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Abstract: Pythium oligandrum, strain M1, is a soil oomycete successfully used as a biological control
agent (BCA), protecting plants against fungal, yeast, and oomycete pathogens through mycopara-
sitism and elicitor-dependent plant priming. The not yet described Pythium strains, X42 and 00X48,
have shown potential as BCAs given the high activity of their secreted proteases, endoglycosidases,
and tryptamine. Here, Solanum lycopersicum L. cv. Micro-Tom seeds were coated with Pythium strains,
and seedlings were exposed to fungal pathogens, either Alternaria brassicicola or Verticillium albo-atrum.
The effects of both infection and seed-coating on plant metabolism were assessed by determining the
activity and isoforms of antioxidant enzymes and endoglycosidases and the content of tryptamine,
amino acids, and heat shock proteins. Dual culture competition testing and microscopy analysis
confirmed mycoparasitism in all three Pythium strains. In turn, seed treatment significantly increased
the total free amino acid content, changing their abundance in both non-infected and infected plants.
In response to pathogens, plant Hsp70 and Hsp90 isoform levels also varied among Pythium strains,
most likely as a strategy for priming the plant against infection. Overall, our results show in vitro
mycoparasitism between Pythium strains and fungal pathogens and in planta involvement of heat
shock proteins in priming.

Keywords: antioxidants; capillary electrophoresis; fungal diseases; plant protection; seed-coating

1. Introduction

Fungal spores ubiquitously infect agriculturally important crops, especially contami-
nating cereals, nuts, fruits, and vegetables. Some fungal pathogens are so destructive that
cultivation requires fungicides, which are potentially harmful for human health [1]. Among
such pathogens, Verticillium spp. is responsible for wilt diseases that affect over 200 hosts.
In particular, Verticillium albo-atrum infects the vascular system of many dicotyledonous
plant species, and its fungal isolates secrete an arsenal of enzymes that degrade plant
cell wall components, such as cellulose, pectin, hemicelluloses, and proteins, and secrete
necrosis- and ethylene-inducing proteins, which play a key role in pathogenesis [2]. In turn,
A. brassicicola, a necrotrophic fungal pathogen, stands out for producing AB mycotoxin
(protein approximately 35 kDa), hydrolytic enzymes, and necrosis-related proteins on
crops grown worldwide [3,4]. Accordingly, to avoid using fungicides, fungal pathogens,
such as A. brassicicola and V. albo-atrum, must be prevented from destroying crops through
biological control agents (BCAs).
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Increasingly used as a BCA, Pythium oligandrum, Dreschler, is a soil oomycete that
protects plants against fungi, yeasts, and oomycetes including very dangerous pathogens
(e.g., Fusarium oxysporum, Phytophthora parasitica, V. dahlie, Botrytis cinerea, and Aphanomyces
cochlioides, and even other Pythium species) [5–7]. At least three levels of action account
for P. oligandrum efficacy in plant protection [5]. First, P. oligandrum acts as a mycoparasite,
secreting various hydrolytic enzymes that degrade the host cell wall (especially chitinases,
cellulases, endo-β-1,3-glucanases, various exoglycosidases, proteases, and phosphatases)
and compete with pathogens for nutrients and space. As a case in point, the P. oligandrum
genome contains 114 glycoside hydrolases, of which 79 are secreted [8]. However, when
colonizing the plant root system, P. oligandrum penetrates through the apoplast without
causing damage and only partly affects cell wall components, most likely due to the absence
of the enzyme cutinase [6,8]. Second, P. oligandrum produces numerous elicitors termed
oligandrins (i.e., OLI-D1, OLI-D2, and OLI-S1) and cell wall protein fractions (i.e., POD-1,
POD-1a, POD-1b, POD-2, and POS-1) [5,9–12]. These low-molecular mass proteins induce
plant defense systems, thus initiating both local- and systemic-induced resistance against
fungal, oomycete, and bacterial pathogens [6]. Third, P. oligandrum contains other proteins
that can affect the immune system of a plant [5]. Recently, 35 RXLR effector proteins
have also been identified in the P. oligandrum genome, one of which induces plant defense
responses [13]. Other proteins possibly involved in inducing defense reactions include
necrosis- and ethylene-inducing peptide1-like proteins (NLPs), two of which activate
defensin genes without causing the accumulation of reactive oxygen species [14]. In
tomato plants, more specifically, P. oligandrum-mediated resistance involves the activation
of ethylene (ET)- and jasmonic acid (JA)-dependent signaling pathways [15–18]. Finally, P.
oligandrum supplements the plant root system with tryptamine, a precursor of the growth
phytohormone auxin, thus enhancing plant fitness [19].

Heat shock protein (Hsp) functions range from protein folding and inhibition of
aggregate formation to defense against plant stress. Hsps are classified according to
sequence similarity, although they are still designated by molecular weight. Hsp70s are
localized in the cytoplasm, mitochondria, chloroplasts, and endoplasmic reticulum [20].
In Nicotiana tabacum, this family has 61 members with molecular weights ranging from 16
to 100 kDa, individual members of which are expressed in response to phytohormones,
high or low temperature, drought, wounding, or fungal pathogens [21]. Preliminary results
of tomato plants also indicate that 23 candidate genes of the tomato Hsp70 family with
molecular weights ranging from 21.3 to 98.8 kDa [22] and at least seven members of the
Hsp90 tomato gene family may be involved in the response to stress, including resistance
to Tomato yellow leaf curl virus [23]. Notwithstanding these advances in the identification of
signaling pathways and elicitors by P. oligandrum in activating tomato plant resistance, the
extent of protection depends on many other parameters including the application method,
i.e., spraying, watering, or seed treatment [5].

In previous research, we have shown that seed-coating alone leads to a number of
metabolic changes in rapeseed plants, including in free amino acids, phytohormones, and
glucosinolates, with significant differences in enzyme secretion and elicitors among P.
oligandrum strains [24]. However, the question as to whether tomato seed-coating with
P. oligandrum protects against fungal pathogens, such as V. albo-atrum and A. brassicicola,
remains unanswered. Verticillium spp. are soil-borne plant pathogens, but plant resistance
against pathogens largely involves isolating the fungus in contained sections of xylem
tissues and, subsequently, eliminating the fungus [25]. In turn, A. brassicicola causes more
yield losses in Brassicaceae than in Resedaceae and Solanaceae (including tomato plants)
for which this fungus is considered an occasional or weak pathogen [26].

In this study, we aimed to assess whether a seed treatment with Pythium strains
affected the metabolism of model crop plant Solanum lycopersicum L. cv. Micro-Tom and
induced defense responses against the fungal pathogens A. brassicicola and V. albo-atrum.
For this purpose, we chose the most advantageous strains, based on the findings of our
previous study, i.e., M1, 00X48, and X42 [24]. P. oligandrum M1 is a commercially available
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plant protection strain. P. oligandrum 00X48 has shown even higher cellulase, chitinase,
endo-β-1,3-glucanase, serine protease activities, and concentrations of tryptamine secreted
to the medium, thereby demonstrating its potential in both mycoparasitism and plant
growth enhancement. Lastly, Pythium X42, a newly found (not yet described) Pythium
species with the closest affinity to Pythium sp. E26 JN863988, has a unique protein profile
and the highest protease activity, total phenolic content, and secretion of both tryptophan
and tryptamine to the medium, which are positively correlated with auxin levels in host
rapeseed leaves, i.e., support plant growth. Therefore, we hypothesized that the novel
Pythium-strains X42 and 00X48 could be effective biological control agents against fungal
diseases directly (i.e., act as mycoparasites) as well as indirectly by inducing plant priming
and help to maintain plant fitness. Thus, Pythium strains were exposed to the fungal
pathogens A. brassicicola and V. albo-atrum in vitro and in planta to determine whether these
strains are suitable biological control agents by analyzing (i) interactions between Pythium
strains and A. brassicicola and V. albo-atrum and (ii) the effects of seed-coating with Pythium
strains on the metabolism of tomato plants exposed to these fungal pathogens.

2. Materials and Methods
2.1. In Vitro Dual Culture Tests of Pythium Strains against A. brassicicola/V. albo-atrum

Dual culture tests were performed on solid malt extract agar (MEA, Merck, Darmstadt,
Germany) medium in triplicates. The small plugs (5 × 5 mm) of agar plate with cultures
of plant pathogens A. brassicicola and V. albo-atrum were placed 15 mm from the edge of
the test MEA plate. The phytopathogens were incubated for 72 h (dark, 24 ◦C, incubator
Memmert IN75, Memmert, Schwabach, Germany) before adding the Pythium strains to the
opposite side of the pathogen plug. The MEA plates were then incubated for 16 days (dark,
24 ◦C). The plates inoculated only with pathogens served as negative controls. Microscopic
observation of the dual culture was performed after 24 h, i.e., a few hours after first contact
between the hyphae of pathogenic fungi and Pythium strains (Intracomicro FL BMS, Prague,
Czech Republic). After 15 days, the mycelial radial growth of the pathogen on a control
plate (r1) and in the direction of the antagonistic Pythium strain (r2) was measured, and the
percentage inhibition (I%) in pathogen growth was calculated according to the formula:
I% = [(r1 − r2)/r1] × 100 [27]. The ability of each Pythium strain to parasitize the fungi
was assessed based on the visible overgrowth of the pathogen colony, pathogen hyphae
growth inhibition, and loss of or inability to change pigmentation. In addition, the ability
of Pythium sp. hyphae to encircle pathogen hyphae at sites of early contact between the
two colonies was also evaluated.

