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COVID-19 (2019 novel coronavirus) has brought many world-wide challenges in a very short space of time and
the race to produce a reliable and rapid test is already on. Currently the test of choice is a PCR method, which is
used to detect RNA and therefore genetic information about the virus. However, like all tests there are limitations,
this test relies on the person in question actually being infected with the virus and also sufficient virus being present
in a swab test [1]. The aim of this commentary is to suggest breath analysis by MS and specifically using mobile
MS equipment as an alternative testing method. Using breath as a sample, it would be possible to easily measure
volatile organic compounds (VOCs) with MS illustrating an alternative sampling and analysis technique. Breath
would not only provide an unlimited sample but also allow noninvasive testing with the possibility of a very quick
patient diagnosis by analysis with this method. MS has long been relied upon within a clinical and medical setting,
so a move to using it for this application would be a natural step [2].

The reverse transcription polymerase chain reaction (RT-PCR) test already available is reliable and indeed for
a test to be most valuable it needs to able to identify the virus before any symptoms are noticeable in a patient.
A test that can rapidly check before key workers begin work would give a huge amount of confidence to those in
key roles undertaking stressful tasks at this time. As the RT-PCR test is used to detect the presence of an antigen
as opposed to antibodies or the body’s immune response, these tests should be able to detect whether the virus is
present at an early stage regardless of whether any symptoms are present, and as it is highly specific should allow
for few false positive results. If the pattern of who is infected is clear, it becomes much easier to control the spread
and quarantine those individuals with links to the virus infection as necessary. This helps Public Health bodies to
monitor and limit the spread of the disease better which is critical to lockdown exit strategies around the world and
also to rebooting economies.

However, these tests have not been quick enough to meet demand for testing for several reasons. Many hospitals
do not have access to PCR machines. In the UK, several distant hubs are available and so samples and/or people
need to be transported. PCR currently relies on experienced, trained staff to prepare and analyze samples. The
technique potentially has a high rate of false negatives, which can lead to repeat testing or further tests being needed
for reliable results [3].

At present the test involves taking nasal and throat swabs which are then sent away for PCR analysis. Clearly
there must be sufficient virus for amplification to occur. A false negative can occur for many reasons [3,4. The
sample can contain too little virus because the location swabbed is not appropriate for the stage of infection [5] or
the time taken between sampling and analysis is too long. Wikramaratna ez 4/. and references therein (4] showed
that between day 0 and day 10 after infection; the chance of a positive test declined from 94.39 to 67.15%. Later in
disease development the virus multiplies in the lungs but has disappeared from the throat. When this has occurred
samples must be obtained from deep in the airways or coughed up sputum. After 4 weeks SARS can be detected
in urine (6], however there is little evidence so far that COVID-19 is present in urine (7]. These reasons lead toward
the need for an alternative or complimentary technique being available to medical staff and deep breath samples,
which are still likely to contain biomarkers for the presence of the virus, maybe the solution.

newlands
press

10.4155/bi0-2020-0125 © 2020 Newlands Press Bioanalysis (Epub ahead of print) ISSN 1757-6180



Commentary  Walker & Burrell

Currently the testing is done in specialist laboratories using specialist staff, which are often found in large cities
or certainly remotely from each other. Testing is not always quickly and easily available remotely. More mobile
methods of testing and easy sample collection would hugely increase the capacity to test. Some alternative options
are already beginning to be used, such as serology methods or more automated assays, however these are in the
early stages of development and home testing kits that are now available still need to be sent to specialist centers
for analysis [8]. Targets for testing still need to be increased and made more universally available.

Testing is clearly a necessary objective as countries where the track testing of individuals was introduced early, the
benefits have been clearly observed. For instance South Korea who introduced a test and contact tracing promptly
have a much lower percentage death rate, around 0.9% per case than the WHO estimation of 3% globally [91.
However, mass testing of populations is not always easy and also depends upon many other environmental factors
such as the dynamics of the country, age profile and density of population, which all contribute to the spread and
severity of the disease.

Methodology

The PCR test relies on a swab being taken and particularly on the quality of sample obtained. This should ideally
be from the upper respiratory tract with samples of sputum, a mixture of saliva and mucus coughed up from the
respiratory tract [10]. Could a simple breath test be a quicker and easier way of sampling as it would be easier to
take several replicate samples at the same time?

Breath analysis

Breath analysis is already well publicized as a suitable sample for the analysis of biomarkers for disease and has been
suggested as a suitable sample for detection of COVID-19 [11]. Various breath sampling devices are available such
as BioVOC tubes. These are noninvasive methods of sampling and allow for nonmedically trained staff to take
the samples [12]. Samples can easily be transferred from the tubes to thermal desorption (TD) tubes, solid-phase
microextraction (SPME) or a needle trap device for analysis by GC-MS. TD-GC-MS is already a standardized
way of analyzing volatiles in breath and allows for a set amount of gas to be absorbed onto the tube during sampling
and desorbed off the tube during analysis. Therefore TD-GC-MS provides a method that can concentrate the
sample from a known volume of breath and provide a quantitative result [13). The recent emergence of portable
MS equipment could enhance the capability of testing as it can be easily moved as needed. Sampling using SPME
syringes or needle trap devices that could be analyzed by portable GC-MS devices would allow for a rapid analysis,
but even sampling using more traditional TD would still allow for easy transfer of samples onto SPME or needle
trap syringes. These methods are already well standardized and characterized. Previous studies on various breath
sampling methods include that by Lawal ¢# 4/, who implemented an in-depth study into different breath analysis
methods [14], although at present no absolute standard exists.

