
Citation: Bittner, Z.A.; Schrader, M.;

George, S.E.; Amann, R. Pyroptosis

and Its Role in SARS-CoV-2 Infection.

Cells 2022, 11, 1717. https://doi.org/

10.3390/cells11101717

Academic Editor: Frank Eßmann

Received: 14 April 2022

Accepted: 16 May 2022

Published: 23 May 2022

Publisher’s Note: MDPI stays neutral

with regard to jurisdictional claims in

published maps and institutional affil-

iations.

Copyright: © 2022 by the authors.

Licensee MDPI, Basel, Switzerland.

This article is an open access article

distributed under the terms and

conditions of the Creative Commons

Attribution (CC BY) license (https://

creativecommons.org/licenses/by/

4.0/).

cells

Review

Pyroptosis and Its Role in SARS-CoV-2 Infection
Zsofia Agnes Bittner 1, Markus Schrader 2, Shilpa Elizabeth George 1 and Ralf Amann 1,*

1 Department of Immunology, Interfaculty Institute for Cell Biology, University of Tübingen,
72076 Tübingen, Germany; zsofibittner@gmail.com (Z.A.B.); shilpaelise@gmail.com (S.E.G.)

2 Department of Radiooncology, Marienhospital Stuttgart, 70199 Stuttgart, Germany;
markusschrader001@gmail.com

* Correspondence: ralf.amann@ifiz.uni-tuebingen.de

Abstract: The pore-forming inflammatory cell death pathway, pyroptosis, was first described in
the early 1990s and its role in health and disease has been intensively studied since. The effector
molecule GSDMD is cleaved by activated caspases, mainly Caspase 1 or 11 (Caspase 4/5 in humans),
downstream of inflammasome formation. In this review, we describe the molecular events related to
GSDMD-mediated pore formation. Furthermore, we summarize the so far elucidated ways of SARS-
CoV-2 induced NLRP3 inflammasome formation leading to pyroptosis, which strongly contributes to
COVID-19 pathology. We also explore the potential of NLRP3 and GSDMD inhibitors as therapeutics
to counter excessive inflammation.
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1. Introduction

Pyroptosis is a gasdermin-mediated, membrane pore forming, proinflammatory type
of cell death. This necrotic form of cell death causes cell swelling and lysis and was initially
found to be an infection triggered event occurring mostly in myeloid cells which leads to
ion fluxes and release of proteins of the interleukin (IL) family. It was first described in 1992
by a group that saw a Caspase 1-dependent form of cell death in macrophages that were
infected with Shigella flexneri [1,2] and initially thought it was a form of apoptosis because
of its caspase dependency [3].

Subsequently, other groups saw similar characteristics after infection with Salmonella
typhimurium [4]. The name pyroptosis was established in the literature in the early 2000s [5].
‘Pyroptosis’ is derived from the Greek word ‘pyro’ owing to the fact that the proinflam-
matory form leads to IL-1β and IL-18 mediated inflammation such as fever; and ‘ptosis’
which means ‘falling off’, an expression commonly used for other forms of cell death.
Indeed, besides uptake of cell impermeable dyes, infected cells showed typical signs of
death, e.g., LDH release and phosphatidyl serine (PS) exposure to the outer leaflet. Final
steps are osmotic cell swelling and rupture of the cell membrane which enables ‘alarmins’
to be set free [4,6]. The fact that lysis could be prevented by a hypertonic solution and
addition of polyethylene glycols (PEG) strongly suggests that a pore-forming event leads
to the observed cell death. The mechanism and molecules leading to cell permeability,
however, remained unclear. It has taken over 20 years of research after the first description
of pyroptosis for the effector molecules, namely, members of the gasdermin family (GSDMs)
and the complex upstream events, could be identified [7–10].

Pathogen-associated molecular patterns (PAMPs) and microbe-associated molecular
patterns (MAMPs) are the main upstream events of pyroptosis that lead to inflammasome
formation and to Caspase 1 or Caspase 11 activation [11]. The types of inflammasomes
include, e.g., the NLRP3 (NACHT, leucin-rich repeat domain (LRR), pyrin domain (PYD)),
NLRC4 (NLR family CARD domain-containing 4), NLRP6 (NACHT, LRR (leucine-rich
repeat), and PYD (pyrin domain) domain-containing 6), and AIM2 (absent in melanoma 2)
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inflammasomes. Besides PAMPs and MAMPs, intrinsic sterile events leading to danger-
associated molecular pattern (DAMPs) formation can also induce inflammasome activation.
In several hyperinflammatory diseases such as gout and sepsis, a dysbalance in home-
ostasis, e.g., by the inhibition of autophagy leading to excessive DAMP accumulation and
thereby activation of inflammasomes and pyroptosis, was identified as the main cause of
disease [12]. The most elucidated upstream event of pyroptosis to date is the activation of
the NLRP3 inflammasome. The canonical NLRP3 inflammasome activation is composed of
two activating steps: priming and trigger. During the priming step, PAMPs activate innate
immune receptors that lead to NF-kB activation followed by transcription and translation
of NLRP3. The freshly synthesized NLRP3 proteins accumulate in the primed cell and
wait for the MAMP or DAMP-associated activation signal that leads to NLRP3 conforma-
tional change, oligomerization, ASC, and Caspase 1 recruitment. Caspase 1 then cleaves
full-length Gasdermin D (GSDMD) into pore-forming mature NT-GSDM. The proforms
of IL-1 and -18 are themselves cleaved by Caspase 1 into their mature forms, and released
via GSDMD pores thereby leading to proinflammatory cell death. The NLRP3 inflamma-
some activation events are tightly regulated on post-transcriptional and post-translational
levels [13]. Consequently, pyroptosis is well acknowledged as a fine-tuned process in
host-cell defence. Alternatively, GSDMD and other members of the gasdermin family can
also be cleaved by Caspases 3 and 8, and granzymes. There is even a bidirectional crosstalk
between apoptosis and pyroptosis in monocytes and macrophages [14]. Furthermore, the
role of pyroptosis and gasdermins in non-infectious diseases and cancer is emerging. These
events play an important role, for example, after the application of chemotherapy when
pyroptosis is mediated by the BAK/BAX-Caspase 3-GSDME pathway [15,16].

2. The GSDM Family

While GSDMD is one among five members of the gasdermin family, it is the major
effector molecule of pyroptosis in myeloid cells (see Figure 1). The other members of
the gasdermin family are, however, highly expressed in both benign and cancer tissues.
Gasdermin A (GSDMA) is the least investigated member and is expressed in epithelial
cells of the gastric tract while suppressed in gastric cancer [17,18]. Gasdermin B is highly
expressed in proliferating cells and is associated with cancer development. Gasdermin C
and Gasdermin E are known to switch the cell death program from apoptosis to pyroptosis;
as GSDMC and GSDME are the substrates of apoptotic Caspases 8 and 3, respectively [19]
(see Figure 1). In addition to GSDMA-E, Pejvakin (PJVK) has been identified as the sixth
member of the gasdermin family and was characterized early as relevant in the function of
auditory pathway neurons [20].

Gasdermin D is the best-studied gasdermin and we will focus this review on the events
associated with GSDMD-mediated pore formation and its multiple roles during the SARS-
CoV-2 (severe acute respiratory syndrome coronavirus type 2) infection and treatment.

Full-length GSDMD, the main effector of pyroptosis in macrophages, monocytes,
and dendritic cells is cleaved by caspases and the effector N-terminal GSDMD domain is
trafficked to the cell membrane where it oligomerizes into β-barrel transmembrane lytic
pores which enable proinflammatory interleukin release and ion flux as well as trafficking
of nucleotides. Cellular death follows the pyroptotic execution program. It is accepted
that subsequent to the initial fluxes of ions and smaller proteins, the release of alarmins
and LDH is an event after rupture since LDH is too big to escape via the pores [21,22].
Execution of pyroptotic death is tuned in a chronological manner. Pyroptotic cells show
signs of intracellular death before rupturing and a study by DiPeso et al. showed that after
GSDMD pore formation, ion and protein fluxes lead to the breakdown of the mitochondrial
membrane potential (MMP); thus already exhibiting cell death physiology before actual
lysis of the cell [23].
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Figure 1. Gasdermin family: tissue-specific signalling. Gasdermin A/B/C/D/E are expressed in
distinct cell types and are activated by various signals, leading to inflammatory or non-inflammatory
cell lysis. The upstream events of GSDMA cleavage are not well characterized (represented as ‘?’).
GSDMA downregulation in gastric epithelial cells can lead to tumour formation. Proliferating tumour
cells are recognized by effector T cells that release Granzyme A, which cleaves GSDMB in cancer
cells leading to pore formation and tumour cell lysis. Furthermore, GSDMB can also be activated by
Caspase 1 or 3 downstream of inflammasome formation or apoptosis, leading to pyroptosis. GSDMC
is activated by Caspase 8 downstream of apoptosis, linking apoptosis to pyroptosis. GSDMD is
the best characterized GSDM effector molecule, cleaved downstream of inflammasome activation,
leading to pyroptosis. Similar to GSDMC, GSDME links apoptosis to pyroptosis subsequent to
cleavage by Caspase 3 in apoptotic cells. (Created with BioRender.com on 7 May 2022).

Pore formation, nonetheless, is not unique to pyroptosis but is a common feature of
the cell death pathways—apoptosis, necroptosis, and pyroptosis—which are executed via
BAX/BAK, MLKL, and GSDMs, respectively [24]. GSDMs and MLKL target the inner
leaflet of the plasma membrane while BAX/BAK targets the mitochondrial outer membrane
(MOM). They all have in common that the precursor forms must be (proteolytically)
activated which leads to conformational changes. Necroptotic MLKL pores and BAX/BAK
pores are smaller than GSDM pores. Targeting and integration into the outer membrane is
executed via electrostatic interaction with the negatively charged membrane lipids as well
as hydrophobic anchoring into the plasma membrane [24].