2.2. Plant Material

S. lycopersicum L. cv. Micro-Tom seeds were treated with lyophilized Pythium spp.
inoculum (oomycete biomass with medium inoculum) containing 12.0 × 106 oospores g−1.
Pythium spp. inocula were prepared as in [24]. Seeds were inoculated in a rotating seed
machine at a concentration of 5 g inoculum/kg seed. Each mixture was moistened with
deionized water, exposed to continuous rotation for 5 min, and then left to dry and stored
at room temperature. Both treated and untreated S. lycopersicum L. cv. Micro-Tom seeds
were sown in pots with soil and grown for four weeks in growth chambers under 16/8 h
light/dark period, ca. 150 µmol (photon) m−2 s−1 irradiance, at 20 ◦C, and 60% relative
humidity. In the second week of growth, the plants were infected with A. brassicicola and
V. albo-atrum. After two weeks of growth, samples of all leaves from each group were
immediately frozen in liquid N2 and kept at −80 ◦C.

2.3. Detection and Quantification of A. brassicicola and V. albo-atrum by qRT-PCR

Total DNA was isolated from leaves according to the protocol of the DNeasy Plant
Mini kit (Qiagen, Hilden, Germany) for pathogen DNA detection. Subsequent quantitative
RT-PCR reactions were performed using SYBR Green chemistry (SsoAdvanced Universal
SYBR Green Supermix, Bio-Rad, Hercules, CA, USA) under the following conditions:
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50 ◦C—2 min; 98 ◦C—2.5 min; 40 cycles: 98 ◦C—10 s, 60 ◦C—30 s on a Bio-Rad CFX
Connect (Bio-Rad, USA). Each reaction mixture contained 15 ng of DNA sample at the
beginning. The primers for A. brassicicola were constructed based on its genome (F: 5-
TCCGTAGGTGAACCTGC-3, R: 5-TCCTCCGCTTATTGATATGC-3). For V. albo-atrum, the
standard fungal ITS region was used to design the primers (F: 5-TCCGTAGGTGAACCTGCG-
3, R: 5-CGCTGCGTTCTTCATCG-3). Actin was used as a standard gene (F: 5-CCTCTCAAC
CCGAAAGCCAA-3, R: 5-CATCACCAGAGTCGAGCACA-3).

2.4. Protein Concentration

Protein content was measured spectrophotometrically at 595 and 450 nm using a
protein assay solution (Bio-Rad, USA) with bovine serum albumin as a standard [28].

2.5. Determination of Free Amino Acids and Tryptamine

Free amino acids were determined according to [29] by capillary electrophoresis
with a contactless conductivity detector to separate 20 proteinogenic amino acids in an
acidic background electrolyte. All electrophoretic experiments were conducted in a fused-
silica capillary (Polymicro Technologies, Phoenix, AZ, USA) using a G7100A Capillary
Electrophoresis System (Agilent Technologies, Waldbronn, Germany) with a contactless
conductivity detector. The detector consisted of two 4 mm long cylindrical electrodes, with
a 1 mm insulation gap. The inner diameter of the electrodes was 400 µm.

2.6. Phenolics and Antioxidant Capacity

The total phenolic content was determined using the standard Folin–Ciocalteu col-
orimetric method. The ferric reducing antioxidant potential (FRAP) assay was used to
determine the antioxidant capacity [24].

2.7. Enzyme Activity

Enzyme activity was determined spectrophotometrically (Helios α, Thermo-Spectronics,
Pine Island, MN, USA) and expressed as activity in µmol of the respective product (sub-
strate decreased) per min per g of fresh plant weight (F.W.). Frozen leaf samples (0.5 g) were
ground in liquid N2 with 1% polyvinylpyrrolidone. For each enzyme activity assay, 1.5 mL
of extraction buffer was added (i.e., 0.1 M Tris–HCl, pH 7.8, 1 mM EDTA, 10 mM DTT, and
5 mM MgCl2) to the ground tissue. For Western blotting, 0.5 mL of extraction buffer (i.e.,
0.13 M Tris–HCl, pH 6.8, 20% (w/v) sucrose, 3% (w/v) SDS, 0.5% (w/v) 2-mercaptoethanol,
and 0.05% (w/v) bromophenol blue) was added. The homogenate was centrifuged at
13,000× g for 15 min, and the resulting supernatant was used for measurements. Catalase
(CAT, EC 1.11.1.6) activity was detected at 240 nm as the H2O2 decomposition rate. Malic en-
zyme (NADP-ME, EC 1.1.1.40), glucose-6-phosphate dehydrogenase (G6PDH, EC 1.1.1.49),
shikimate dehydrogenase (SDH, EC 1.1.1.25), and glutathione reductase (GR, EC 1.8.1.7)
activities were assayed as NADPH production or consumption at 340 nm. Glutathione-S-
transferase (GST, EC 2.5.1.18), peroxidase (PXs, EC 1.11.1.7), ascorbate peroxidase (APOD,
EC 1.11.1.11), and superoxide dismutase (SOD, EC 1.15.1.1) isozyme patterns and activities
were assessed after separation by 10% native PAGE and specific detections in gel [24,30,31].

2.8. Immunochemical Methods

Cytoplasmic Hsp70 and Hsp90.1 isoforms were immunochemically detected using
specific primary antibodies (AS08371 and AS08346, Agrisera, Vännäs, Sweden) on nitrocel-
lulose membranes (0.45 µm; Schleicher & Schuell, Dassel, Germany), after protein transfer
from a 12% gel following SDS electrophoresis [32], loading 10 µg protein, and visualized as
described previously [33]. Secondary polyclonal goat antibody against rabbit antibody was
conjugated with alkaline phosphatase (Sigma-Aldrich, St. Louis, MO, USA).
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2.9. Statistical Analysis

Each plant group was represented by at least 10 plants. All measurements were
performed in at least triplicates. Data were analyzed by one-way analysis of variance
(ANOVA) using Holm–Sidak multiple comparison test. The mean of each column was
compared with the mean of every other column. In addition, two-way ANOVA for com-
paring Pythium-treatment vs. fungal infection, and t-tests were performed. All differences
were considered significant at p ≤ 0.05. Normality statistic was performed according to
Shapiro–Wilk (sample size ≤ 5000). Statistics was calculated in SigmaPlot 12.5. Details
about ANOVA results can be found in the Supplementary Materials.

3. Results
3.1. Interactions between Pythium Strains and Fungal Phytopathogens

Pythium strains were screened using in vitro dual culture assays for their ability to
suppress A. brassicicola and V. albo-atrum mycelial growth by showing either mycoparasitism
and/or antibiosis and/or competition for nutrients and space. A. brassicicola and V. albo-
atrum were incubated for 72 h before inoculation with the Pythium strains. Twenty-four
hours after co-inoculation, the first contact of both cultures, Pythium strain, and fungal
pathogen, was established. Microscopic analysis revealed mycoparasitism hallmarks for
all three Pythium strains because the hyphae of V. albo-atrum and A. brassicicola were both
significantly coiled, displaying morphological changes (Figure 1).
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Figure 1. Interactions between Pythium strains and fungal pathogens A. brassicicola (A–D) and V. albo-
atrum (E–H) after 24 h on a scale of 100 µm. Control growth of fungal pathogens (A,E); P. oligandrum
M1 (B,F); Pythium X42 (C,G); P. oligandrum 00X48 (D,H). Arrows point at the sites where Pythium
strains coil around the fungal hyphae.

The inhibition percentage (I%) of each Pythium strain against both fungal pathogens
was calculated from the dual culture assay (Figure 2). The Pythium strain X42 showed the
highest inhibition percentage for both V. albo-atrum and A. brassicicola, 67.1 ± 2.0% a and
91.5 ± 1.1% B, respectively, followed by both 00X48 (65.3 ± 2.7% a and 89.0 ± 0.0% A,B,
different letters in superscript mean a significant difference, for more see Table S1) and M1
(66.5 ± 3.1% a and 87.2 ± 1.8% A) 16 days after inoculation. A statistically significant differ-
ence in inhibition percentage was found only between X42 and M1 against A. brassicicola
(Table S1). The colonies of both pathogens were overgrown by Pythium strains 24 h after
first contact, with no subsequent growth of pathogens colonies.
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Figure 2. Dual culture plate competition tests between Pythium strains and fungal pathogens A.
brassicicola (A–D) and V. albo-atrum (E–H). Control growth of fungal pathogens (A,E); P. oligandrum
M1 (B,F); Pythium X42 (C,G); P. oligandrum 00X48 (D,H).

Pythium strains showed a rapid overgrowth when interacting with A. brassicicola.
When interacting V. albo-atrum, Pythium strains first formed a contact inhibition zone of
various sizes at the level of substrate mycelium, followed by the production of an aerial
mycelium, which overgrew the fungal pathogen. P. oligandrum M1 produced most aerial
hyphae. Thus, its overgrowth was more significant in contact with V. albo-atrum than with
A. brassicicola colonies (Figure 2F).

3.2. Seed-Coated Tomato Plants with Pythium Strains Exposed to Fungal Pathogens

S. lycopersicum L. (cv. Micro-Tom) seeds were treated with lyophilized Pythium strains
and, after two weeks of growth, the plants were challenged with A. brassicicola and V.
albo-atrum and grown for another two weeks. The pathogen content was confirmed by
RT-qPCR in leaves of infected plants. Seed-coating did not cause significant differences in
pathogen content in most groups. The highest number of fungal pathogens was detected in
the M1 leaves, while 00X48 and X42 showed a lower V. albo-atrum content than the control
(Figure 3A).

