pancera M, Taft J, Yang Y, Zhang B,
Shivatare SS, Shivatare VS, Lee CCD, Wu CY, Bewley CA, Burton DR, Koff
WC, Connors M, Crispin M, Baxa U, Korber BT, Wong CH, Mascola JR,
Kwong PD. 2016. Trimeric HIV-1-Env structures define glycan shields
from clades A, B, and G. Cell 165:813– 826. https://doi.org/10.1016/j.cell
.2016.04.010.

6. Wang S, Mata-Fink J, Kriegsman B, Hanson M, Irvine DJ, Eisen HN, Burton
DR, Wittrup KD, Kardar M, Chakraborty AK. 2015. Manipulating the
selection forces during affinity maturation to generate cross-reactive HIV
antibodies. Cell 160:785–797. https://doi.org/10.1016/j.cell.2015.01.027.

7. Shaffer JS, Moore PL, Kardar M, Chakraborty AK. 2016. Optimal immu-
nization cocktails can promote induction of broadly neutralizing Abs
against highly mutable pathogens. Proc Natl Acad Sci U S A 113:
E7039 –E7048. https://doi.org/10.1073/pnas.1614940113.

8. Chaudhury S, Reifman J, Wallqvist A. 2014. Simulation of B cell affinity
maturation explains enhanced antibody cross-reactivity induced by the
polyvalent malaria vaccine AMA1. J Immunol 193:2073–2086. https://doi
.org/10.4049/jimmunol.1401054.

9. Sanders RW, Derking R, Cupo A, Julien JP, Yasmeen A, de Val N, Kim HJ,
Blattner C, de la Peña AT, Korzun J, Golabek M, de los Reyes K, Ketas TJ,
van Gils MJ, King CR, Wilson IA, Ward AB, Klasse PJ, Moore JP, de la Pena
AT, Korzun J, Golabek M, de los Reyes K, Ketas TJ, van Gils MJ, King CR,
Wilson IA, Ward AB, Klasse PJ, Moore JP. 2013. A next-generation
cleaved, soluble HIV-1 Env trimer, BG505 SOSIP.664 gp140, expresses
multiple epitopes for broadly neutralizing but not non-neutralizing
antibodies. PLoS Pathog 9:e1003618. https://doi.org/10.1371/journal
.ppat.1003618.

10. Klasse PJ, LaBranche CC, Ketas TJ, Ozorowski G, Cupo A, Pugach P, Ringe
RP, Golabek M, van Gils MJ, Guttman M, Lee KK, Wilson IA, Butera ST,
Ward AB, Montefiori DC, Sanders RW, Moore JP. 2016. Sequential and
simultaneous immunization of rabbits with HIV-1 envelope glycoprotein
SOSIP.664 trimers from clades A, B and C. PLoS Pathog 12:1–31. https://
doi.org/10.1371/journal.ppat.1005864.

11. Torrents de la Peña A, Julien J-P, de Taeye SW, Ward AB, Wilson IA,
Sanders RW. 2017. Improving the immunogenicity of native-like HIV-1
Envelope trimers by hyperstabilization. Cell Rep 20:1805–1817. https://
doi.org/10.1016/j.celrep.2017.07.077.

12. McCoy LE, van Gils MJ, Ozorowski G, Messmer T, Briney B, Voss JE, Kulp
DW, Macauley MS, Sok D, Pauthner M, Menis S, Cottrell CA, Torres JL,

Hsueh J, Schief WR, Wilson IA, Ward AB, Sanders RW, Burton DR. 2016.
Holes in the glycan shield of the native HIV envelope are a target of
trimer-elicited neutralizing antibodies. Cell Rep 16:2327–2338. https://
doi.org/10.1016/j.celrep.2016.07.074.

13. Sanders RW, van Gils MJ, Derking R, Sok D, Ketas TJ, Burger JA, Ozo-
rowski G, Cupo A, Simonich C, Goo L, Arendt H, Kim HJ, Lee JH, Pugach
P, Williams M, Debnath G, Moldt B, van Breemen MJ, Isik G, Medina-
Ramirez M, Back JW, Koff WC, Julien J-P, Rakasz EG, Seaman MS, Guttman
M, Lee KK, Klasse PJ, LaBranche C, Schief WR, Wilson IA, Overbaugh J,
Burton DR, Ward AB, Montefiori DC, Dean H, Moore JP. 2015. HIV-1
neutralizing antibodies induced by native-like envelope trimers. Science
349:aac4223. https://doi.org/10.1126/science.aac4223.

14. Crooks ET, Tong T, Chakrabarti B, Narayan K, Georgiev IS, Menis S, Huang
X, Kulp D, Osawa K, Muranaka J, Stewart-Jones G, Destefano J, O’Dell S,
LaBranche C, Robinson JE, Montefiori DC, McKee K, Du SX, Doria-Rose N,
Kwong PD, Mascola JR, Zhu P, Schief WR, Wyatt RT, Whalen RG, Binley
JM. 2015. Vaccine-elicited Tier 2 HIV-1 neutralizing antibodies bind to
quaternary epitopes involving glycan-deficient patches proximal to the
CD4 binding site. PLoS Pathog 11:1–34. https://doi.org/10.1371/journal
.ppat.1004932.