3. GSDMD Pore Formation

GSDMD consists of a functional 30 kDa N-terminal fragment (NT-GSDMD) which
is responsible for pore formation. The auto-inhibitory C-terminal fragment is cleaved by
Caspases 1, 8, and 11 (Caspases 4/5 in humans) and proteases such as neutrophil elastase
or cathepsin G [25–27]. To localize and anchor GSDMD into the membrane, membrane-
binding elements (hydrophobic anchor) and positively charged motifs bind to negatively
charged membrane phospholipids [28,29]. At the membrane, NT-GSDMD oligomerization
is dependent on an active Cys192 (human), Cys191 (mouse), which has to be oxidized to
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form a 31- to 34-fold symmetric pore, whereas GSDMA3 forms a 26- to 28-fold symmetric
pore indicating size plasticity of a given gasdermin [30,31].

This oligomerization event is controlled. GSDMD oligomerization is influenced by
the Ragulator-Rag-mTORC1 pathway. RagA and RagC were shown to be essential for
NT-GSDMD oligomerization; where in a genome-wide CRISPR screen, RagA and RagC
knock-out cells showed no pyroptosis pore formation [32,33]. It remains unclear whether
RagA/RagC/GSDMD interaction takes place directly or whether intermediate partners
are needed.

GSDMD has to be oxidized at several cysteine residues (Cys38, Cys56, Cys268, and
Cys467) to enable pyroptosis in macrophages. A recent study suggests that this oxida-
tion event occurs directly between ROS and these cysteines after inflammasome-induced
ROS production at the mitochondria [34]. Recently, the pre-pore and pore structures were
revealed with cryo-electron microscopy by the group of Hao Wu [31]. The different reg-
ulatory states before, during, and post-pore formation are now better understood on a
molecular level. NT-GSDMs are β-strand pore-forming proteins characterized by high
intra-strand hydrogen stability. Apart from the pore size, which is about 20–25 nm [35], the
GSDMD pore acts as a negative electrostatic filter, which facilitates the release of positively
charged liposome particles but hinders the release of predominantly negatively charged
immature pro-IL-1 in the transmembrane passage [22]. This further explains the capability
of macrophages to only release mature interleukins, even after pore formation in a so-called
non-lytic state of pyroptosis [36].

Calcium2+ influx is described as one of the first steps after pore formation [37–40]. This
ion influx leads to the activation of endosomal sorting complexes required for transport
(ESCRT) of proteins I and III and calcium-dependent STING activation as well as MMP
failure and loss of mitochondrial function and imbalance of the electric cell potential, which
ultimately leads to pyroptotic cell death [41]. This process can be stopped in vitro by
high concentration of magnesium which probably chelates nucleotide effluxes such as
ATP and hinders Calcium2+ influx [42]. Osmotic lysis can further be prohibited by the
osmoprotectant glycine [43].

Despite the fact that Caspase 1 is crucial for IL-1 release, Caspase 1 activation does not
necessarily culminate in pyroptotic cell death in all cell types. Indeed, IL-1 release can be a
non-pyroptotic event. Neutrophils, for example, have been observed to release IL-1β without
lysis, while macrophages still undergo pyroptosis after GSDMD pore formation [44,45]. The
specific regulatory events involved have not been elucidated so far. The cell adhesion protein
ninjurin 1 (NINJ1) as a cell rupture mediator protein is being currently studied, as NINJ1
deficient cells do not rupture even after mitochondrial death [46].

4. GSDMD Post-Translational Modifications (PTM)

GSDMs oligomerization is influenced by metabolites and by post-translational mod-
ification. Although PTM prediction tools have identified many possible motifs as ubiq-
uitination and phosphorylation sites on gasdermins, only a few modifications have been
verified [47]. GSDMs are post-translationally modified mostly at cysteine residues. In-
vestigation in the future will probably reveal more post translational modification sites,
maybe targeting the so far unknown mechanisms of membrane repair after pore formation.
That ESCRT-dependent membrane repair negatively regulates GSDMD has been shown by
Rühl et al., but the exact mechanism of removing GSDMD pores from the membrane re-
mains unknown [36,40]. In macrophages, GSDMD cleavage was abrogated by the binding
of unsaturated dicarbonic acids at distinct cysteine residues; itaconate binding at Cys77
after prolonged LPS exposure [48] and fumarate binding at Cys191 leading to succination
both result in lowered pore formation [49]. Furthermore, the succination of GSDM at Cys45
inhibits pore formation [50].
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Cysteine modification can be artificially induced by drugs (e.g., necrosulfonamide,
disulfiram) targeting Cys 191 and inhibiting GSDMD formation. Phosphorylation at Thr6
occurs on GSDMA and E. This modification promotes pore formation [51]. GSDME is
palmitoylated through the palmitoyltransferases zDHHC2, -7, -11, and -15 at Cys407
and Cys408 [15]. This modification enables the dissociation of the NT domain from the
inhibitory CT subunit after cleavage by caspases. These PTMs have been exploited in the
development of therapeutics (see Section 5 below).

5. Pyroptosis in Non-Infectious Diseases

Pyroptosis is an important event in non-infectious diseases as well and therapeutic
approaches have been developed in the hope of influencing several of these disease out-
comes. The role of pyroptosis is described in sterile inflammation diseases [52], neuronal
disease [53–56], cancer [57–59], atherosclerosis [60,61], autoimmune disease [58], acute
injury [62,63], and adverse pregnancy events [64–66]. Even in newer roles of GSDMD, the
pyroptotic effector of infectious pyroptosis has been found. GSDMD seems to be physio-
logically highly relevant in mucus export from goblet cells [31]. Furthermore, pyroptosis
was found to be a downstream event of NETosis in neutrophils, which can be triggered by
TLR or LL-37 [67,68]. Gasdermin B (GSDMB) and Gasdermin E (GSDME) are cleaved by
Granzymes A and B, respectively, into their active pore-forming subunits inducing death of
tumour cells by pyroptosis and resulting in local inflammation [57,69]. Granzyme A from
cytotoxic T-cells cleaves GSDMB in the tumour cells at lysine 229 and 244 leading to pore
formation in target cells [69]. Liu et al. showed that the cytokine release syndrome is possi-
bly caused due to granzyme B activation by Caspase 3 which causes GSDME pyroptosis
in target cells. The pyroptosis of the target cells leads to Caspase 1 triggered macrophage
pyroptosis which, in turn, leads to cytokine release from myeloid cells and to cytokine
release syndrome [59].

6. GSDMs as Therapeutic Targets

With the elucidation of the effectors of the pyroptosis pathway and their role in disease,
the search for inhibitors has become a highly investigated field. The majority of promising
drugs such as disulfiram and necrosulfonamide (NSA) target reactive cysteine residues
because of their critical role in cytosol gasdermin recruitment and pore formation [70]
(see Table 1). Hu et al. characterized disulfiram, an FDA-approved drug for treating alcohol
addiction as a potent LPS-induced sepsis inhibitor in mice. At nanomolar concentrations,
disulfiram covalently modifies human Cys191 in GSDMD to block pore formation while
allowing IL-1β and GSDMD processing [71]. Punicalagin, a polyphenol, probably prevents
NT-GSDMD cytoplasmic membrane insertion through its antioxidative effect on reactive
thiols [72] (see Table 1). Upstream inhibition of GSDMD pore formation takes place through
inhibitors such as Bay 11–7082, an identified inhibitor of NF-κB, or z-VAD-fmk, a Caspase 1
specific inhibitor [73,74] (see Table 1). Natural modified metabolites such as unsaturated
dicarbonic acids dimethlylfumarate (DMF) inactivate GSDMD and GSDME by succination
at Cys101 and Cys45. DMF use in the treatment of neurological disorders such as mul-
tiple sclerosis (MS) is currently being evaluated [50,75] (see Table 1). 2-Bromopalmitate
was found to inhibit the CT-GSDME palmitoylation and prevent chemotherapy-induced
GSDME-mediated pyroptosis [15].

Due to the existence of many reactive thiols in the inflammatory pathways, the un-
specific nature of all these drugs could likely be an issue with regard to off-target effects.
More studies have to be conducted to characterize the mode of action of these compounds
in vivo.
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Table 1. Cell lysis and pyroptotic pathway inhibitors.

Target Agent Mode of Action Citation

NF-κB Bay 11–7082 Upstream inhibition of NLRP3 priming [73]

Caspase 1 z-VAD-fmk Inhibition of GSDMs and pro-IL-1β cleavage [74]

GSDMB Anti-GSDMB antibody Direct binding of GSDMB, thereby reducing tumour
growth and distant metastasis in HER2 positive cancer [76]

GSDMD

Disulfiram Inhibits assembly of NT-GSDMD by binding at Cys191 [71]

Dimethylfumarate
(DMF)

DMF inhibits GSDMD and GSDME at Cys45 and Cys191
and reduces demyelination in MS [75]

Necrosulfonamide (NSA) Inhibits formation of NT-GSDMD by binding at Cys191 [70]

Punicalagin Probably inhibits GSDMD insertion into cell membrane [72]

GSDME 2-Bromopalmitate
(2-BP)

Counteracts the
CT-GSDME palmitoylation;

prevents chemotherapy-induced GSDME-mediated
pyroptosis

[15]

IL-1β Canakinumab Binds and neutralizes IL-1β [77]

IL-1βR Anakinra IL-1βR antagonist [78]

It has been found that treatment failure of aggressive HER2 positive breast cancers is
associated with the coamplification and coexpression of an Erb2 neighbour gene, namely,
the GSDMB gene [79] (see Table 1). An approach independent of small molecules to prevent
pyroptosis was published by Molina-Crespo et al. where an anti-GSDMB antibody was
intracellularly delivered into HER2 positive breast cancer cells, proving that protumour GS-
DMB functions such as migration, metastasis, and therapy resistance could be reduced [76].
This promising approach should be further evaluated for translational potential. Although
many attempts have been made to inhibit pyroptosis in order to treat inflammation, most
approaches have not reached drug approval and the definition and inhibition of targets
during pyroptosis needs further elucidation.