In general, seed-coating with Pythium strains (i.e., M1, X42, and 00X48) did not sig-
nificantly change the protein content among the experimental groups (Figure 3B) but had
a positive effect on the total free amino acid content of leaves from all treated groups in
comparison with the control. This result was statistically confirmed by two-way ANOVA,
with a Pearson coefficient of 0.018 (Table S3). The highest increase in the content of total
free amino acids (2.8-fold of the non-infected control) was found in leaves of infected A.
brassicicola plants treated with the strain 00X48 (Figure 3C). Pythium strains can supplement
plants with tryptamine, a metabolite of the amino acid tryptophan and an auxin precursor.
After infection with V. albo-atrum, the tryptamine content increased 2.3 and 2.7 times in
plants treated with the strains X42 and 00X48, respectively (Figure 3D). The total phenolics
(Figure 3E) and antioxidant capacity (Figure 3F) did not differ among most experimental
groups.
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free amino acids (2.8-fold of the non-infected control) was found in leaves of infected A. 
brassicicola plants treated with the strain 00X48 (Figure 3C). Pythium strains can supple-
ment plants with tryptamine, a metabolite of the amino acid tryptophan and an auxin 
precursor. After infection with V. albo-atrum, the tryptamine content increased 2.3 and 2.7 
times in plants treated with the strains X42 and 00X48, respectively (Figure 3D). The total 
phenolics (Figure 3E) and antioxidant capacity (Figure 3F) did not differ among most ex-
perimental groups. 

In addition to the total free amino acid content, tomato seed-coating with Pythium 
strains also affected the representation of individual amino acids (Table 1). Of all studied 
strains, X42 increased the content of most individual amino acids in uninfected plants the 

Figure 3. Relative content of A. brassicicola (black columns) and V. albo-atrum (grey columns) deter-
mined by RT-qPCR (A); content of total proteins (B); total free amino acids (C); tryptamine (D); total
phenolics (E); antioxidant capacity (F) of tomato leaf extracts from plants grown from seeds treated
with a Pythium strain (i.e., M1, X42, and 00X48) and from untreated control seeds (Control). Relative
pathogen content (A) was expressed to the standard gene actin. Different letters above each bar denote
significant differences (p ≤ 0.05) between plant groups according to one-way ANOVA (Holm–Sidak).
The same letters above a bar indicate that no significant differences were found among the groups.
Each column bar represents the mean ± SD. The degrees of freedom, F-value, and p-values can be
found in Table S2. Abbreviations: asc. acid, ascorbic acid; D.W., dry weight; F.W., fresh weight.

In addition to the total free amino acid content, tomato seed-coating with Pythium
strains also affected the representation of individual amino acids (Table 1). Of all studied
strains, X42 increased the content of most individual amino acids in uninfected plants
the most, especially methionine, glycine, and proline. The content of some amino acids
decreased, both due to the Pythium treatment and infection. The decrease in glutamate
content was significant, especially when treating the seeds with M1. The graphical represen-
tation of other amino acids did not show such a clear trend in all strains. For example, the
methionine content increased more than five-fold upon seed-coating with X42 and two-fold
with M1, but strain 00X48 decreased the content of this amino acid by half. Infection
with fungal pathogens mainly led to a reduction in the content of a number of free amino
acids and more markedly so upon infection with A. brassicicola than with V. albo-atrum. In
contrast, both fungal pathogens increased the content of aspartate (Table 1).
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Table 1. Content of individual free amino acids of tomato leaf extracts from plants grown from
seeds treated with a Pythium strain (i.e., M1, X42, and 00X48) and infected with A. brassicicola or V.
albo-atrum. The content of individual amino acids of all samples is expressed as the % of the total
amount of amino acids and compared with the corresponding value of the control (C, untreated
and non-infected plants). The blue color highlights higher values than the control, and the red
color highlights the values lower than the control. Asterisks denote significant differences (p ≤ 0.05)
between sample and control plants according to a t-test. Abbreviations: A-C, control plants infected
with A. brassicicola; A-M1, plants treated with M1 and infected with A. brassicicola; A-X42, plants
treated with X42 and infected with A. brassicicola; A-00X48, plants treated with 00X48 and infected
with A. brassicicola; V-C, control plants infected with V. albo-atrum; V-M1, plants treated with M1 and
infected with V. albo-atrum; V-X42, plants treated with X42 and infected with V. albo-atrum; V-00X48,
plants treated with 00X48 and infected with V. albo-atrum; <LOD, under the limit of detection.