15. Bricault CA, Kovacs JM, Nkolola JP, Yusim K, Giorgi EE, Shields JL, Perry
J, Lavine CL, Cheung A, Ellingson-Strouss K, Rademeyer C, Gray GE,
Williamson C, Stamatatos L, Seaman MS, Korber BT, Chen B, Barouch DH.
2015. A multivalent clade C HIV-1 Env trimer cocktail elicits a higher
magnitude of neutralizing antibodies than any individual component. J
Virol 89:2507–2519. https://doi.org/10.1128/JVI.03331-14.

16. Wang S, Pal R, Mascola JR, Chou THW, Mboudjeka I, Shen S, Liu Q,
Whitney S, Keen T, Nair BC, Kalyanaraman VS, Markham P, Lu S. 2006.
Polyvalent HIV-1 Env vaccine formulations delivered by the DNA priming
plus protein boosting approach are effective in generating neutralizing
antibodies against primary human immunodeficiency virus type 1 iso-
lates from subtypes A, B, C, D and E. Virology 350:34 – 47. https://doi
.org/10.1016/j.virol.2006.02.032.

17. Vaine M, Wang S, Hackett A, Arthos J, Lu S. 2010. Antibody responses
elicited through homologous or heterologous prime-boost DNA and
protein vaccinations differ in functional activity and avidity. Vaccine
28:2999 –3007. https://doi.org/10.1016/j.vaccine.2010.02.006.

18. Malherbe DC, Doria-Rose N a, Misher L, Beckett T, Puryear WB, Schuman
JT, Kraft Z, O’Malley J, Mori M, Srivastava I, Barnett S, Stamatatos L,
Haigwood NL. 2011. Sequential immunization with a subtype B HIV-1
envelope quasispecies partially mimics the in vivo development of
neutralizing antibodies. J Virol 85:5262–5274. https://doi.org/10.1128/JVI
.02419-10.

19. Seaman MS, Xu L, Beaudry K, Kristi L, Beddall MH, Miura A, Sambor A,
Chakrabarti BK, Huang Y, Bailer R, Richard A, Mascola JR, Nabel GJ, Letvin
NL. 2005. Multiclade human immunodeficiency virus type 1 envelope
immunogens elicit broad cellular and humoral immunity in rhesus
monkeys. J Virol 79:2956 –2963. https://doi.org/10.1128/JVI.79.5.2956
-2963.2005.

20. Williams WB, Zhang J, Jiang C, Nicely NI, Fera D, Luo K, Moody MA, Liao
H-X, Alam SM, Kepler TB, Ramesh A, Wiehe K, Holland JA, Bradley T,
Vandergrift N, Saunders KO, Parks R, Foulger A, Xia S-M, Bonsignori M,
Montefiori DC, Louder M, Eaton A, Santra S, Scearce R, Sutherland L,
Newman A, Bouton-Verville H, Bowman C, Bomze H, Gao F, Marshall DJ,
Whitesides JF, Nie X, Kelsoe G, Reed SG, Fox CB, Clary K, Koutsoukos M,
Franco D, Mascola JR, Harrison SC, Haynes BF, Verkoczy L. 2017. Initiation
of HIV neutralizing B cell lineages with sequential envelope immuniza-
tions. Nat Commun 8:1732. https://doi.org/10.1038/s41467-017-01336-3.

21. Landais E, Huang X, Havenar-Daughton C, Murrell B, Price MA, Wickra-
masinghe L, Ramos A, Bian CB, Simek M, Allen S, Karita E, Kilembe W,
Lakhi S, Inambao M, Kamali A, Sanders EJ, Anzala O, Edward V, Bekker LG,
Tang J, Gilmour J, Kosakovsky-Pond SL, Phung P, Wrin T, Crotty S, Godzik
A, Poignard P. 2016. Broadly neutralizing antibody responses in a large

Torrents de la Peña et al. Journal of Virology

April 2018 Volume 92 Issue 8 e01957-17 jvi.asm.org 14

https://doi.org/10.1073/iti0115112
https://doi.org/10.1073/iti0115112
https://doi.org/10.1128/JVI.03473-14
https://doi.org/10.1016/j.cell.2015.11.056
https://doi.org/10.1111/imr.12481
https://doi.org/10.1111/imr.12481
https://doi.org/10.1016/j.cell.2016.04.010
https://doi.org/10.1016/j.cell.2016.04.010
https://doi.org/10.1016/j.cell.2015.01.027
https://doi.org/10.1073/pnas.1614940113
https://doi.org/10.4049/jimmunol.1401054
https://doi.org/10.4049/jimmunol.1401054
https://doi.org/10.1371/journal.ppat.1003618
https://doi.org/10.1371/journal.ppat.1003618
https://doi.org/10.1371/journal.ppat.1005864
https://doi.org/10.1371/journal.ppat.1005864
https://doi.org/10.1016/j.celrep.2017.07.077
https://doi.org/10.1016/j.celrep.2017.07.077
https://doi.org/10.1016/j.celrep.2016.07.074
https://doi.org/10.1016/j.celrep.2016.07.074
https://doi.org/10.1126/science.aac4223
https://doi.org/10.1371/journal.ppat.1004932
https://doi.org/10.1371/journal.ppat.1004932
https://doi.org/10.1128/JVI.03331-14
https://doi.org/10.1016/j.virol.2006.02.032
https://doi.org/10.1016/j.virol.2006.02.032
https://doi.org/10.1016/j.vaccine.2010.02.006
https://doi.org/10.1128/JVI.02419-10
https://doi.org/10.1128/JVI.02419-10
https://doi.org/10.1128/JVI.79.5.2956-2963.2005
https://doi.org/10.1128/JVI.79.5.2956-2963.2005
https://doi.org/10.1038/s41467-017-01336-3
http://jvi.asm.org