7. SARS-CoV-2 Triggered NLRP3-Mediated Pyroptosis

With the rapid worldwide spread of the novel coronavirus (SARS-CoV-2) in late
2019; the World Health Organization (WHO) declared a global emergency. Since then, the
pandemic has had a significant toll on human health and the world economy. Globally, to
date there have been 497,057,239 confirmed cases of COVID-19, including 6,179,104 deaths,
reported to WHO [https://covid19.who.int/ (accessed on 12 April 2022)].

SARS-CoV-2 is an enveloped RNA virus that is composed of several proteins: the
nucleocapsid, the matrix, the envelope, and the spike [80] . It is transmitted from person
to person primarily through droplet and aerosol routes. COVID-19 manifests most com-
monly as a respiratory illness with hyperinflammation of the lung in patients with severe
disease [81] . Consequently, clinicians have started to investigate whether and how inflam-
masome activation and pyroptosis are linked to COVID-19 symptoms. Understanding
the connection between SARS-CoV-2 infection and pyroptosis-mediated inflammation has
been critical since the emergence of the pandemic, and even more so because an inflam-
masome and pyroptosis-mediated inflammatory signature could present an opportunity
for therapeutic intervention in which pyroptosis-associated events are targeted. In fact,
it has been shown that SARS-CoV-2 infection leads to NLRP3 inflammasome activation
in vitro and in vivo [82,83]. Inflammasome activation was also associated with COVID-19
severity [82,83] and NLRP3 activation might even be a suitable predictor of COVID-19
disease severity and a potential therapeutic target. Indeed, inhibition of the NLRP3 in-
flammasome with the well-characterized NLRP3 inhibitory compound MCC950 reduced
COVID-19 pathology in mice [84–86].

https://covid19.who.int/
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Furthermore, experimental treatment of severe COVID-19 with canakinumab, an anti-
IL-1β antibody, showed some beneficial effects early into the pandemic; similar to that of
compassionate use of remdesivir, a viral polymerase inhibitor [77,87] (see Figure 2).
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Figure 2. NLRP3 inflammasome activation by SARS-CoV-2. The NLRP3 inflammasome can be
primed by SARS-CoV-2 proteins spike and envelope, and in its opsonized form by activating the
ACE-2, TLR-2, and complement receptors, respectively. SARS-CoV-2-infected cells upregulate ACE-
2 receptor expression, rendering these cells more sensitive to SARS-CoV-2 response. Activation
of these receptors leads to NFκB-mediated Nlrp3 gene transcription and translation. The NLRP3
inflammasome can form in response to ROS generation in SARS-CoV-2-infected cells, via potassium
efflux through SARS-CoV-2 Orf3a-generated pores, or via direct interaction with the SARS-CoV-2
proteins orf8a and nucleoprotein. SARS-CoV-2 is capable of NLRP3 inflammasome inhibition via NS1
and NS13 proteins, as well as through inhibition of autophagy, a general NLRP3 trigger. Therapeutic
potential lies in the inhibition of the effector molecule IL-1β via canakinumab or anakinra, as well
as inhibition of the NLRP3 accessory protein BTK by ibrutinib. (Created with BioRender.com on
13 April 2022).

Similar results were also observed after anakinra treatment, which blocks the IL-1
receptor thus inhibiting downstream signalling [78,88,89] (see Figure 2).

The promising effect of anakinra treatment was also confirmed in a phase III clinical
trial which showed significant reduction of COVID-19-related mortality when severe
patients were treated with anakinra at early stages of the disease [90].

The observation of NLRP3 inflammasome activation in vivo in COVID-19 patients
and subsequent studies treating severe patients with experimental anti-pro-inflammatory
cytokines allowed for the underlying molecular mechanisms to also be studied.

First of all, a landmark study conducted RNAseq on lung tissues from COVID-19-
affected humans and compared the transcriptome with that of healthy lung donors. It
was shown that NLRP3 signalling is upregulated in COVID-19 lungs, together with many
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‘DAMPs’ such as metabolic dysregulation and ROS that are triggered by SARS-CoV-2 and
can lead to NLRP3-inflammasome-mediated pyroptosis leading to a cytokine storm[91] .
After this significant indication that SARS-CoV-2 promoted NLRP3 activation [91], besides
the generic infection-associated signals, specific SARS-CoV-2 viral particle-mediated NLRP3
inflammasome activation has also been described on multiple levels.

Some knowledge derived from studies with SARS-CoV could be taken as indicative
for the connection between SARS-CoV-2 and NLRP3. For example, it had been shown
that SARS-CoV Orf3a could directly bind TRAF3 as well as ASC and activate the NLRP3
inflammasome [92] (see Figure 2).

Orf3a was able to induce both priming and activation signals of the NLRP3 inflam-
masome and lead to pyroptosis and mature IL-1β release. Although Orf3a belongs to
the Viriporin pore-forming SARS-CoV protein family, SARS-CoV Orf3a-triggered NLRP3-
mediated pyroptosis seemed to be independent of its pore-forming activity [93]. The role of
Orf3a in NLRP3 inflammasome activation was also investigated in the case of SARS-CoV-2.
Interestingly, SARS-CoV-2 Orf3a was also found to induce NLRP3 inflammasome activa-
tion. However, this was based on the pore-forming activity of Orf3a [94]. The discrepancies
between the two mechanisms need to be further explored (see Figure 2).

The Orf8b protein of SARS-CoV-2 was shown to be deadly on multiple levels. In
non-myeloid cells that lack the NLRP3 inflammasome machinery, Orf8b accumulates and
leads to ER stress, lysosomal damage, and caspase-independent cell death. However, in
myeloid cells carrying NLRP3, it directly interacts with the NLRP3 LRR domain leading to
ASC-speck formation and pyroptosis [95]. Furthermore, it was found that the nucleocapsid
of SARS-CoV-2 also binds directly to NLRP3 and leads to inflammasome activation and
pyroptosis [96] (see Figure 2).

The non-structural protein NSP6 was also found to be a strong NLRP3 and pyroptosis
initiator. NSP6 was shown to inhibit the lysosome–autophagosome system of the cell,
which is known to trigger NLRP3 inflammasome formation [97] (See Figure 1).

Orf3a was also associated with inhibition of autophagy by VPS39 interaction, high-
lighting another pathway of NLRP3 activation by Orf3a, in addition to pore formation and
potassium efflux (see Figure 2).

However, the NLRP3 assembly trigger signal is not only associated with SARS-CoV-2.
It was recently shown that the envelope protein of SARS-CoV-2 is a TLR2 ligand, and
TLR2-SARS-CoV-2 envelope protein engagement leads to effective NLRP3 inflammasome
priming. Blocking TLR2 during coronavirus infection thus leads to reduced inflamma-
tion [98] (see Figure 2).

SARS-CoV-2 infection manifests in neurological symptoms as well, which also seems
to precipitate Parkinson´s disease [99] according to a preprint publication that suggests
that the SARS-CoV-2 spike protein activates the NLRP3 inflammasome ex vivo via ACE-
2 interaction in human microglia. Additionally, a-synuclein, which is the underlying
aggregate causing Parkinson´s disease, significantly enhanced inflammasome activation,
which was completely dependent on NLRP3. The NLRP3-mediated pyroptosis in microglia
might explain COVID-19-driven neuroinflammation [100]. This study, however, was
not the first one to connect NLRP3 inflammasome priming and the SARS-CoV-2 spike
protein. It was shown that the spike protein primes the NLRP3 inflammasome and leads
to pyroptosis and IL-1β secretion ex vivo in cells derived from SARS-CoV-2-experienced
individuals although not from healthy donors [101]. Accordingly, SARS-CoV-2 infection
renders macrophages in a distinct proinflammatory state that makes the spike protein even
more immunogenic towards these immune cells. Interestingly, a different study showed
that healthy monocytes do not express the ACE-2 receptor, while SARS-CoV-2-experienced
monocytes express it in low levels, highlighting tissue-specific differences and SARS-CoV-
2-mediated NLRP3 inflammasome activating pathways. It might very well be possible
that the ACE-2 expression of SARS-CoV-2-experienced monocytes enables spike-specific
NLRP3 inflammasome priming that was observed in the above study [102]. SARS-CoV-2
infection of monocytes and macrophages is not necessarily dependent on spike-ACE-2
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interaction. It can be Fc-receptor or complement-receptor mediated, or via antibody and
complement opsonized virus [103,104] (see Figure 2).

Studying the SARS-CoV-2 genome itself provided further evidence that SARS-CoV-2
infection indeed leads to NLRP3 inflammasome activation: a cDNA screen of 28 SARS-CoV-
2 ORFs revealed that the proteins NS1 and NS13 inhibit NLRP3 inflammasome activation
and pyroptosis-mediated IL-1β release—a function which the virus would not invest in
unless it posed a threat to its infectivity [105].

As accumulating evidence supports the role of NLRP3 in the development of SARS-
CoV-2-mediated inflammatory condition, targeting NLRP3 directly instead of the pyroptosis-
related proinflammatory cytokines is emerging as a therapeutic strategy. Colchicine is
an NLRP3 inhibiting molecule, although the exact underlying mechanism is not fully
understood [106]. Regardless, several clinical trials have been conducted to evaluate the
beneficial effect of colchicine treatment in early SARS-CoV-2 infection [107].

As the condition “long COVID-19” is also associated with a prolonged inflammatory
state, an extended NLRP3 treatment period should also be considered.