C M1 X42 00X48 A-C A-M1 A-
X42

A-
00X48 V-C V-M1 V-X42 V-

00X48
1-13

Alanine
100 ±

5%
114 ±

4%
131 ±
17%

112 ±
4%

94 ±
5%

105 ±
7%

127%
± 1 *

101 ±
1%

80 ±
19%

137 ±
15%

145 ±
9% *

119 ±
13%

Arginine 100 ±
6%

87 ±
9%

132 ±
16%

78 ±
2%

84 ±
6%

117 ±
12%

108 ±
1%

96 ±
11%

29 ±
2% *

69 ±
27%

124 ±
9%

118 ±
2%

Asparagine 100 ±
13%

113 ±
7%

74 ±
5%

187 ±
6%

36 ±
3% *

62 ±
6%

73 ±
6%

127 ±
2% *

57 ±
1% *

45 ±
3% *

69 ±
7%

53 ±
5%

Aspartate 100 ±
0%

108 ±
9%

74 ±
16%

100 ±
6%

188 ±
17% *

177 ±
12% *

132 ±
9% *

124 ±
5% *

129 ±
14%

149 ±
32%

125 ±
18%

124 ±
10% *

Cysteine <LOD <LOD <LOD <LOD <LOD <LOD <LOD <LOD <LOD <LOD <LOD <LOD

Glutamine 100 ±
5%

107 ±
6%

72 ±
11%

156 ±
5%

60 ±
6% *

95 ±
6%

72 ±
3% *

127 ±
0% *

59 ±
6% *

80 ±
14%

78 ±
6% *

63 ±
4% *

Glutamate 100 ±
1%

4 ± 0%
*

48 ±
4% *

67 ±
5% *

168 ±
16% *

6 ±
0% *

19 ±
8% *

43 ±
3% *

331 ±
34% *

163 ±
26%

8 ±
1% *

174 ±
5% *

Glycine 100 ±
4%

45 ±
16%

165 ±
30%

57 ±
7%

25 ±
10% *

55 ±
4% *

104 ±
9%

72 ±
11%

38 ±
17% *

65 ±
35%

73 ±
3% *

98 ±
21%

Histidine 100 ±
8%

100 ±
6%

114 ±
16%

58 ±
3%

31 ±
3% *

58 ±
8% *

86 ±
10%

65 ±
6% *

25 ±
0% *

54 ±
16%

75 ±
10%

66 ±
7%

Isoleucine 100 ±
2%

81 ±
7%

128 ±
17%

67 ±
6%

59 ±
5% *

70 ±
4% *

99 ±
3%

74 ±
9%

49 ±
13% *

76 ±
14%

102 ±
11%

97 ±
11%

Leucine 100 ±
2%

88 ±
2% *

134 ±
4% *

70 ±
3% *

71 ±
12%

79 ±
5% *

112 ±
4%

80 ±
2% *

45 ±
8% *

84 ±
10%

116 ±
6%

109 ±
3%

Lysine 100 ±
1%

94 ±
8%

147 ±
16%

92 ±
2%

86 ±
8%

89 ±
8%

130 ±
3% *

96 ±
2%

59 ±
7% *

87 ±
25%

117 ±
7%

119 ±
5% *

Methionine 100 ±
4%

199 ±
30%

555 ±
91% *

45 ±
5% *

<LOD
*

69 ±
4% *

63 ±
5% *

111 ±
16%

126 ±
14%

0 ±
0% *

215 ±
59%

230 ±
20% *

Phenylalanine 100 ±
9%

103 ±
5%

105 ±
14%

90 ±
6%

70 ±
11%

92 ±
5%

104 ±
11%

111 ±
3%

338 ±
49% *

104 ±
14%

103 ±
15%

101 ±
9%

Proline 100 ±
11%

154 ±
15%

158 ±
28%

49 ±
4%

50 ±
4% *

79 ±
14%

110 ±
11%

92 ±
6%

33 ±
2% *

59 ±
2%

97 ±
13%

72 ±
14%

Serine 100 ±
2%

90 ±
10%

100 ±
13%

90 ±
0%

75 ±
15%

71 ±
2% *

82 ±
4% *

77 ±
3% *

52 ±
10% *

58 ±
10% *

79 ±
4% *

88 ±
8%

Threonine 100 ±
2%

111 ±
6%

97 ±
8%

94 ±
3%

96 ±
14%

97 ±
2%

101 ±
6%

90 ±
3%

86 ±
1% *

86 ±
27%

128 ±
9%

99 ±
2%

Tryptophan 100 ±
3%

104 ±
9%

106 ±
6%

24 ±
0%

64 ±
3% *

36 ±
6% *

69 ±
3% *

41 ±
5% *

39 ±
1% *

63 ±
25%

48 ±
6% *

41 ±
4% *

Tyrosine 100 ±
5%

99 ±
5%

134 ±
0%

83 ±
9%

105 ±
10%

85 ±
11%

95 ±
4%

90 ±
6%

47 ±
4% *

103 ±
17%

91 ±
11%

85 ±
17%

Valine 100 ±
2%

107 ±
4%

133 ±
28%

83 ±
5%

83 ±
7%

93 ±
3%

115 ±
4% *

84 ±
3% *

71 ±
18%

90 ±
5%

132 ±
11%

118 ±
7%

3.3. Stress Conditions Affect Plant Metabolism

In response to biotic stress, enzymatic activity was assessed 14 days after infection
with fungal pathogens.
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The activity of total soluble peroxidases was not significantly affected by infection,
except for leaves from plants infected with V. albo-atrum and the seeds of which had been
treated with the strain M1. In these leaves, the activity of soluble peroxidases was 1.4 times
higher than in leaves from non-infected plants treated with M1 (Figure 4A). In stems,
soluble peroxidase activity was slightly lower in all groups than in the untreated control
(Figure 4B, Table S3). A. brassicicola increased the activity of membrane-bound peroxidases
55 and 23 times in leaves from plants treated with M1 and X42, respectively, in comparison
with the untreated infected control (Figure 4C). In stems, the experimental groups infected
with V. albo-atrum showed higher membrane-bound peroxidase activity than the groups
infected with A. brassicicola, especially M1 and X42 (Figure 4D). In native electrophoresis,
leaf peroxidases were separated into three major bands and a number of minor bands, while
only two major bands were visible in stem peroxidases (Figure 5A). In leaves, seed-coating
with strain 00X48 led to a less pronounced expression of the middle isoform of peroxidases
(second arrow, Figure 5A), while the expression of the last isoform (fifth arrow) was higher
in all Pythium-treated plants than in the control. In the infected groups, plants infected with
both A. brassicicola and V. albo-atrum and the seeds of which that had been treated with
strain X42 showed stronger peroxidase activity in leaves. In stems, the most pronounced
bands were identified in the treatment with strain 00X48 and infection with V. albo-atrum
and treatment with strains M1 and X42 (Figure 5A).

Ascorbate peroxidase (APOD) did not show any significant change in leaves after
treatment with Pythium strains or infection with pathogens (Figure 4E). In stems, the highest
APOD activity was found in the uninfected M1 group (Figure 4F). APOD detection in gel
showed a high-mobility band and a weaker low-mobility band. APOD abundance increased
after treatment with strain X42 and infection with V. albo-atrum in leaves (Figure 5B). The
low-mobility band was weaker in stems than in the leaves, but a new band appeared
between the two aforementioned bands in leaves.

Glutathione reductase (GR) decreased in all plants infected with A. brassicicola and in
plants treated with the strain 00X48 and infected with V. albo-atrum (Figure 4G). In stems,
the GR activity was 2.7 and 2.5 times higher in plants treated with 00X48 and infected with
A. brassicicola and V. albo-atrum than in uninfected 00X48 plants (Figure 4H).

The activity of superoxide dismutase (SOD) was higher in leaves infected with A. brassi-
cicola than in those infected with V. albo-atrum (Figure 5C). Glutathione-S-transferase (GST),
which is involved in detoxification reactions, was also detected by native electrophoresis.
Three major bands and a minor band were detected in leaves, but their abundance did not
vary with P. oligandrum treatment or infection. Two isoforms were clearly visible in stems,
with increased activity in plants treated with the strain 00X48 (Figure 5D).

Increases in catalase (CAT) activity (i.e., H2O2 scavenging) are usually related to
plant defense, aging, and senescence. CAT activity was 1.8-fold higher in 00X48 leaves
infected with A. brassicicola than in uninfected 00X48 leaves (Figure 6A). Under various
stress conditions, NADPH is supplied by enzyme reactions such as glucose-6-phosphate
dehydrogenase (G6PDH) and NADP-malic enzyme (NADP-ME) [33]. G6PDH activity
was 1.7- and 2.2-fold higher in leaves from plants infected with A. brassicicola and treated
with strains X42 and 00X48 if compared to the corresponding uninfected, respectively
(Figure 6B). In addition, V. albo-atrum infection increased G6PDH activity in leaves from
plants treated with strain M1 (1.7-fold) in comparison with uninfected and untreated control
leaves (Figure 6B). NADP-ME increased in leaves from all plants treated with Pythium
strains after infection with A. brassicicola in comparison with control leaves (Figure 6C). In
particular, the strain 00X48 triggered a 3.7-fold increase in NADP-ME activity. Infection
with V. albo-atrum also increased NADP-ME activity in the control (1.9 times) and X42
(1.6 times, Figure 6C) samples. Shikimate dehydrogenase (SDH) is a key enzyme of the
shikimate pathway, which is closely related to the synthesis of phenolic compounds. Its
activity significantly increased after infection with V. albo-atrum in the control (6.4 times)
and M1 (1.9 times) leaves (Figure 6D).
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Figure 4. Antioxidant enzyme activity in tomato leaf (A,C,E,G) and stem (B,D,F,H) extracts from 
plants grown from seeds treated with a Pythium strain (i.e., M1, X42, and 00X48) and from untreated 
control seeds (Control): soluble peroxidases (A,B); bound peroxidases (C,D); ascorbate peroxidase 
(E,F); glutathione reductase (G,H). Plants were infected with A. brassicicola (black columns) and V. 
albo-atrum (grey columns) and compared with non-infected control plants (white columns). Differ-
ent letters above each bar denote significant differences (p ≤ 0.05) among plant groups according to 
one-way ANOVA (Holm–Sidak). The same letters above a bar indicate that no significant differ-
ences were found between groups. Each column bar represents the mean ± SD. The degrees of free-
dom, F-values, and p-values can be found in Table S4. APOD, ascorbate peroxidase; F.W., fresh 
weight; GR, glutathione reductase; PODs, peroxidases. 

Figure 4. Antioxidant enzyme activity in tomato leaf (A,C,E,G) and stem (B,D,F,H) extracts from
plants grown from seeds treated with a Pythium strain (i.e., M1, X42, and 00X48) and from untreated
control seeds (Control): soluble peroxidases (A,B); bound peroxidases (C,D); ascorbate peroxidase
(E,F); glutathione reductase (G,H). Plants were infected with A. brassicicola (black columns) and V.
albo-atrum (grey columns) and compared with non-infected control plants (white columns). Different
letters above each bar denote significant differences (p ≤ 0.05) among plant groups according to
one-way ANOVA (Holm–Sidak). The same letters above a bar indicate that no significant differences
were found between groups. Each column bar represents the mean ± SD. The degrees of freedom,
F-values, and p-values can be found in Table S4. APOD, ascorbate peroxidase; F.W., fresh weight; GR,
glutathione reductase; PODs, peroxidases.
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Figure 5. Detection of the activity of peroxidases (A); ascorbate peroxidase (B); superoxide dis-
mutase (C); glutathione-S-transferase (D) in leaves (left) and stems (right) after electrophoretic sep-
aration under native conditions in 10% polyacrylamide gel. SOD was measured only in leaves. The 
activity of individual SOD isoenzymes was determined in inhibition studies using H2O2 and KCN 
(data not shown). Arrows indicate the main isoforms that are discussed in this study. Abbreviations: 
A-C, control plants infected with A. brassicicola; A-M1, plants treated with M1 and infected with A. 
brassicicola; A-X42, plants treated with X42 and infected with A. brassicicola; A-00X48, plants treated 
with 00X48 and infected with A. brassicicola; V-C, control plants infected with V. albo-atrum; V-M1, 
plants treated with M1 and infected with V. albo-atrum; V-X42, plants treated with X42 and infected 

Figure 5. Detection of the activity of peroxidases (A); ascorbate peroxidase (B); superoxide dismutase
(C); glutathione-S-transferase (D) in leaves (left) and stems (right) after electrophoretic separation
under native conditions in 10% polyacrylamide gel. SOD was measured only in leaves. The activity
of individual SOD isoenzymes was determined in inhibition studies using H2O2 and KCN (data
not shown). Arrows indicate the main isoforms that are discussed in this study. Abbreviations:
A-C, control plants infected with A. brassicicola; A-M1, plants treated with M1 and infected with
A. brassicicola; A-X42, plants treated with X42 and infected with A. brassicicola; A-00X48, plants
treated with 00X48 and infected with A. brassicicola; V-C, control plants infected with V. albo-atrum;
V-M1, plants treated with M1 and infected with V. albo-atrum; V-X42, plants treated with X42 and
infected with V. albo-atrum; V-00X48, plants treated with 00X48 and infected with V. albo-atrum;
APOD, ascorbate peroxidase; GST, glutathione-S-transferase; PODs, peroxidases; SOD, superoxide
dismutase.
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Figure 6. Enzyme activities in tomato leaf extracts from plants grown from seeds treated with a 
Pythium strain (i.e., M1, X42, or 00X48) and from untreated control seeds (Control): CAT (A); G6PDH 
(B); NADP-ME (C); SDH (D). Plants were infected with A. brassicicola (black columns) and V. albo-
atrum (grey columns), and the results were compared with those of non-infected plants (white col-
umns). Different letters above each bar denote significant differences (p ≤ 0.05) among plant groups 
according to one-way ANOVA (Holm–Sidak). The same letters above a bar indicate that no signifi-
cant differences were found among groups. Each column bar represents the mean ± SD. The degrees 
of freedom, F-values, and p-values can be found in Table S5. Abbreviations: CAT, catalase; F.W., 
fresh weight; G6PDH, glucose-6-phosphate dehydrogenase; NADP-ME, NADP-malic enzyme; 
SDH, shikimate dehydrogenase. 