longitudinal sub-Saharan HIV primary infection cohort. PLoS Pathog
12:1–22. https://doi.org/10.1371/journal.ppat.1005369.

22. Landais E, Murrell B, Briney B, Murrell S, Rantalainen K, Berndsen ZT,
Ramos A, Wickramasinghe L, Smith ML, Eren K, de Val N, Wu M, Cap-
pelletti A, Umotoy J, Lie Y, Wrin T, Algate P, Chan-Hui P-Y, Karita E, Ward
AB, Wilson IA, Burton DR, Smith D, Pond SLK, Poignard P. 2017. HIV
envelope glycoform heterogeneity and localized diversity govern the
initiation and maturation of a V2 apex broadly neutralizing antibody
lineage. Immunity 47:990 –1003. https://doi.org/10.1016/j.immuni.2017
.11.002.

23. Moore PL, Gray ES, Wibmer CK, Bhiman JN, Nonyane M, Sheward DJ,
Hermanus T, Bajimaya S, Tumba NL, Abrahams MR, Lambson BE, Ran-
chobe N, Ping L, Ngandu N, Abdool Karim Q, Abdool Karim SS, Swan-
strom RI, Seaman MS, Williamson C, Morris L. 2012. Evolution of an HIV
glycan-dependent broadly neutralizing antibody epitope through im-
mune escape. Nat Med 18:1688 –1692. https://doi.org/10.1038/nm.2985.

24. Bhiman JN, Anthony C, Doria-Rose NA, Karimanzira O, Schramm CA,

Khoza T, Kitchin D, Botha G, Gorman J, Garrett NJ, Abdool Karim SS,
Shapiro L, Williamson C, Kwong PD, Mascola JR, Morris L, Moore PL.
2015. Viral variants that initiate and drive maturation of V1V2-directed
HIV-1 broadly neutralizing antibodies. Nat Med 21:1332–1336. https://
doi.org/10.1038/nm.3963.

25. Hraber P, Korber B, Wagh K, Giorgi EE, Bhattacharya T, Gnanakaran S,
Lapedes AS, Learn GH, Kreider EF, Li Y, Shaw GM, Hahn BH, Montefiori
DC, Alam SM, Bonsignori M, Moody MA, Liao HX, Gao F, Haynes BF. 2015.
Longitudinal antigenic sequences and sites from intrahost evolution
(LASSIE) identifies immune-selected HIV variants. Viruses 7:5443–5475.
https://doi.org/10.3390/v7102881.

26. deCamp A, Hraber P, Bailer RT, Seaman MS, Ochsenbauer C, Kappes J,
Gottardo R, Edlefsen P, Self S, Tang H, Greene K, Gao H, Daniell X,
Sarzotti-Kelsoe M, Gorny MK, Zolla-Pazner S, LaBranche CC, Mascola JR,
Korber BT, Montefiori DC. 2014. Global panel of HIV-1 Env reference
strains for standardized assessments of vaccine-elicited neutralizing an-
tibodies. J Virol 88:2489 –2507. https://doi.org/10.1128/JVI.02853-13.

Immunogenicity of SOSIP Trimers Journal of Virology

April 2018 Volume 92 Issue 8 e01957-17 jvi.asm.org 15

https://doi.org/10.1371/journal.ppat.1005369
https://doi.org/10.1016/j.immuni.2017.11.002
https://doi.org/10.1016/j.immuni.2017.11.002
https://doi.org/10.1038/nm.2985
https://doi.org/10.1038/nm.3963
https://doi.org/10.1038/nm.3963
https://doi.org/10.3390/v7102881
https://doi.org/10.1128/JVI.02853-13
http://jvi.asm.org

	RESULTS
	Design of polyvalent and sequential trimer immunization regimens. 
	Autologous anti-trimer binding antibody responses. 
	NAbs against autologous viruses. 
	NAbs against heterologous viruses. 

	DISCUSSION
	MATERIALS AND METHODS
	Immunogens. 
	Immunizations. 
	Neutralization assays. 
	Anti-trimer binding antibody ELISA. 
	V3 peptide ELISA. 
	Statistics and half-life calculations. 

	SUPPLEMENTAL MATERIAL
	ACKNOWLEDGMENTS
	REFERENCES