Furthermore, after the identification of an FDA-approved inhibitor of the NLRP3-
specific regulatory protein Bruton´s tyrosine kinase (BTK), the application of the commer-
cially available BTK inhibitor ibrutinib in severe COVID-19 cases was investigated. First of
all, a study showed that Waldenström Macroglobulinemia patients (a form of BTK-mediated
B cell malignancy) that received ibrutinib cancer treatment had beneficial outcomes when
contracting COVID-19, especially patients on high-dose ibrutinib treatment [108]. A second
study used off-label acalabrutinib (an ibrutinib-like BTK inhibitor) in severe COVID-19
patients which significantly increased the lung function of the patients [109]. Although
a direct link between NLRP3-mediated pyroptosis and ibrutinib treatment has not been
established yet, the promising results call for further investigation of a broader ibrutinib
treatment of COVID-19 patients (see Figure 2).

Although increasing evidence supports the role of SARS-CoV-2-induced NLRP3 acti-
vation and pyroptosis in COVID-19 disease manifestation, one study showed that NLRP3
depletion or impaired pyroptosis had a negative effect on murine coronavirus infection
outcomes in mice [110].

However, as this study was conducted with a murine coronavirus MHV (mouse
hepatitis virus), a direct comparison to human SARS-CoV-2 may be difficult.

8. Summary and Perspective

Pyroptosis is a key cell response to pathogen invasion, as well as to sterile danger.
Many events on a cellular and molecular level upstream and downstream of the activation
of the key pyroptosis effector molecule, GSDMD, have been characterized. Researchers
are eager to understand the exact mechanism of this inflammatory cell death, as many
inflammatory conditions could benefit from pyroptosis inhibition. One of these, and the
most current threat, is COVID-19 disease caused by the β-coronavirus SARS-CoV-2 that
emerged in 2019 and caused a devastating pandemic. Several attempts have been made
to dampen COVID-19-associated lung pathology by administering NLRP3 (through the
BTK inhibitor ibrutinib) or IL-1β inhibitory molecules (anakinra or canakinumab). These
showed promising effects, however, further investigation and analysis of these treatment
options is necessary.

Author Contributions: Conceptualization and design, Z.A.B., M.S., S.E.G., and R.A.; writing—
original draft preparation, Z.A.B. and M.S.; writing—review and editing, Z.A.B., M.S., and S.E.G.;
visualization, S.E.G.; supervision, R.A.; project administration, R.A.; funding acquisition, R.A. All
authors have read and agreed to the published version of the manuscript.

Funding: This research was supported in part by the EXIST Forschungstransfer of the German
Ministry for Economic Affairs and Climate Action, which is co-financed by the European Social Fund.
We acknowledge support by the Open Access Publishing Fund of the University of Tübingen.

Institutional Review Board Statement: Not applicable.



Cells 2022, 11, 1717 10 of 14

Data Availability Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Zychlinsky, A.; Prevost, M.C.; Sansonetti, P.J. Shigella flexneri induces apoptosis in infected macrophages. Nature 1992, 358,

167–169. [CrossRef] [PubMed]
2. Chen, L.M.; Kaniga, K.; Galán, J.E. Salmonella spp. are cytotoxic for cultured macrophages. Mol. Microbiol. 1996, 21, 1101–1115.

[CrossRef] [PubMed]
3. Hilbi, H.; Chen, Y.; Thirumalai, K.; Zychlinsky, A. The interleukin 1β-converting enzyme, caspase 1, is activated during Shigella

flexneri-induced apoptosis in human monocyte-derived macrophages. Infect. Immun. 1997, 65, 5165–5170. [CrossRef] [PubMed]
4. Fink, S.L.; Cookson, B.T. Caspase-1-dependent pore formation during pyroptosis leads to osmotic lysis of infected host

macrophages. Cell. Microbiol. 2006, 8, 1812–1825. [CrossRef] [PubMed]
5. Martinon, F.; Burns, K.; Tschopp, J. The Inflammasome: A molecular platform triggering activation of inflammatory caspases and

processing of proIL-β. Mol. Cell 2002, 10, 417–426. [CrossRef]
6. Fink, S.L.; Cookson, B.T. Pyroptosis and host cell death responses during Salmonella infection. Cell. Microbiol. 2007, 9, 2562–2570.

[CrossRef]
7. Ding, J.; Wang, K.; Liu, W.; She, Y.; Sun, Q.; Shi, J.; Sun, H.; Wang, D.C.; Shao, F. Pore-forming activity and structural autoinhibition

of the gasdermin family. Nature 2016, 535, 111–116. [CrossRef]
8. Shi, J.; Gao, W.; Shao, F. Pyroptosis: Gasdermin-Mediated Programmed Necrotic Cell Death. Trends Biochem. Sci. 2017, 42, 245–254.

[CrossRef] [PubMed]
9. He, W.-T.; Wan, H.; Hu, L.; Chen, P.; Wang, X.; Huang, Z.; Yang, Z.-H.; Zhong, C.-Q.; Han, J. Gasdermin D is an executor of

pyroptosis and required for interleukin-1β secretion. Cell Res. 2015, 25, 1285–1298. [CrossRef]
10. Kayagaki, N.; Stowe, I.B.; Lee, B.L.; O’Rourke, K.; Anderson, K.; Warming, S.; Cuellar, T.; Haley, B.; Roose-Girma, M.; Phung, Q.T.;

et al. Caspase-11 cleaves gasdermin D for non-canonical inflammasome signalling. Nature 2015, 526, 666–671. [CrossRef]
11. Russo, A.J.; Vasudevan, S.O.; Méndez-Huergo, S.P.; Kumari, P.; Menoret, A.; Duduskar, S.; Wang, C.; Sáez, J.M.P.; Fettis, M.M.; Li,

C.; et al. Intracellular immune sensing promotes inflammation via gasdermin D–driven release of a lectin alarmin. Nat. Immunol.
2021, 22, 154–165. [CrossRef]

12. Saitoh, T.; Fujita, N.; Jang, M.H.; Uematsu, S.; Yang, B.-G.; Satoh, T.; Omori, H.; Noda, T.; Yamamoto, N.; Komatsu, M.; et al.
Loss of the autophagy protein Atg16L1 enhances endotoxin-induced IL-1β production. Nature 2008, 456, 264–268. [CrossRef]
[PubMed]

13. Weber, A.N.R.; Bittner, Z.A.; Shankar, S.; Liu, X.; Chang, T.-H.; Jin, T.; Tapia-Abellán, A. Recent insights into the regulatory
networks of NLRP3 inflammasome activation. J. Cell Sci. 2020, 133, jcs248344. [CrossRef] [PubMed]

14. Taabazuing, C.Y.; Okondo, M.; Bachovchin, D.A. Pyroptosis and Apoptosis Pathways Engage in Bidirectional Crosstalk in
Monocytes and Macrophages. Cell Chem. Biol. 2017, 24, 507–514.e4. [CrossRef] [PubMed]

15. Hu, L.; Chen, M.; Chen, X.; Zhao, C.; Fang, Z.; Wang, H.; Dai, H. Chemotherapy-induced pyroptosis is mediated by BAK/BAX-
caspase-3-GSDME pathway and inhibited by 2-bromopalmitate. Cell Death Dis. 2020, 11, 281. [PubMed]

16. Wang, Y.; Gao, W.; Shi, X.; Ding, J.; Liu, W.; He, H.; Wang, K.; Shao, F. Chemotherapy drugs induce pyroptosis through caspase-3
cleavage of a gasdermin. Nature 2017, 547, 99–103. [CrossRef]

17. Saeki, N.; Kim, D.H.; Usui, K.; Aoyagi, K.; Tatsuta, T.; Aoki, K.; Yanagihara, K.; Tamura, M.; Mizushima, H.; Sakamoto, H.; et al.
GASDERMIN, suppressed frequently in gastric cancer, is a target of LMO1 in TGF-β-dependent apoptotic signalling. Oncogene
2007, 26, 6488–6498. [CrossRef]

18. Lunny, D.P.; Weed, E.; Nolan, P.M.; Marquardt, A.; Augustin, M.; Porter, R.M. Mutations in Gasdermin 3 Cause Aberrant
Differentiation of the Hair Follicle and Sebaceous Gland. J. Investig. Dermatol. 2005, 124, 615–621. [CrossRef]

19. Hou, J.; Zhao, R.; Xia, W.; Chang, C.-W.; You, Y.; Hsu, J.-M.; Nie, L.; Chen, Y.; Wang, Y.-C.; Liu, C.; et al. Author Correction:
PD-L1-mediated gasdermin C expression switches apoptosis to pyroptosis in cancer cells and facilitates tumour necrosis (Nature
Cell Biology, (2020), 22, 10, (1264–1275), 10.1038/s41556-020-0575-z). Nat. Cell Biol. 2020, 22, 1396. [CrossRef]

20. Delmaghani, S.; del Castillo, F.; Michel, V.; Leibovici, M.; Aghaie, A.; Ron, U.; van Laer, L.; Ben-Tal, N.; van Camp, G.; Weil,
D.; et al. Mutations in the gene encoding pejvakin, a newly identified protein of the afferent auditory pathway, cause DFNB59
auditory neuropathy. Nat. Genet. 2006, 38, 770–778. [CrossRef]

21. Volchuk, A.; Ye, A.; Chi, L.; Steinberg, B.E.; Goldenberg, N.M. Indirect regulation of HMGB1 release by gasdermin D. Nat.
Commun. 2020, 11, 4561. [CrossRef] [PubMed]

22. Heilig, R.; Dick, M.S.; Sborgi, L.; Meunier, E.; Hiller, S.; Broz, P. The Gasdermin-D pore acts as a conduit for IL-1β secretion in
mice. Eur. J. Immunol. 2018, 48, 584–592. [CrossRef] [PubMed]

23. DiPeso, L.; Ji, D.; Vance, R.E.; Price, J.V. Cell death and cell lysis are separable events during pyroptosis. Cell Death Discov. 2017, 3,
17070. [CrossRef] [PubMed]