The activity of soluble endoglycosidases—cellulase, chitinase, and endo-β-1,3-glu-
canase—was assessed in leaves and stems (Figure 7). In leaves, A. brassicicola significantly 
increased the activity of endoglycosidases in all experimental groups, except for 00X48. 
After infection with A. brassicicola, plants treated with M1 and X42 showed a 2.3- and 2.4-
fold increase in cellulase activity and a 1.4- to 1.8-fold increase in chitinase and endo-β-
1,3-glucanase activity (Figure 7A,C,E). In turn, the pathogen V. albo-atrum caused no sig-
nificant change in cellulase or endo-β-1,3-glucanase activity but decreased chitinase activ-
ity (Figure 7C). The simultaneous effect of Pythium and infection (A. brassicicola or V. albo-
atrum) also decreased endoglycosidase activity in control and X42 stems (Figure 7B,D,F). 
Table 2 summarizes statistical differences of results as determined by one-way ANOVA.  

Figure 6. Enzyme activities in tomato leaf extracts from plants grown from seeds treated with
a Pythium strain (i.e., M1, X42, or 00X48) and from untreated control seeds (Control): CAT (A);
G6PDH (B); NADP-ME (C); SDH (D). Plants were infected with A. brassicicola (black columns) and V.
albo-atrum (grey columns), and the results were compared with those of non-infected plants (white
columns). Different letters above each bar denote significant differences (p ≤ 0.05) among plant
groups according to one-way ANOVA (Holm–Sidak). The same letters above a bar indicate that no
significant differences were found among groups. Each column bar represents the mean ± SD. The
degrees of freedom, F-values, and p-values can be found in Table S5. Abbreviations: CAT, catalase;
F.W., fresh weight; G6PDH, glucose-6-phosphate dehydrogenase; NADP-ME, NADP-malic enzyme;
SDH, shikimate dehydrogenase.

The activity of soluble endoglycosidases—cellulase, chitinase, and endo-β-1,3-glucanase—was
assessed in leaves and stems (Figure 7). In leaves, A. brassicicola significantly increased the
activity of endoglycosidases in all experimental groups, except for 00X48. After infection
with A. brassicicola, plants treated with M1 and X42 showed a 2.3- and 2.4-fold increase
in cellulase activity and a 1.4- to 1.8-fold increase in chitinase and endo-β-1,3-glucanase
activity (Figure 7A,C,E). In turn, the pathogen V. albo-atrum caused no significant change in
cellulase or endo-β-1,3-glucanase activity but decreased chitinase activity (Figure 7C). The
simultaneous effect of Pythium and infection (A. brassicicola or V. albo-atrum) also decreased
endoglycosidase activity in control and X42 stems (Figure 7B,D,F). Table 2 summarizes
statistical differences of results as determined by one-way ANOVA.
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grown from seeds treated with a Pythium strain (i.e., M1, X42, or 00X48) and from untreated control 
seeds (Control): cellulase (A,B); chitinase (C,D); endo-β-1,3-glucanase (E,F). Plants were infected 
with A. brassicicola (black columns) and V. albo-atrum (grey columns), and the results were compared 
with those of non-infected plants (white columns). Different letters above each bar denote signifi-
cant differences (p ≤ 0.05) among plant groups according to one-way ANOVA (Holm–Sidak). The 
same letters above a bar indicate that no significant differences were found among the groups. Each 
column bar represents the mean ± SD. The degrees of freedom, F-values, and p-values can be found 
in Table S6. Abbreviations: F.W., fresh weight. 

Table 2. Statistical analysis: data were analyzed according to one-way ANOVA (Holm–Sidak) in 
SigmaPlot 12.5. Abbreviations: DF, degree of freedom. 
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DF—Resid-
ual 

F-Value p-Value 

in vitro 
test 

Alternaria brassicicola 2 8 9.431 0.014 
Verticillium albo-atrum 2 8 0.362 0.711 

Fi
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 3

 

pathogen content 7 16 4.23 0.008 
protein content 11 46 1.076 0.4 
total aa content 11 24 25.589 <0.001 
tryptamine content 11 24 5.518 <0.001 
total phenolics 11 36 3.851 0.001 
antioxidant capacity 11 36 2.447 0.021 
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Figure 7. Endoglycosidase activities in tomato leaf (A,C,E) and stem (B,D,F) extracts from plants
grown from seeds treated with a Pythium strain (i.e., M1, X42, or 00X48) and from untreated control
seeds (Control): cellulase (A,B); chitinase (C,D); endo-β-1,3-glucanase (E,F). Plants were infected
with A. brassicicola (black columns) and V. albo-atrum (grey columns), and the results were compared
with those of non-infected plants (white columns). Different letters above each bar denote significant
differences (p ≤ 0.05) among plant groups according to one-way ANOVA (Holm–Sidak). The same
letters above a bar indicate that no significant differences were found among the groups. Each column
bar represents the mean ± SD. The degrees of freedom, F-values, and p-values can be found in Table
S6. Abbreviations: F.W., fresh weight.

Table 2. Statistical analysis: data were analyzed according to one-way ANOVA (Holm–Sidak) in
SigmaPlot 12.5. Abbreviations: DF, degree of freedom.

Figure Determination DF between
Groups

DF—
Residual F-Value p-Value

in vitro
test

Alternaria brassicicola 2 8 9.431 0.014
Verticillium albo-atrum 2 8 0.362 0.711

Fi
gu

re
3

pathogen content 7 16 4.23 0.008
protein content 11 46 1.076 0.4
total aa content 11 24 25.589 <0.001
tryptamine content 11 24 5.518 <0.001
total phenolics 11 36 3.851 0.001
antioxidant capacity 11 36 2.447 0.021
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Table 2. Cont.

Figure Determination DF between
Groups

DF—
Residual F-Value p-Value

Fi
gu

re
4

peroxidases/POD
soluble—leaves 11 24 4.138 0.002

peroxidases/POD
bound—leaves 11 24 22.586 <0.001

peroxidases/POD
soluble—stems 11 24 93.534 <0.001

peroxidases/POD
bound—stems 11 24 861.548 <0.001

ascorbate
peroxidase/APOD—leaves 11 24 0.886 0.566

ascorbate
peroxidase/APOD—stems 11 18 3.883 0.005

glutathione
reductase/GR—leaves 11 39 3.456 0.002

glutathione
reductase/GR—stems 11 12 7.614 <0.001

Fi
gu

re
6

catalase/CAT 11 46 14.398 <0.001
glucose-6-phosphate
dehydrogenase/G6PDH 11 36 3.725 0.001

malic enzyme/NADP-ME 11 37 5.636 <0.001
shikimate
dehydrogenase/SDH 11 47 5.94 <0.001

Fi
gu

re
7

cellulase—leaves 11 24 23.694 <0.001
chitinase—leaves 11 24 32.412 <0.001
endo-β-1,3-glucanase—
leaves 11 24 13.506 <0.001

cellulase—stems 11 24 115.718 <0.001
chitinase—stems 11 24 60.431 <0.001
endo-β-1,3-glucanase—
stems 11 24 154.071 <0.001

Leaf Hsp70 immunochemical detection on nitrocellulose membranes showed the three
most visible isoforms, with molecular weights of 75, 60, and 35 kDa. A. brassicicola had a
stronger effect on the abundance of Hsp70 isoforms than V. albo-atrum. For example, in
non-treated plants, the 60-kDa isoform was also more abundant in plants infected with A.
brassicicola. Some isoforms were also decreased by fungal infection (Figure 8A). Similarly,
the three main Hsp90 isoforms of 80, 45, and 35 kDa were followed, and the results showed
that, after infection, the levels of most isoforms were lower in leaves from plants treated
with M1 and X42 than in infected control leaves. Conversely, the intensity of all Hsp90
isoforms increased in leaves of untreated plants infected with A. brassicicola (Figure 8B).
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SDS-electrophoresis in tomato leaf extracts from plants grown from seeds treated with a Pythium
strain (i.e., M1, X42, or 00X48) and from untreated control seeds (Control). The relative intensity of
bands (C–H) was evaluated in GelAnalyzer 19.1. Abbreviations: A-C, control plants infected with
A. brassicicola; A-M1, plants treated with M1 and infected with A. brassicicola; A-X42, plants treated
with X42 and infected with A. brassicicola; A-00X48, plants treated with 00X48 and infected with A.
brassicicola; V-C, control plants infected with V. albo-atrum; V-M1, plants treated with M1 and infected
with V. albo-atrum; V-X42, plants treated with X42 and infected with V. albo-atrum; V-00X48, plants
treated with 00X48 and infected with V. albo-atrum; ST, Precision Plus Protein™ Kaleidoscope™ by
Bio-Rad. Arrows point at proteins discussed in the text.

4. Discussion

The oomycete P. oligandrum is able to induce defense responses in plants and develop
resistance to fungal, oomycete, and bacterial pathogens. The extent of protection depends
on many parameters including the method of application, i.e., spraying, watering, or seed
treatment [5]. In our previous study, we showed that seed-coating leads to a number of
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metabolic changes in rapeseed plants including free amino acids, phytohormones, and
glucosinolates; significant differences were also found among P. oligandrum strains such as
secretion of enzymes and elicitors [24]. Here, we focused on determining if seed treatment
with Pythium strains also affected the metabolism of tomato plants and induced defense
responses against the fungal pathogens A. brassicicola and V. albo-atrum. For this research, we
chose the most advantageous strains from our previous study, i.e., M1, X42, and 00X48 [24].

