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Figure S1. (A) The NR1D2 overexpression level of mRNA and protein. (B) P16 and
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P21 protein levels assessed by Western blot after NR1D2 overexpression. (C) Indirect
co-culture model. (D-E) Wound healing assays and Transwell assays were performed
to detect the migration level of NR1D2 overexpression in HCT15. * means P < 0.05,

** means P <0.01, *** means P < 0.001, **** means P <0.0001.
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Figure S2. Comparative analysis of relative drug sensitivity between MALISS high-
and low-risk groups, including JQI, 5-Fluorouracil, Oxaliplatin, Camptothecin,
Docetaxel, and Irinotecan. * means P < 0.05, ** means P <0.01, *** means P < 0.001,

**** means P < 0.0001.