24. Flores-Romero, H.; Ros, U.; Garcia-Saez, A.J. Pore formation in regulated cell death. EMBO J. 2020, 39, e105753. [CrossRef]
25. Shi, J.; Zhao, Y.; Wang, K.; Shi, X.; Wang, Y.; Huang, H.; Zhuang, Y.; Cai, T.; Wang, F.; Shao, F. Cleavage of GSDMD by inflammatory

caspases determines pyroptotic cell death. Nature 2015, 526, 660–665. [CrossRef]

http://doi.org/10.1038/358167a0
http://www.ncbi.nlm.nih.gov/pubmed/1614548
http://doi.org/10.1046/j.1365-2958.1996.471410.x
http://www.ncbi.nlm.nih.gov/pubmed/8885278
http://doi.org/10.1128/iai.65.12.5165-5170.1997
http://www.ncbi.nlm.nih.gov/pubmed/9393811
http://doi.org/10.1111/j.1462-5822.2006.00751.x
http://www.ncbi.nlm.nih.gov/pubmed/16824040
http://doi.org/10.1016/S1097-2765(02)00599-3
http://doi.org/10.1111/j.1462-5822.2007.01036.x
http://doi.org/10.1038/nature18590
http://doi.org/10.1016/j.tibs.2016.10.004
http://www.ncbi.nlm.nih.gov/pubmed/27932073
http://doi.org/10.1038/cr.2015.139
http://doi.org/10.1038/nature15541
http://doi.org/10.1038/s41590-020-00844-7
http://doi.org/10.1038/nature07383
http://www.ncbi.nlm.nih.gov/pubmed/18849965
http://doi.org/10.1242/jcs.248344
http://www.ncbi.nlm.nih.gov/pubmed/33273068
http://doi.org/10.1016/j.chembiol.2017.03.009
http://www.ncbi.nlm.nih.gov/pubmed/28392147
http://www.ncbi.nlm.nih.gov/pubmed/32332857
http://doi.org/10.1038/nature22393
http://doi.org/10.1038/sj.onc.1210475
http://doi.org/10.1111/j.0022-202X.2005.23623.x
http://doi.org/10.1038/s41556-020-00599-1
http://doi.org/10.1038/ng1829
http://doi.org/10.1038/s41467-020-18443-3
http://www.ncbi.nlm.nih.gov/pubmed/32917873
http://doi.org/10.1002/eji.201747404
http://www.ncbi.nlm.nih.gov/pubmed/29274245
http://doi.org/10.1038/cddiscovery.2017.70
http://www.ncbi.nlm.nih.gov/pubmed/29147575
http://doi.org/10.15252/embj.2020105753
http://doi.org/10.1038/nature15514


Cells 2022, 11, 1717 11 of 14

26. Liu, Z.; Wang, C.; Yang, J.; Zhou, B.; Yang, R.; Ramachandran, R.; Abbott, D.W.; Xiao, T.S. Crystal Structures of the Full-Length
Murine and Human Gasdermin D Reveal Mechanisms of Autoinhibition, Lipid Binding, and Oligomerization. Immunity 2019, 51,
43–49. [CrossRef]

27. Broz, P.; Pelegrín, P.; Shao, F. The gasdermins, a protein family executing cell death and inflammation. Nat. Rev. Immunol. 2020,
20, 143–157. [CrossRef]

28. Chen, X.; He, W.-T.; Hu, L.; Li, J.; Fang, J.; Wang, X.; Xu, X.; Wang, Z.; Huang, K.; Han, J. Pyroptosis is driven by non-selective
gasdermin-D pore and its morphology is different from MLKL channel-mediated necroptosis. Cell Res. 2016, 26, 1007–1020.
[CrossRef]

29. Liu, X.; Zhang, Z.; Ruan, J.; Pan, Y.; Magupalli, V.G.; Wu, H.; Lieberman, J. Inflammasome-activated gasdermin D causes
pyroptosis by forming membrane pores. Nature 2016, 535, 153–158. [CrossRef]

30. Ruan, J.; Xia, S.; Liu, X.; Lieberman, J.; Wu, H. Cryo-EM structure of the gasdermin A3 membrane pore. Nature 2018, 557, 62–67.
[CrossRef]

31. Xia, S.; Zhang, Z.; Magupalli, V.G.; Pablo, J.L.; Dong, Y.; Vora, S.M.; Wang, L.; Fu, T.-M.; Jacobson, M.P.; Greka, A.; et al. Gasdermin
D pore structure reveals preferential release of mature interleukin-1. Nature 2021, 593, 607–611. [CrossRef] [PubMed]

32. Evavold, C.L.; Hafner-Bratkovic, I.; Devant, P.; D’Andrea, J.M.; Ngwa, E.M.; Borsic, E.; Doench, J.G.; LaFleur, M.W.; Sharpe, A.H.;
Thiagarajah, J.R.; et al. Control of gasdermin D oligomerization and pyroptosis by the Ragulator-Rag-mTORC1 pathway. Cell
2021, 184, 4495–4511. [CrossRef] [PubMed]

33. Magupalli, V.G.; Fontana, P.; Wu, H. Ragulator-Rag and ROS TORment gasdermin D pore formation. Trends Immunol. 2021, 42,
948–950. [CrossRef] [PubMed]

34. Wang, Y.; Shi, P.; Chen, Q.; Huang, Z.; Zou, D.; Zhang, J.; Gao, X.; Lin, Z. Mitochondrial ROS promote macrophage pyroptosis by
inducing GSDMD oxidation. J. Mol. Cell Biol. 2019, 11, 1069–1082. [CrossRef]

35. Sborgi, L.; Rühl, S.; Mulvihill, E.; Pipercevic, J.; Heilig, R.; Stahlberg, H.; Farady, C.J.; Muller, D.J.; Broz, P.; Hiller, S. GSDMD
membrane pore formation constitutes the mechanism of pyroptotic cell death. EMBO J. 2016, 35, 1766–1778. [CrossRef]

36. Rühl, S.; Broz, P. Regulation of Lytic and Non-Lytic Functions of Gasdermin Pores. J. Mol. Biol. 2022, 434, 167246. [CrossRef]
37. De Vasconcelos, N.M.; van Opdenbosch, N.; van Gorp, H.; Parthoens, E.; Lamkanfi, M. Single-cell analysis of pyroptosis dynamics

reveals conserved GSDMD-mediated subcellular events that precede plasma membrane rupture. Cell Death Differ. 2019, 26,
146–161. [CrossRef]

38. Russo, H.M.; Rathkey, J.; Boyd-Tressler, A.; Katsnelson, M.A.; Abbott, D.W.; Dubyak, G.R. Active Caspase-1 Induces Plasma
Membrane Pores That Precede Pyroptotic Lysis and Are Blocked by Lanthanides. J. Immunol. 2016, 197, 1353–1367. [CrossRef]

39. Yang, X.; Cheng, X.; Tang, Y.; Qiu, X.; Wang, Y.; Kang, H.; Wu, J.; Wang, Z.; Liu, Y.; Chen, F.; et al. Bacterial Endotoxin Activates
the Coagulation Cascade through Gasdermin D-Dependent Phosphatidylserine Exposure. Immunity 2019, 51, 983–996. [CrossRef]

40. Rühl, S.; Shkarina, K.; Demarco, B.; Heilig, R.; Santos, J.C.; Broz, P. ESCRT-dependent membrane repair negatively regulates
pyroptosis downstream of GSDMD activation. Science 2018, 362, 956–960. [CrossRef]

41. Schmitz, F.; Heit, A.; Dreher, S.; Eisenächer, K.; Mages, J.; Haas, T.; Krug, A.; Janssen, K.-P.; Kirschning, C.J.; Wagner, H.
Mammalian target of rapamycin (mTOR) orchestrates the defense program of innate immune cells. Eur. J. Immunol. 2008, 38,
2981–2992. [CrossRef] [PubMed]

42. Wang, D.; Zheng, J.; Hu, Q.; Zhao, C.; Chen, Q.; Shi, P.; Chen, Q.; Zou, Y.; Zou, D.; Liu, Q.; et al. Magnesium protects against
sepsis by blocking gasdermin D N-terminal-induced pyroptosis. Cell Death Differ. 2020, 27, 466–481. [CrossRef] [PubMed]

43. Loomis, W.P.; Hartigh, A.B.D.; Cookson, B.T.; Fink, S.L. Diverse small molecules prevent macrophage lysis during pyroptosis.
Cell Death Dis. 2019, 10, 326. [CrossRef]

44. Monteleone, M.; Stow, J.; Schroder, K. Mechanisms of unconventional secretion of IL-1 family cytokines. Cytokine 2015, 74,
213–218. [CrossRef] [PubMed]

45. Zanoni, I.; Tan, Y.; Di Gioia, M.; Broggi, A.; Ruan, J.; Shi, J.; Donado, C.A.; Shao, F.; Wu, H.; Springstead, J.R.; et al. An endogenous
caspase-11 ligand elicits interleukin-1 release from living dendritic cells. Science 2016, 352, 1232–1236. [CrossRef] [PubMed]

46. Kayagaki, N.; Kornfeld, O.S.; Lee, B.L.; Stowe, I.B.; O’Rourke, K.; Li, Q.; Sandoval, W.; Yan, D.; Kang, J.; Xu, M.; et al. NINJ1
mediates plasma membrane rupture during lytic cell death. Nature 2021, 591, 131–136. [CrossRef]

47. Fischer, F.A.; Chen, K.W.; Bezbradica, J.S. Posttranslational and Therapeutic Control of Gasdermin-Mediated Pyroptosis and
Inflammation. Front. Immunol. 2021, 12, 661162. [CrossRef]

48. Bambouskova, M.; Potuckova, L.; Paulenda, T.; Kerndl, M.; Mogilenko, D.A.; Lizotte, K.; Swain, A.; Hayes, S.; Sheldon, R.D.; Kim,
H.; et al. Itaconate confers tolerance to late NLRP3 inflammasome activation. Cell Rep. 2021, 34, 108756. [CrossRef]