All Pythium strains tested in this study successfully inhibited A. brassicicola and V.
albo-atrum growth in vitro (Figures 1 and 2). Mycoparasitism manifested as Pythium hyphae
coiling around the pathogen hyphae and pathogen hyphae growth inhibition (Figure 1).
Pythium strain X42 showed the highest inhibition effect on both fungal pathogens, with
minimal differences in inhibition percentage nevertheless (Figure 2). Additionally, P. oligan-
drum strain M1 produced a large number of aerial hyphae, thus significantly overgrowing
V. albo-atrum. Together with high glycosidase and protease activities [24], Pythium strains
show advantageous properties for biological control.

Plants treated with Pythium strains showed a significantly higher content and distribu-
tion of free amino acids than the untreated control plants (Figure 3, Table 1). However, their
protein content remained unchanged. Considering the effect of P. oligandrum on plants, the
amino acid tryptophan stands out because P. oligandrum exchanges tryptamine, a phytohor-
mone auxin precursor, for plant tryptophan [5]. In this study, the tryptophan content was
significantly lower in tomato leaves from plants treated with the strain 00X48 and in all
infected groups than in the control group (Table 1). This decrease in the tryptophan content
of infected plants may also be related to the production of tryptophan-derived secondary
metabolites, which likely contribute to defense mechanisms against fungal pathogens, as
shown for V. longisporum in Arabidopsis thaliana roots [34]. During the in planta experiments,
we aimed to analyze the changes in plant antioxidant system at the early stages of fungal
infection. Because seed-coating could be especially helpful in the beginning of plant growth
and development. Not many significant differences were found in the plant antioxidant sys-
tem, likely because the infection had not fully infested the plant. At the tested experimental
stage of infection, the first metabolites to respond and change their concentration were free
amino acids and heat shock proteins, and the activities of SOD and endoglycosidases also
increased in the case of A. brassicicola.

The metabolic changes in tomato plants caused by Pythium-treated seeds can be
compared with those in rapeseed plants from our previous study [24]. Differences between
treated and untreated plants were greater in the tested parameters in the case of rapeseed
plants. Thus, the plant response to seed-coating with Pythium strains seems to be species
specific. There is a significant difference between tomato and rapeseed plants in regard
to the distribution of the individual free amino acids. But changes in tryptamine content,
which P. oligandrum can provide to the plant for auxin synthesis, were small compared to
rapeseed plants. The effect of P. oligandrum strains on the activity of antioxidant enzymes in
tomato and rapeseed plants was similar. While the activity of CAT and GR was not affected,
the activity of some SOD isoforms increased (Figures 4G, 5C and 6A). In addition, the total
phenolic content and antioxidant capacity did not differ between the control and treated
tomato plants, and rapeseed plants gave similar results. An explanation for this may be
the incorporation of phenolic compounds into the cell wall and, thus, its strengthening. In
this context, an increase in the activity of peroxidases or in the number of isoforms may
provide plants with an advantage in their defense against fungal pathogens either through
the formation of reactive oxygen species or through cell wall lignification. Seed-coating
with Pythium strains affected the peroxidase isoform content, because the isoform with the
highest mobility (fifth arrow, Figure 5A) had a stronger activity band in the corresponding
plants than in untreated control plants in this study. APOD also showed significantly
stronger activity bands with low mobility in leaves from plants treated with X42 and 00X48
and infected with V. albo-atrum (Figure 5B).

Although both A. brassicicola and V. albo-atrum were detected by qRT-PCR in tomato
leaves (Figure 3A), V. albo-atrum levels were lower in tomato plants treated with the strains
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00X48 and X42. However, at this early stage of infection, it points more to the pathogen’s
presence than disease development. Together with other experimental results, we would
suggest combining Pythium strain seed-coating with other application methods to ensure
effective long-term plant protection.

The content of free amino acids in control plants decreased upon fungal infection. By
contrast, after treatment with Pythium strains, this content either increased or remained
unchanged upon infection. Amino acid homeostasis is crucial for plant growth, devel-
opment, and defense, and it is affected by amino acid synthesis, uptake, and transport
and by protein synthesis and degradation [35]. In fungus-infected leaves, the increase in
amino acids could reflect an increase in apoplastic protease activity induced by infection.
Fungal pathogens may either manipulate plant metabolism to maintain or increase the
apoplastic concentration of nitrogen compounds for their own use [36]. Amino acids can
also interconvert, depending on the actual conditions and the course of infection.

Glutathione plays a key role in plant defense reactions; a concentration of cysteine
below the limit of detection as a reactive compound likely indicates its incorporation into
the glutathione molecule. Glycine, another component of glutathione, is also reduced in
most infected plants (Table 1). However, as the simplest amino acid, glycine is involved in
the synthesis of other molecules, such as phospholipids. Glutamate, another component of
glutathione, is one of the basic amino acids that is used not only in transamination reactions
but also in the synthesis of other substances including the amino acids proline and arginine,
chlorophyll, and cytochromes [37]. During sunflower infection with the necrotrophic
fungus Botrytis cinerea, glutamate may be transferred to the invaded region as a nitrogen
source to delay cell death and disturb fungal progression in plant tissues [36]. In plants
treated with the strains M1 and 00X48, glutamate increased after infection with V. albo-atrum
but decreased after infection with A. brassicicola (Table 1). Because our experiments were
based on mixed leaf samples, we were unable to follow glutamate distribution between
regions. Nevertheless, significant glutamate increases may be related to activated defense
reactions in invaded areas.

Plant defense pathways are regulated not only by phytohormones but also by distinct
amino acid metabolic pathways, which are integral to the plant immune system, with as-
partate oxidation and subsequent pyridine nucleotide formation emerging as an important
metabolic route for pre- and post-invasion plant defense [38]. Accordingly, aspartate was
increased in all pathogen-infected experimental groups (Table 1). Branched-chain amino
acid (Leu, Ile, and Val) catabolism may also affect crosstalk between the phytohormones
salicylic acid (SA) and jasmonate (JA), thereby affecting plant disease resistance [38]. Cor-
roborating these findings, Leu, Ile, and Val showed similar increases and decreases in
fungal-treated plants in comparison with untreated healthy controls (Table 1).

Crosstalk between other amino acids may be involved in the synthesis and metabolism
of phytohormones. For example, JA and ethylene (ET) are important for defense reactions
against fungal diseases. In line with the above, methionine, which is a precursor of ET,
showed a two-fold increase in plants treated with the strains X42 and 00X48 and infected
with V. albo-atrum, where pathogen abundance was reduced. JA was active only after
conjugation with isoleucine, the plant groups protected against V. albo-atrum (i.e., X42
and 00X48) did not have a reduced amount of isoleucine, in contrast to the other infected
plant groups (Table 1, Figure 3A), suggesting defense response. In our previous study, we
reported that the higher content of phytohormones JA, as well as SA, was related to plant
response to Pythium seed treatment of rapeseed plants [24].

In general, plants defend themselves against fungal diseases by increasing the activity
of glycosidases, namely, cellulases, chitinases, and glucanases, which can degrade cell
wall components of pathogens. These enzymes are also referred to as PR proteins and
are synthesized by plants in response to biotic stress [39]. Endoglycosidases are also
secreted by P. oligandrum, and they are important for its mycoparasitism [24]. In this study,
tomato seed-coating alone with Pythium strains had no significant effect on the activity of
these enzymes in leaves (Figure 7) even though oligandrin application to tomato leaves
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is known to up- or downregulate the expression of β-1,4-glucanase, chitinase, and β-1,3-
glucanase genes [40]. In the leaves of A. brassicicola-infected plants, the highest activities
of cellulase, chitinase, and endo-β-1,3-glucanase were found (Figure 7A,C,E). A possible
explanation for these results may lie in local changes in the activities of these enzymes; in
this study, we worked with mixed samples, which mask these local changes. Nevertheless,
A. brassicicola infection was more severe and had a stronger effect on tomato metabolism
than V. albo-atrum infection.

Hsps, originally identified as proteins strongly increased by heat treatment, are crucial
for plant growth and perform a range of other functions including plant defense [41,42]. The
critical role of cytosolic Hsp70s in plant defense is supported by the fact that these proteins
are targeted by pathogen effector proteins. For example, transient Hsp70 overexpression in
Nicotiana benthamiana inhibits Phytophthora growth [41]. In tomato plants, 23 genes encode
Hsp70 proteins, namely, 3 Hsp70 proteins with 92–98 kDa, 2 with 77–80 kDa, 14 with
70–75 kDa, 3 with 62–67 kDa, and 1 with 21 kDa [22]. In our analysis, the increase in Hsp70s
(50–70 kDa, Figure 8A) in seed-coated plants may partly account for the priming effect of
the interaction between the plant and P. oligandrum. The initial higher content of Hsp70s
may help the plant respond to fungal pathogens more efficiently. In previous studies,
Hsp70 has been shown to be required for resistance to Pseudomonas chicorii in tobacco plants
and to mediate Arabidopsis defense against bacterial and oomycete pathogens [42]. In
such effector-triggered immunity, the Hsp70 interactor SGT1 plays a key role, in addition to
regulating auxin and JA signaling by maintaining steady-state levels of the corresponding
receptors. Moreover, SGT1 is also a co-chaperone of Hsp90 [41].

Such Hsp90-associated chaperoning is important for maintaining immunity activity
triggered by pathogen-associated molecular patterns. In fact, tomato plants contain at least
seven Hsp90 genes with protein lengths ranging from 267 to 794 amino acids. Hsp90s are
not only involved in responses to abiotic stress but also in resistance to pathogens [23].
In our analysis (Figure 8B), we identified Hsp90.1, Hsp90.5, Hsp90.7 (80.27, 80.14, and
80.16 kDa), and Hsp90.6 (31.30 kDa). The bands of approximately 45–60 kDa may corre-
spond to degradation products or co-chaperones. Therefore, our results are in line with
previous findings, which showed that Hsp90 is particularly relevant in tomato plant resis-
tance against infection with Tomato Yellow Leaf Curl Virus and tobacco against Potato virus
Y [43,44].

5. Conclusions

In vitro dual culture tests clearly demonstrated the mycoparasitic ability of all three
Pythium strains (i.e., M1, X42, and 00X48) against fungal pathogens A. brassicicola and V.
albo-atrum. Seed-coating with Pythium strains is an environmentally friendly approach to
protecting tomato plants. Although no visible differences were detected among the four-
week-old plants, the free amino acid content and activities of some antioxidant enzymes
changed. After seed treatment with Pythium strains, pathogen content only decreased in
plants infected with V. albo-atrum. This outcome necessarily depends on the environmental
conditions, the plant species and its cultivar, and on the type of pathogen. Nevertheless,
these results show that seed treatment with Pythium strains can help plants germinate,
especially in the presence of pathogens, but at later stages of development, this treatment
should be supplemented with further applications, either by watering or spraying. In future
research for a more conclusive decision as to whether the new Pythium strains X42 and
00X48 are suitable as biological control agents, these experiments should be extended to the
entire course of the infections, and seed-coating should be combined with an application
of Pythium strains to the soil. Furthermore, combining Pythium strains with each other or
with other beneficial microorganisms could lead to a more effective and complex plant
protection.

Supplementary Materials: The following supporting information can be downloaded at: https:
//www.mdpi.com/article/10.3390/microorganisms10071348/s1, Tables S1–S6: Statistical analyses.
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methodology, data curation, conceptualization, and writing—review and editing; L.H., investiga-
tion; M.C., investigation; A.Ž., investigation; H.R., conceptualization, validation, supervision, and
writing—original draft preparation. All authors have read and agreed to the published version of
the manuscript.

Funding: This research was funded by the Technology Agency of the Czech Republic (project:
TJ01000451).

Data Availability Statement: Not applicable.

Acknowledgments: We sincerely thank Carlos V. Melo for editing this paper.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Ons, L.; Bylemans, D.; Thevissen, K.; Cammue, B.P.A. Combining biocontrol agents with chemical fungicides for integrated plant

fungal disease control. Microorganisms 2020, 8, 1930. [CrossRef] [PubMed]
2. Mandelc, S.; Javornik, B. The secretome of vascular wilt pathogen Verticillium albo-atrum in simulated xylem fluid. Proteomics

2015, 15, 787–797. [CrossRef] [PubMed]
3. Barrit, T.; Porcher, A.; Cukier, C.; Satour, P.; Guillemette, T.; Limami, A.M.; Teulat, B.; Campion, C.; Planchet, E. Nitrogen nutrition

modifies the susceptibility of Arabidopsis thaliana to the necrotrophic fungus, Alternaria brassicicola. Physiol. Plant. 2021, 174, e13621.
[CrossRef]

4. Tralamazza, S.M.; Piacentini, K.C.; Iwase, C.H.T.; Rocha, L.D. Toxigenic Alternaria species: Impact in cereals worldwide. Curr.
Opin. Food Sci. 2018, 23, 57–63. [CrossRef]

5. Belonoznikova, K.; Hyskova, V.; Chmelik, J.; Kavan, D.; Cerovska, N.; Ryslava, H. Pythium oligandrum in plant protection and
growth promotion: Secretion of hydrolytic enzymes, elicitors and tryptamine as auxin precursor. Microbiol. Res. 2022, 258, 126976.
[CrossRef]

6. Benhamou, N.; le Floch, G.; Vallance, J.; Gerbore, J.; Grizard, D.; Rey, P. Pythium oligandrum: An example of opportunistic success.
Microbiology 2012, 158, 2679–2694. [CrossRef]

7. Gerbore, J.; Benhamou, N.; Vallance, J.; Le Floch, G.; Grizard, D.; Regnault-Roger, C.; Rey, P. Biological control of plant pathogens:
Advantages and limitations seen through the case study of Pythium oligandrum. Environ. Sci. Pollut. Res. Int. 2014, 21, 4847–4860.
[CrossRef]

8. McGowan, J.; Fitzpatrick, D.A. Genomic, network, and phylogenetic analysis of the oomycete effector arsenal. mSphere 2017, 2,
e00408-17. [CrossRef]

9. Derevnina, L.; Dagdas, Y.F.; De la Concepcion, J.C.; Bialas, A.; Kellner, R.; Petre, B.; Domazakis, E.; Du, J.; Wu, C.H.; Lin, X.; et al.
Nine things to know about elicitins. New Phytol. 2016, 212, 888–895. [CrossRef]

10. Takenaka, S.; Nishio, Z.; Nakamura, Y. Induction of defense reactions in sugar beet and wheat by treatment with cell wall protein
fractions from the mycoparasite Pythium oligandrum. Phytopathology 2003, 93, 1228–1232. [CrossRef]

11. Takenaka, S.; Tamagake, H. Foliar spray of a cell wall protein fraction from the biocontrol agent Pythium oligandrum induces
defence-related genes and increases resistance against Cercospora leaf spot in sugar beet. J. Gen. Plant Pathol. 2009, 75, 340–348.
[CrossRef]

12. Takenaka, S.; Yamaguchi, K.; Masunaka, A.; Hase, S.; Inoue, T.; Takahashi, H. Implications of oligomeric forms of POD-1 and
POD-2 proteins isolated from cell walls of the biocontrol agent Pythium oligandrum in relation to their ability to induce defense
reactions in tomato. J. Plant Physiol. 2011, 168, 1972–1979. [CrossRef] [PubMed]

13. Ai, G.; Yang, K.; Tian, Y.; Ye, W.; Tian, Y.; Du, Y.; Zhu, H.; Li, T.; Xia, Q.; Shen, D.; et al. Prediction and characterization of RXLR
effectors in Pythium species. Mol. Plant Microbe Interact. 2019, 33, 1046–1058. [CrossRef] [PubMed]

14. Yang, K.; Dong, X.; Li, J.; Wang, Y.; Cheng, Y.; Zhai, Y.; Li, X.; Wei, L.; Jing, M.; Dou, D. Type 2 Nep1-like proteins from the
biocontrol oomycete Pythium oligandrum suppress Phytophthora capsici infection in Solanaceous plants. J. Fungi 2021, 7, 496.
[CrossRef] [PubMed]

15. Hase, S.; Shimizu, A.; Nakaho, K.; Takenaka, S.; Takahashi, H. Induction of transient ethylene and reduction in severity of tomato
bacterial wilt by Pythium oligandrum. Plant Pathol. 2006, 55, 537–543. [CrossRef]

16. Hase, S.; Takahashi, S.; Takenaka, S.; Nakaho, K.; Arie, T.; Seo, S.; Ohashi, Y.; Takahashi, H. Involvement of jasmonic acid
signalling in bacterial wilt disease resistance induced by biocontrol agent Pythium oligandrum in tomato. Plant Pathol. 2008,
57, 870–876. [CrossRef]

17. Lou, B.-G.; Wang, A.-Y.; Lin, C.; Xu, T.; Zheng, X.-D. Enhancement of defense responses by oligandrin against Botrytis cinerea in
tomatoes. Afr. J. Biotechnol. 2011, 10, 11442–11449. [CrossRef]

18. Takenaka, S. Studies on biological control mechanisms of Pythium oligandrum. J. Gen. Plant Pathol. 2015, 81, 466–469. [CrossRef]

http://doi.org/10.3390/microorganisms8121930
http://www.ncbi.nlm.nih.gov/pubmed/33291811
http://doi.org/10.1002/pmic.201400181
http://www.ncbi.nlm.nih.gov/pubmed/25407791
http://doi.org/10.1111/ppl.13621
http://doi.org/10.1016/j.cofs.2018.05.002
http://doi.org/10.1016/j.micres.2022.126976
http://doi.org/10.1099/mic.0.061457-0
http://doi.org/10.1007/s11356-013-1807-6
http://doi.org/10.1128/mSphere.00408-17
http://doi.org/10.1111/nph.14137
http://doi.org/10.1094/PHYTO.2003.93.10.1228
http://doi.org/10.1007/s10327-009-0186-9
http://doi.org/10.1016/j.jplph.2011.05.011
http://www.ncbi.nlm.nih.gov/pubmed/21680053
http://doi.org/10.1094/MPMI-01-20-0010-R
http://www.ncbi.nlm.nih.gov/pubmed/32330072
http://doi.org/10.3390/jof7070496
http://www.ncbi.nlm.nih.gov/pubmed/34206578
http://doi.org/10.1111/j.1365-3059.2006.01396.x
http://doi.org/10.1111/j.1365-3059.2008.01858.x
http://doi.org/10.5897/AJB11.618
http://doi.org/10.1007/s10327-015-0620-0


Microorganisms 2022, 10, 1348 20 of 20

19. Le Floch, G.; Rey, P.; Benizri, E.; Benhamou, N.; Tirilly, Y. Impact of auxin-compounds produced by the antagonistic fungus
Pythium oligandrum or the minor pathogen Pythium group F on plant growth. Plant Soil 2003, 257, 459–470. [CrossRef]

20. Doubnerova, V.; Ryslava, H. Roles of Hsp70 in plant abiotic stress. In Molecular Approaches in Plant Abiotic Stress; Gaur, R.K.,
Sharma, P., Eds.; CRC Press: Boca Raton, FL, USA, 2014; pp. 44–66.