49. Hoyle, C.; Green, J.P.; Allan, S.M.; Brough, D.; Lemarchand, E. Itaconate and fumarate derivatives exert a dual inhibitory effect on
canonical NLRP3 activation in macrophages and microglia. bioRxiv 2021, in press. [CrossRef]

50. Humphries, F.; Shmuel-Galia, L.; Ketelut-Carneiro, N.; Li, S.; Wang, B.; Nemmara, V.V.; Wilson, R.; Jiang, Z.; Khalighinejad, F.;
Muneeruddin, K.; et al. Succination inactivates gasdermin D and blocks pyroptosis. Science 2020, 369, 1633–1637. [CrossRef]

51. Rogers, C.; Erkes, D.A.; Nardone, A.; Aplin, A.E.; Fernandes-Alnemri, T.; Alnemri, E.S. Gasdermin pores permeabilize mitochon-
dria to augment caspase-3 activation during apoptosis and inflammasome activation. Nat. Commun. 2019, 10, 1689. [CrossRef]
[PubMed]

52. Xu, B.; Jiang, M.; Chu, Y.; Wang, W.; Chen, D.; Li, X.; Zhang, Z.; Zhang, D.; Fan, D.; Nie, Y.; et al. Gasdermin D plays a key role as
a pyroptosis executor of non-alcoholic steatohepatitis in humans and mice. J. Hepatol. 2018, 68, 773–782. [CrossRef] [PubMed]

http://doi.org/10.1016/j.immuni.2019.04.017
http://doi.org/10.1038/s41577-019-0228-2
http://doi.org/10.1038/cr.2016.100
http://doi.org/10.1038/nature18629
http://doi.org/10.1038/s41586-018-0058-6
http://doi.org/10.1038/s41586-021-03478-3
http://www.ncbi.nlm.nih.gov/pubmed/33883744
http://doi.org/10.1016/j.cell.2021.06.028
http://www.ncbi.nlm.nih.gov/pubmed/34289345
http://doi.org/10.1016/j.it.2021.09.014
http://www.ncbi.nlm.nih.gov/pubmed/34663551
http://doi.org/10.1093/jmcb/mjz020
http://doi.org/10.15252/embj.201694696
http://doi.org/10.1016/j.jmb.2021.167246
http://doi.org/10.1038/s41418-018-0106-7
http://doi.org/10.4049/jimmunol.1600699
http://doi.org/10.1016/j.immuni.2019.11.005
http://doi.org/10.1126/science.aar7607
http://doi.org/10.1002/eji.200838761
http://www.ncbi.nlm.nih.gov/pubmed/18924132
http://doi.org/10.1038/s41418-019-0366-x
http://www.ncbi.nlm.nih.gov/pubmed/31209359
http://doi.org/10.1038/s41419-019-1559-4
http://doi.org/10.1016/j.cyto.2015.03.022
http://www.ncbi.nlm.nih.gov/pubmed/25922276
http://doi.org/10.1126/science.aaf3036
http://www.ncbi.nlm.nih.gov/pubmed/27103670
http://doi.org/10.1038/s41586-021-03218-7
http://doi.org/10.3389/fimmu.2021.661162
http://doi.org/10.1016/j.celrep.2021.108756
http://doi.org/10.1101/2021.02.01.429180
http://doi.org/10.1126/science.abb9818
http://doi.org/10.1038/s41467-019-09397-2
http://www.ncbi.nlm.nih.gov/pubmed/30976076
http://doi.org/10.1016/j.jhep.2017.11.040
http://www.ncbi.nlm.nih.gov/pubmed/29273476


Cells 2022, 11, 1717 12 of 14

53. Gordon, R.; Albornoz, E.A.; Christie, D.C.; Langley, M.R.; Kumar, V.; Mantovani, S.; Robertson, A.A.B.; Butler, M.S.; Rowe, D.B.;
O’Neill, L.A.; et al. Inflammasome inhibition prevents α-synuclein pathology and dopaminergic neurodegeneration in mice. Sci.
Transl. Med. 2018, 10, eaah4066. [CrossRef] [PubMed]

54. Lu, F.; Lan, Z.; Xin, Z.; He, C.; Guo, Z.; Xia, X.; Hu, T. Emerging insights into molecular mechanisms underlying pyroptosis and
functions of inflammasomes in diseases. J. Cell. Physiol. 2020, 235, 3207–3221. [CrossRef]

55. Li, S.; Wu, Y.; Yang, D.; Wu, C.; Ma, C.; Liu, X.; Moynagh, P.N.; Wang, B.; Hu, G.; Yang, S. Gasdermin D in peripheral myeloid
cells drives neuroinflammation in experimental autoimmune encephalomyelitis. J. Exp. Med. 2019, 216, 2562–2581. [CrossRef]

56. McKenzie, B.; Dixit, V.M.; Power, C. Fiery Cell Death: Pyroptosis in the Central Nervous System. Trends Neurosci. 2020, 43, 55–73.
[CrossRef]

57. Zhang, Z.; Zhang, Y.; Xia, S.; Kong, Q.; Li, S.; Liu, X.; Junqueira, C.; Meza-Sosa, K.F.; Mok, T.M.Y.; Ansara, J.; et al. Gasdermin E
suppresses tumour growth by activating anti-tumour immunity. Nature 2020, 579, 415–420. [CrossRef]

58. Man, S.M.; Karki, R.; Kanneganti, T.-D. AIM2 inflammasome in infection, cancer, and autoimmunity: Role in DNA sensing,
inflammation, and innate immunity. Eur. J. Immunol. 2016, 46, 269–280. [CrossRef]

59. Liu, Y.; Fang, Y.; Chen, X.; Wang, Z.; Liang, X.; Zhang, T.; Liu, M.; Zhou, N.; Lv, J.; Tang, K.; et al. Gasdermin E–mediated target
cell pyroptosis by CAR T cells triggers cytokine release syndrome. Sci. Immunol. 2020, 5, eaax7969. [CrossRef]

60. Xu, Y.-J.; Zheng, L.; Hu, Y.-W.; Wang, Q. Pyroptosis and its relationship to atherosclerosis. Clin. Chim. Acta 2018, 476, 28–37.
[CrossRef]

61. Zhaolin, Z.; Guohua, L.; Shiyuan, W.; Zuo, W. Role of pyroptosis in cardiovascular disease. Cell Prolif. 2019, 52, e12563. [CrossRef]
[PubMed]

62. Xia, W.; Li, Y.; Wu, M.; Jin, Q.; Wang, Q.; Li, S.; Huang, S.; Zhang, A.; Zhang, Y.; Jia, Z. Gasdermin E deficiency attenuates acute
kidney injury by inhibiting pyroptosis and inflammation. Cell Death Dis. 2021, 12, 139. [CrossRef] [PubMed]

63. Miao, N.; Yin, F.; Xie, H.; Wang, Y.; Xu, Y.; Shen, Y.; Xu, D.; Yin, J.; Wang, B.; Zhou, Z.; et al. The cleavage of gasdermin D by
caspase-11 promotes tubular epithelial cell pyroptosis and urinary IL-18 excretion in acute kidney injury. Kidney Int. 2019, 96,
1105–1120. [CrossRef] [PubMed]

64. Goldbach-Mansky, R. Current Status of Understanding the Pathogenesis and Management of Patients With NOMID/CINCA.
Curr. Rheumatol. Rep. 2011, 13, 123–131. [CrossRef]

65. Gomez-Lopez, N.; Romero, R.; Xu, Y.; Plazyo, O.; Unkel, R.; Leng, Y.; Than, N.G.; Chaiworapongsa, T.; Panaitescu, B.; Dong, Z.;
et al. A Role for the Inflammasome in Spontaneous Preterm Labor with Acute Histologic Chorioamnionitis. Reprod. Sci. 2017, 24,
1382–1401. [CrossRef]

66. Cheng, S.-B.; Nakashima, A.; Huber, W.J.; Davis, S.; Banerjee, S.; Huang, Z.; Saito, S.; Sadovsky, Y.; Sharma, S. Pyroptosis is a
critical inflammatory pathway in the placenta from early onset preeclampsia and in human trophoblasts exposed to hypoxia and
endoplasmic reticulum stressors. Cell Death Dis. 2019, 10, 927. [CrossRef]

67. Herster, F.; Bittner, Z.; Archer, N.; Dickhöfer, S.; Eisel, D.; Eigenbrod, T.; Knorpp, T.; Schneiderhan-Marra, N.; Löffler, M.W.;
Kalbacher, H.; et al. Neutrophil extracellular trap-associated RNA and LL37 enable self-amplifying inflammation in psoriasis.
Nat. Commun. 2020, 11, 105. [CrossRef]

68. Sollberger, G.; Choidas, A.; Burn, G.L.; Habenberger, P.; Di Lucrezia, R.; Kordes, S.; Menninger, S.; Eickhoff, J.; Nussbaumer, P.;
Klebl, B.; et al. Gasdermin D plays a vital role in the generation of neutrophil extracellular traps. Sci. Immunol. 2018, 3, eaar6689.
[CrossRef]

69. Zhou, Z.; He, H.; Wang, K.; Shi, X.; Wang, Y.; Su, Y.; Wang, Y.; Li, D.; Liu, W.; Zhang, Y.; et al. Granzyme A from cytotoxic
lymphocytes cleaves GSDMB to trigger pyroptosis in target cells. Science 2020, 368, 1833. [CrossRef]

70. Rathkey, J.K.; Zhao, J.; Liu, Z.; Chen, Y.; Yang, J.; Kondolf, H.C.; Benson, B.L.; Chirieleison, S.M.; Huang, A.Y.; Dubyak, G.R.;
et al. Chemical disruption of the pyroptotic pore-forming protein gasdermin D inhibits inflammatory cell death and sepsis. Sci.
Immunol. 2018, 3, eaat2738. [CrossRef]