21. Song, Z.; Pan, F.; Lou, X.; Wang, D.; Yang, C.; Zhang, B.; Zhang, H. Genome-wide identification and characterization of Hsp70
gene family in Nicotiana tabacum. Mol. Biol. Rep. 2019, 46, 1941–1954. [CrossRef]

22. Sappah, A.E.; Abbas, M.; Elrys, A.S.; Yadav, V.; El-Sappah, H.H.; Zhu, Y.; Huang, Q.; Yu, W.; Soaud, S.A.E.; Xianming, Z.; et al.
The Hsp70 gene family in Solanum lycopersicum; Genome-wide identification and expression analysis under heavy metals stresses.
Res. Sq. 2021, in press. [CrossRef]

23. Zai, W.S.; Miao, L.X.; Xiong, Z.L.; Zhang, H.L.; Ma, Y.R.; Li, Y.L.; Chen, Y.B.; Ye, S.G. Comprehensive identification and expression
analysis of Hsp90s gene family in Solanum lycopersicum. Genet. Mol. Res. 2015, 14, 7811–7820. [CrossRef] [PubMed]

24. Belonoznikova, K.; Vaverova, K.; Vanek, T.; Kolarik, M.; Hyskova, V.; Vankova, R.; Dobrev, P.; Krizek, T.; Hodek, O.; Cokrtova, K.;
et al. Novel insights into the effect of Pythium strains on rapeseed metabolism. Microorganisms 2020, 8, 1472. [CrossRef] [PubMed]

25. Fradin, E.F.; Thomma, B.P.H.J. Physiology and molecular aspects of Verticillium wilt diseases caused by V. dahliae and V. albo-atrum.
Mol. Plant Pathol. 2006, 7, 71–86. [CrossRef]

26. Sirima, A.; Sereme, A.; Koita, K.; Zida, E.; Nana, A.T.; Sereme, D.; Nana, T.; Sawadogo, M. Characterization of Alternaria brassicicola
isolated from tomato in Burkina Faso, and use of two essential oils for its control in vitro. Afr. J. Agric. Res. 2021, 17, 1371–1379.
[CrossRef]

27. Hajieghrari, B.; Torabi-Giglou, M.; Mohammadi, M.R.; Davari, M. Biological potantial of some Iranian Trichoderma isolates in the
control of soil borne plant pathogenic fungi. Afr. J. Biotechnol. 2008, 7, 967–972.

28. Bradford, M.M. A rapid and sensitive method for the quantitation of microgram quantities of protein utilizing the principle of
protein-dye binding. Anal. Biochem. 1976, 72, 248–254. [CrossRef]

29. Hodek, O.; Krizek, T.; Coufal, P.; Ryslava, H. Design of experiments for amino acid extraction from tobacco leaves and their
subsequent determination by capillary zone electrophoresis. Anal. Bioanal. Chem. 2017, 409, 2383–2391. [CrossRef]

30. Mittler, R.; Zilinskas, B.A. Detection of ascorbate peroxidase-activity in native gels by inhibition of the ascorbate-dependent
reduction of nitroblue tetrazolium. Anal. Biochem. 1993, 212, 540–546. [CrossRef]

31. Ricci, G.; Lobello, M.; Caccuri, A.M.; Galiazzo, F.; Federici, G. Detection of glutathione transferase activity on polyacrylamide gels.
Anal. Biochem. 1984, 143, 226–230. [CrossRef]

32. Laemmli, U.K. Cleavage of structural proteins during assembly of head of bacteriophage-T4. Nature 1970, 227, 680–685. [CrossRef]
33. Hyskova, V.; Pliskova, V.; Cerveny, V.; Ryslava, H. NADP-dependent enzymes are involved in response to salt and hypoosmotic

stress in cucumber plants. Gen. Physiol. Biophys. 2017, 36, 247–258. [CrossRef] [PubMed]
34. Iven, T.; Konig, S.; Singh, S.; Braus-Stromeyer, S.A.; Bischoff, M.; Tietze, L.F.; Braus, G.H.; Lipka, V.; Feussner, I.; Droge-Laser, W.

Transcriptional activation and production of tryptophan-derived secondary metabolites in Arabidopsis roots contributes to the
defense against the fungal vascular pathogen Verticillium longisporum. Mol. Plant 2012, 5, 1389–1402. [CrossRef] [PubMed]

35. Pavlikova, D.; Zemanova, V.; Prochazkova, D.; Pavlik, M.; Szakova, J.; Wilhelmova, N. The long-term effect of zinc soil
contamination on selected free amino acids playing an important role in plant adaptation to stress and senescence. Ecotoxicol.
Environ. Saf. 2014, 100, 166–170. [CrossRef] [PubMed]

36. Dulermo, T.; Bligny, R.; Gout, E.; Cotton, P. Amino acid changes during sunflower infection by the necrotrophic fungus B. cinerea.
Plant Signal. Behav. 2009, 4, 859–861. [CrossRef]

37. Jez, J.M. Structural biology of plant sulfur metabolism: From sulfate to glutathione. J. Exp. Bot. 2019, 70, 4089–4103. [CrossRef]
38. Zeier, J. New insights into the regulation of plant immunity by amino acid metabolic pathways. Plant Cell Environ. 2013,

36, 2085–2103. [CrossRef]
39. Ali, S.; Ganai, B.A.; Kamili, A.N.; Bhat, A.A.; Mir, Z.A.; Bhat, J.A.; Tyagi, A.; Islam, S.T.; Mushtaq, M.; Yadav, P.; et al. Pathogenesis-

related proteins and peptides as promising tools for engineering plants with multiple stress tolerance. Microbiol. Res. 2018,
212, 29–37. [CrossRef]

40. Satkova, P.; Stary, T.; Pleskova, V.; Zapletalova, M.; Kasparovsky, T.; Cincalova-Kubienova, L.; Luhova, L.; Mieslerova, B.; Mikulik,
J.; Lochman, J.; et al. Diverse responses of wild and cultivated tomato to BABA, oligandrin and Oidium neolycopersici infection.
Ann. Bot. 2017, 119, 829–840. [CrossRef]

41. Berka, M.; Kopecka, R.; Berkova, V.; Brzobohaty, B.; Cerny, M. Regulation of heat shock proteins 70 and their role in plant
immunity. J. Exp. Bot. 2022, 73, 1894–1909. [CrossRef]

42. Lee, J.H.; Yun, H.S.; Kwon, C. Molecular communications between plant heat shock responses and disease resistance. Mol. Cells
2012, 34, 109–116. [CrossRef]

43. Moshe, A.; Gorovits, R.; Liu, Y.; Czosnek, H. Tomato plant cell death induced by inhibition of HSP90 is alleviated by Tomato yellow
leaf curl virus infection. Mol. Plant Pathol. 2016, 17, 247–260. [CrossRef] [PubMed]

44. Hyskova, V.; Belonoznikova, K.; Doricova, V.; Kavan, D.; Gillarova, S.; Henke, S.; Synkova, H.; Ryslava, H.; Cerovska, N. Effects
of heat treatment on metabolism of tobacco plants infected with Potato virus Y. Plant Biol. 2021, 23, 131–141. [CrossRef] [PubMed]

http://doi.org/10.1023/A:1027330024834
http://doi.org/10.1007/s11033-019-04644-7
http://doi.org/10.21203/rs.21203.rs-546628/v546621
http://doi.org/10.4238/2015.July.14.7
http://www.ncbi.nlm.nih.gov/pubmed/26214462
http://doi.org/10.3390/microorganisms8101472
http://www.ncbi.nlm.nih.gov/pubmed/32992822
http://doi.org/10.1111/j.1364-3703.2006.00323.x
http://doi.org/10.5897/AJAR2021.15691
http://doi.org/10.1016/0003-2697(76)90527-3
http://doi.org/10.1007/s00216-017-0184-2
http://doi.org/10.1006/abio.1993.1366
http://doi.org/10.1016/0003-2697(84)90657-2
http://doi.org/10.1038/227680a0
http://doi.org/10.4149/gpb_2016053
http://www.ncbi.nlm.nih.gov/pubmed/28471348
http://doi.org/10.1093/mp/sss044
http://www.ncbi.nlm.nih.gov/pubmed/22522512
http://doi.org/10.1016/j.ecoenv.2013.10.028
http://www.ncbi.nlm.nih.gov/pubmed/24238718
http://doi.org/10.4161/psb.4.9.9397
http://doi.org/10.1093/jxb/erz094
http://doi.org/10.1111/pce.12122
http://doi.org/10.1016/j.micres.2018.04.008
http://doi.org/10.1093/aob/mcw188
http://doi.org/10.1093/jxb/erab549
http://doi.org/10.1007/s10059-012-0121-3
http://doi.org/10.1111/mpp.12275
http://www.ncbi.nlm.nih.gov/pubmed/25962748
http://doi.org/10.1111/plb.13234
http://www.ncbi.nlm.nih.gov/pubmed/33417742

	Introduction 
	Materials and Methods 
	In Vitro Dual Culture Tests of Pythium Strains against A. brassicicola/V. albo-atrum 
	Plant Material 
	Detection and Quantification of A. brassicicola and V. albo-atrum by qRT-PCR 
	Protein Concentration 
	Determination of Free Amino Acids and Tryptamine 
	Phenolics and Antioxidant Capacity 
	Enzyme Activity 
	Immunochemical Methods 
	Statistical Analysis 

	Results 
	Interactions between Pythium Strains and Fungal Phytopathogens 
	Seed-Coated Tomato Plants with Pythium Strains Exposed to Fungal Pathogens 
	Stress Conditions Affect Plant Metabolism 

	Discussion 
	Conclusions 
	References