71. Hu, J.J.; Liu, X.; Xia, S.; Zhang, Z.; Zhang, Y.; Zhao, J.; Ruan, J.; Luo, X.; Lou, X.; Bai, Y.; et al. FDA-approved disulfiram inhibits
pyroptosis by blocking gasdermin D pore formation. Nat. Immunol. 2020, 21, 736–745. [CrossRef] [PubMed]

72. Martín-Sánchez, F.; Diamond, C.; Zeitler, M.; Gomez, A.I.; Baroja-Mazo, A.; Bagnall, J.; Spiller, D.; White, M.; Daniels, M.;
Mortellaro, A.; et al. Inflammasome-dependent IL-1β release depends upon membrane permeabilisation. Cell Death Differ. 2016,
23, 1219–1231. [CrossRef] [PubMed]

73. Juliana, C.; Fernandes-Alnemri, T.; Wu, J.; Datta, P.; Solorzano, L.; Yu, J.-W.; Meng, R.; Quong, A.A.; Latz, E.; Scott, C.P.; et al.
Anti-inflammatory Compounds Parthenolide and Bay 11-7082 Are Direct Inhibitors of the Inflammasome. J. Biol. Chem. 2010, 285,
9792–9802. [CrossRef] [PubMed]

74. Mitra, S.; Exline, M.; Habyarimana, F.; Gavrilin, M.; Baker, P.; Masters, S.L.; Wewers, M.D.; Sarkar, A. Microparticulate Caspase 1
Regulates Gasdermin D and Pulmonary Vascular Endothelial Cell Injury. Am. J. Respir. Cell Mol. Biol. 2018, 59, 56–64. [CrossRef]

75. Diaz, G.M.; Hupperts, R.; Fraussen, J.; Somers, V. Dimethyl fumarate treatment in multiple sclerosis: Recent advances in clinical
and immunological studies. Autoimmun. Rev. 2018, 17, 1240–1250. [CrossRef]

76. Molina-Crespo, A.; Cadete, A.; Sarrio, D.; Gamez-Chiachio, M.; Martinez, L.; Chao, K.; Olivera, A.; Gonella, A.; Diaz, E.; Palacio,
H.; et al. Intracellular delivery of an antibody targeting gasdermin-b reduces her2 breast cancer aggressiveness. Clin. Cancer Res.
2019, 25, 4846–4858. [CrossRef]

http://doi.org/10.1126/scitranslmed.aah4066
http://www.ncbi.nlm.nih.gov/pubmed/30381407
http://doi.org/10.1002/jcp.29268
http://doi.org/10.1084/jem.20190377
http://doi.org/10.1016/j.tins.2019.11.005
http://doi.org/10.1038/s41586-020-2071-9
http://doi.org/10.1002/eji.201545839
http://doi.org/10.1126/sciimmunol.aax7969
http://doi.org/10.1016/j.cca.2017.11.005
http://doi.org/10.1111/cpr.12563
http://www.ncbi.nlm.nih.gov/pubmed/30525268
http://doi.org/10.1038/s41419-021-03431-2
http://www.ncbi.nlm.nih.gov/pubmed/33542198
http://doi.org/10.1016/j.kint.2019.04.035
http://www.ncbi.nlm.nih.gov/pubmed/31405732
http://doi.org/10.1007/s11926-011-0165-y
http://doi.org/10.1177/1933719116687656
http://doi.org/10.1038/s41419-019-2162-4
http://doi.org/10.1038/s41467-019-13756-4
http://doi.org/10.1126/sciimmunol.aar6689
http://doi.org/10.1126/science.aaz7548
http://doi.org/10.1126/sciimmunol.aat2738
http://doi.org/10.1038/s41590-020-0669-6
http://www.ncbi.nlm.nih.gov/pubmed/32367036
http://doi.org/10.1038/cdd.2015.176
http://www.ncbi.nlm.nih.gov/pubmed/26868913
http://doi.org/10.1074/jbc.M109.082305
http://www.ncbi.nlm.nih.gov/pubmed/20093358
http://doi.org/10.1165/rcmb.2017-0393OC
http://doi.org/10.1016/j.autrev.2018.07.001
http://doi.org/10.1158/1078-0432.CCR-18-2381


Cells 2022, 11, 1717 13 of 14

77. Landi, L.; Ravaglia, C.; Russo, E.; Cataleta, P.; Fusari, M.; Boschi, A.; Giannarelli, D.; Facondini, F.; Valentini, I.; Panzini, I.; et al.
Blockage of interleukin-1β with canakinumab in patients with Covid-19. Sci. Rep. 2020, 10, 21775. [CrossRef]

78. Cavalli, G.; de Luca, G.; Campochiaro, C.; Della-Torre, E.; Ripa, M.; Canetti, D.; Oltolini, C.; Castiglioni, B.; Din, C.T.; Boffini,
N.; et al. Interleukin-1 blockade with high-dose anakinra in patients with COVID-19, acute respiratory distress syndrome, and
hyperinflammation: A retrospective cohort study. Lancet Rheumatol. 2020, 2, e325–e331. [CrossRef]

79. Hergueta-Redondo, M.; Sarrio, D.; Molina-Crespo, A.; Vicario, R.; Morales, C.B.; Martínez, L.; Rojo-Sebastián, A.; Serra-Musach,
J.; Mota, A.; Martínez-Ramírez, A.; et al. Gasdermin B expression predicts poor clinical outcome in HER2-positive breast cancer.
Oncotarget 2016, 7, 56295–56308. [CrossRef]

80. Chan, J.F.-W.; Kok, K.-H.; Zhu, Z.; Chu, H.; To, K.K.-W.; Yuan, S.; Yuen, K.-Y. Genomic characterization of the 2019 novel
human-pathogenic coronavirus isolated from a patient with atypical pneumonia after visiting Wuhan. Emerg. Microbes Infect.
2020, 9, 221–236. [CrossRef]

81. Mehta, P.; McAuley, D.F.; Brown, M.; Sanchez, E.; Tattersall, R.S.; Manson, J.J. COVID-19: Consider cytokine storm syndromes
and immunosuppression. Lancet 2020, 395, 1033–1034. [CrossRef]

82. Toldo, S.; Bussani, R.; Nuzzi, V.; Bonaventura, A.; Mauro, A.G.; Cannatà, A.; Pillappa, R.; Sinagra, G.; Nana-Sinkam, P.; Sime, P.;
et al. Inflammasome formation in the lungs of patients with fatal COVID-19. Agents Actions 2021, 70, 7–10. [CrossRef] [PubMed]

83. Rodrigues, T.S.; de Sa, K.S.G.; Ishimoto, A.Y.; Becerra, A.; Oliveira, S.; Almeida, L.; Goncalves, A.V.; Perucello, D.B.; Andrade,
W.A.; Castro, R.; et al. Inflammasomes are activated in response to SARS-cov-2 infection and are associated with COVID-19
severity in patients. J. Exp. Med. 2020, 218, e20201707. [CrossRef] [PubMed]

84. Zeng, J.; Xie, X.; Feng, X.-L.; Xu, L.; Han, J.-B.; Yu, D.; Zou, Q.-C.; Liu, Q.; Li, X.; Ma, G.; et al. Specific inhibition of the NLRP3
inflammasome suppresses immune overactivation and alleviates COVID-19 like pathology in mice. eBioMedicine 2021, 75, 103803.
[CrossRef]

85. Coll, R.C.; Hill, J.R.; Day, C.J.; Zamoshnikova, A.; Boucher, D.; Massey, N.L.; Chitty, J.; Fraser, J.A.; Jennings, M.P.; Robertson,
A.A.B.; et al. MCC950 directly targets the NLRP3 ATP-hydrolysis motif for inflammasome inhibition. Nat. Chem. Biol. 2019, 15,
556–559. [CrossRef]

86. Ferreira, A.C.; Soares, V.C.; de Azevedo-Quintanilha, I.G.; Dias, S.d.S.G.; Fintelman-Rodrigues, N.; Sacramento, C.Q.; Mattos, M.;
de Freitas, C.S.; Temerozo, J.R.; Teixeira, L.; et al. Correction: SARS-CoV-2 engages inflammasome and pyroptosis in human
primary monocytes. Cell Death Discov. 2021, 7, 43. [CrossRef]

87. Grein, J.; Ohmagari, N.; Shin, D.; Diaz, G.; Asperges, E.; Castagna, A.; Feldt, T.; Green, G.; Green, M.L.; Lescure, F.X.; et al.
Compassionate Use of Remdesivir for Patients with Severe Covid-19. N. Engl. J. Med. 2020, 382, 2327–2336. [CrossRef]

88. Pontali, E.; Volpi, S.; Antonucci, G.; Castellaneta, M.; Buzzi, D.; Tricerri, F.; Angelelli, A.; Caorsi, R.; Feasi, M.; Calautti, F.; et al.
Safety and efficacy of early high-dose IV anakinra in severe COVID-19 lung disease. J. Allergy Clin. Immunol. 2020, 146, 213–215.
[CrossRef]

89. Pasin, L.; Cavalli, G.; Navalesi, P.; Sella, N.; Landoni, G.; Yavorovskiy, A.G.; Likhvantsev, V.V.; Zangrillo, A.; Dagna, L.; Monti, G.
Anakinra for patients with COVID-19: A meta-analysis of non-randomized cohort studies. Eur. J. Intern. Med. 2021, 86, 34–40.
[CrossRef]

90. Kyriazopoulou, E.; Poulakou, G.; Milionis, H.; Metallidis, S.; Adamis, G.; Tsiakos, K.; Fragkou, A.; Rapti, A.; Damoulari, C.;
Fantoni, M.; et al. Early treatment of COVID-19 with anakinra guided by soluble urokinase plasminogen receptor plasma levels:
A double-blind, randomized controlled phase 3 trial. Nat. Med. 2021, 27, 1752–1760. [CrossRef]

91. Zhang, J.; Wu, H.; Yao, X.; Zhang, D.; Zhou, Y.; Fu, B.; Wang, W.; Li, H.; Wang, Z.; Hu, Z.; et al. Pyroptotic macrophages stimulate
the SARS-CoV-2-associated cytokine storm. Cell. Mol. Immunol. 2021, 18, 1305–1307. [CrossRef] [PubMed]

92. Siu, K.-L.; Yuen, K.-S.; Castano-Rodriguez, C.; Ye, Z.-W.; Yeung, M.-L.; Fung, S.-Y.; Yuan, S.; Chan, C.-P.; Yuen, K.-Y.; Enjuanes,
L.; et al. Severe acute respiratory syndrome Coronavirus ORF3a protein activates the NLRP3 inflammasome by promoting
TRAF3-dependent ubiquitination of ASC. FASEB J. 2019, 33, 8865–8877. [CrossRef] [PubMed]

93. Chen, I.-Y.; Moriyama, M.; Chang, M.-F.; Ichinohe, T. Severe Acute Respiratory Syndrome Coronavirus Viroporin 3a Activates the
NLRP3 Inflammasome. Front. Microbiol. 2019, 10, 50. [CrossRef]

94. Xu, H.; Chitre, S.A.; Akinyemi, I.A.; Loeb, J.C.; Lednicky, J.A.; McIntosh, M.T.; Bhaduri-McIntosh, S. SARS-CoV-2 viroporin
triggers the NLRP3 inflammatory pathway. bioRxiv 2020, in press.

95. Shi, C.-S.; Nabar, N.R.; Huang, N.-N.; Kehrl, J.H. SARS-Coronavirus Open Reading Frame-8b triggers intracellular stress pathways
and activates NLRP3 inflammasomes. Cell Death Discov. 2019, 5, 101. [CrossRef] [PubMed]

96. Pan, P.; Shen, M.; Yu, Z.; Ge, W.; Chen, K.; Tian, M.; Xiao, F.; Wang, Z.; Wang, J.; Jia, Y.; et al. SARS-CoV-2 N protein promotes
NLRP3 inflammasome activation to induce hyperinflammation. Nat. Commun. 2021, 12, 4664. [CrossRef] [PubMed]

97. Sun, X.; Liu, Y.; Huang, Z.; Xu, W.; Hu, W.; Yi, L.; Liu, Z.; Chan, H.; Zeng, J.; Liu, X.; et al. SARS-CoV-2 non-structural protein
6 triggers NLRP3-dependent pyroptosis by targeting ATP6AP1. Cell Death Differ. 2022, in press. [CrossRef] [PubMed]

98. Zheng, M.; Karki, R.; Williams, E.P.; Yang, D.; Fitzpatrick, E.; Vogel, P.; Jonsson, C.B.; Kanneganti, T.-D. TLR2 senses the
SARS-CoV-2 envelope protein to produce inflammatory cytokines. Nat. Immunol. 2021, 22, 829–838. [CrossRef]

99. Cohen, M.E.; Eichel, R.; Steiner-Birmanns, B.; Janah, A.; Ioshpa, M.; Bar-Shalom, R.; Paul, J.J.; Gaber, H.; Skrahina, V.; Bornstein,
N.M.; et al. A case of probable Parkinson’s disease after SARS-CoV-2 infection. Lancet Neurol. 2020, 19, 804–805. [CrossRef]

http://doi.org/10.1038/s41598-020-78492-y
http://doi.org/10.1016/S2665-9913(20)30127-2
http://doi.org/10.18632/oncotarget.10787
http://doi.org/10.1080/22221751.2020.1719902
http://doi.org/10.1016/S0140-6736(20)30628-0
http://doi.org/10.1007/s00011-020-01413-2
http://www.ncbi.nlm.nih.gov/pubmed/33079210
http://doi.org/10.1084/jem.20201707
http://www.ncbi.nlm.nih.gov/pubmed/33231615
http://doi.org/10.1016/j.ebiom.2021.103803
http://doi.org/10.1038/s41589-019-0277-7
http://doi.org/10.1038/s41420-021-00428-w
http://doi.org/10.1056/NEJMoa2007016
http://doi.org/10.1016/j.jaci.2020.05.002
http://doi.org/10.1016/j.ejim.2021.01.016
http://doi.org/10.1038/s41591-021-01499-z
http://doi.org/10.1038/s41423-021-00665-0
http://www.ncbi.nlm.nih.gov/pubmed/33742186
http://doi.org/10.1096/fj.201802418R
http://www.ncbi.nlm.nih.gov/pubmed/31034780
http://doi.org/10.3389/fmicb.2019.00050
http://doi.org/10.1038/s41420-019-0181-7
http://www.ncbi.nlm.nih.gov/pubmed/31231549
http://doi.org/10.1038/s41467-021-25015-6
http://www.ncbi.nlm.nih.gov/pubmed/34341353
http://doi.org/10.1038/s41418-021-00916-7
http://www.ncbi.nlm.nih.gov/pubmed/34997207
http://doi.org/10.1038/s41590-021-00937-x
http://doi.org/10.1016/S1474-4422(20)30305-7


Cells 2022, 11, 1717 14 of 14

100. Albornoz, E.; Amarilla, A.A.; Modhiran, N.; Parker, S.; Li, X.X.; Wijesundara, D.K.; Zamora, A.P.; McMillan, C.L.D.; Liang, B.;
Peng, N.Y.G.; et al. SARS-CoV-2 drives NLRP3 inflammasome activation in human microglia through spike-ACE2 receptor
interaction. bioRxiv 2022, in press.

101. Theobald, S.J.; Simonis, A.; Georgomanolis, T.; Kreer, C.; Zehner, M.; Eisfeld, H.S.; Albert, M.-C.; Chhen, J.; Motameny, S.; Erger,
F.; et al. Long-lived macrophage reprogramming drives spike protein-mediated inflammasome activation in COVID-19. EMBO
Mol. Med. 2021, 13, e14150. [CrossRef] [PubMed]

102. Junqueira, C.; Crespo, A.; Ranjbar, S.; Ingber, J.; Parry, B.; Ravid, S.; de Lacerda, L.B.; Lewandrowski, M.; Clark, S.; Ho, F.; et al.
SARS-CoV-2 infects blood monocytes to activate NLRP3 and AIM2 inflammasomes, pyroptosis and cytokine release. medRxiv
2021, in press.

103. Yu, J.; Yuan, X.; Chen, H.; Chaturvedi, S.; Braunstein, E.M.; Brodsky, R.A. Direct activation of the alternative complement pathway
by SARS-CoV-2 spike proteins is blocked by factor D Inhibition. Blood 2020, 136, 2080–2089. [CrossRef] [PubMed]

104. Bournazos, S.; Gupta, A.; Ravetch, J.V. The role of IgG Fc receptors in antibody-dependent enhancement. Nat. Rev. Immunol. 2020,
20, 633–643. [CrossRef]

105. Kim, N.E.; Kim, D.K.; Song, Y.J. Sars-cov-2 nonstructural proteins 1 and 13 suppress caspase-1 and the NLRP3 inflammasome
activation. Microorganisms 2021, 9, 494. [CrossRef]

106. Maggiore, U. Colchicine Counteracting Inflammation in COVID-19 Pneumonia (ColCOVID-19). 2020. Available online: https:
//clinicaltrials.gov/show/NCT04322565 (accessed on 13 April 2022).

107. Mehta, K.G.; Patel, T.; Chavda, P.D.; Patel, P. Efficacy and safety of colchicine in COVID-19: A meta-analysis of randomised
controlled trials. RMD Open 2021, 7, e001746. [CrossRef]

108. Treon, S.P.; Castillo, J.J.; Skarbnik, A.P.; Soumerai, J.D.; Ghobrial, I.M.; Guerrera, M.L.; Meid, K.E.; Yang, G. The BTK inhibitor
ibrutinib may protect against pulmonary injury in COVID-19–infected patients. Blood 2020, 135, 1912–1915. [CrossRef]

109. Roschewski, M.; Lionakis, M.S.; Sharman, J.P.; Roswarski, J.; Goy, A.; Monticelli, M.A.; Roshon, M.; Wrzesinski, S.H.; Desai, J.V.;
Zarakas, M.A.; et al. Inhibition of Bruton tyrosine kinase in patients with severe COVID-19. Sci. Immunol. 2020, 5, eabd0110.
[CrossRef]

110. Zheng, M.; Williams, E.P.; Malireddi, R.K.S.; Karki, R.; Banoth, B.; Burton, A.; Webby, R.; Channappanavar, R.; Jonsson,
C.B.; Kanneganti, T.-D. Impaired NLRP3 inflammasome activation/pyroptosis leads to robust inflammatory cell death via
caspase-8/RIPK3 during coronavirus infection. J. Biol. Chem. 2020, 295, 14040–14052. [CrossRef]

http://doi.org/10.15252/emmm.202114150
http://www.ncbi.nlm.nih.gov/pubmed/34133077
http://doi.org/10.1182/blood.2020008248
http://www.ncbi.nlm.nih.gov/pubmed/32877502
http://doi.org/10.1038/s41577-020-00410-0
http://doi.org/10.3390/microorganisms9030494
https://clinicaltrials.gov/show/NCT04322565
https://clinicaltrials.gov/show/NCT04322565
http://doi.org/10.1136/rmdopen-2021-001746
http://doi.org/10.1182/blood.2020006288
http://doi.org/10.1126/sciimmunol.abd0110
http://doi.org/10.1074/jbc.RA120.015036

	Introduction 
	The GSDM Family 
	GSDMD Pore Formation 
	GSDMD Post-Translational Modifications (PTM) 
	Pyroptosis in Non-Infectious Diseases 
	GSDMs as Therapeutic Targets 
	SARS-CoV-2 Triggered NLRP3-Mediated Pyroptosis 
	Summary and Perspective 
	References