Location of testing

One of the key questions is whether breath analysis should be carried out within a laboratory setting with samples
shipped and possibly stored before analysis, but this would not give much more of an advantage to this methodology
over the current PCR method. With the advent of portable MS, it would make more sense to have the equipment
in hospitals, general practioner (GP) surgeries and testing centers and even in airports. It may also be installed in
care homes that are particularly vulnerable to the virus and other such locations, and where it would be efficient to
do so, kept in a vehicle and transported from one location to another. Mass spectrometers could provide answers in
seconds rather than the hours of the current methods. The availability of breath-sample collectors and the ease of
use of portable mass spectrometers that can be programmed to look for a biomarker or suite of biomarkers would
make it very accessible to nonspecialist users and allow rapid result turnovers, with the possibility of quick further
analysis if the result is unclear. This point-of-care approach would be a huge step forward in an increase of testing.
The cost—effectiveness of this point-of-care model would need to be taken into consideration.

Analytical requirements

One of the key aims would be to make sure the volatile components are at a high enough concentration as generally
VOC:s are only a small percentage of breath as compared with CO;. In 2018, Hanna ¢# a/. conducted a systematic
review of breath in relation to the diagnosis of cancer. This suggested that multicenter clinical trials for cancer
diagnosis which involved standardized methods of breath collection were required [15]. Another recent study into
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breath analysis as a means of identifying cancer concluded that the main advantages of breath analysis was that it
was noninvasive, it was easy to use, it had prognostic abilities, and it was low cost. However it is acknowledged that
it may not yet be a stand-alone diagnostic method and may benefit from being used in combination with currently
available methods to increase the accuracy of detection [16].

SPME as an approach

SPME has several advantages for sampling volatiles from breath; varying levels of moisture do notalter the absorption
of volatiles onto the fibres, the volatiles are concentrated in one simple step, the sample can be placed directly
into the GC-MS. It is also very cost-effective as the SPME fibres can be used multiple times. The analysis can
be done manually using portable equipment or automated using static laboratory equipment. Aksenov ez a/. used
various different SPME technologies to illustrate the wide coverage of breath metabolites that could be measured
by the combination of SPME and GC-MS [17]. Biomarkers for disease are known to be present in breath (18] and
SPME has already been used to detect lung infections [19]. The Torion T9 GC/MS is a portable machine (weighing
15 kg) that will be ready to analyse samples within 15 min of starting up and provides an analysis time of a few
minutes. It can be programmed to automatically identify biomarkers of interest allowing a nonspecialist to run the
analysis. Therefore, the result can be obtained while the patient waits and where there is doubt about the result a
second sample can easily be obtained. As portable mass spectrometers have their own integral gas supply, pump
and batteries the equipment needs no specialist services for operation. Thus, rather than shipping samples the
equipment itself can be taken to the patients, for example, in care homes.

Discussion

Exhaled breath contains thousands of VOCs, which may include not only exhaled products but also remnants of
the virus itself. To be able to analyze these routinely a metabolomics approach needs to be taken to understand the
distribution of metabolites within the samples and to be able to identify significant biomarkers. Breath analysis has
routinely been used for detection of alcohol in breath but also in more clinical settings. To assess exposure to the
biomarkers medical staff could wear TD tubes. This procedure is already used by veterinary nurses who are exposed
to nitrous oxide on a regular basis. Exposure is then measured by GC-MS analysis [20]. Once reliable biomarkers
have been established the level of hazard to infection could be monitored in wards. If TD tubes were used for the
monitoring the amount of exposure and the pattern over time in relation to the number of patients in the ward
could be established. Otherwise an exhaled breath container could be used. Work has already demonstrated that
breath exhaled from patients with pneumonia show an altered metabolism for volatile organic compounds [21]. As
COVID-19 appears to affect the lungs, particulatly if the patient has damaged lungs already through smoking or
chronic obstructive pulmonary disease (COPD), these patients are more at risk.

For home collection of samples, it would be much easier for a nonspecialist to take samples by exhaling into a
container even if multiple samples were needed, rather than the current sampling technique of taking a single swab
of the throat and nose. This is because the best area to swab may change depending upon the stage of infection. A
recent study found that nasopharyngeal swabs may be more suitable at later stages of infection than oropharyngeal
swabs [22].

The key would be whether there is a particular biomarker that indicates the presence of the virus or whether
it is a suite of metabolites and how early a change in metabolism can be identified. To this end work has already
begun on a Human Breath Database, which could help define key markers [23]. Using a library-based system with
a particular list of biomarkers as targets could provide an easy ‘yes or no” answer or recommend further testing
with swabs collected for analysis by PCR. The ability to automate analysis, the lack of a need for a specialist,
the simplicity of the system and its portability would allow rapid expansion in capacity of testing. As indicated
previously GC-MS is already used for medical analysis and therefore the equipment would already be available for
many other uses. The advantage of MS is that it could highlight more than one problem with the same sample.

Conclusion
There is much evidence that breath analysis may well be suitable for the analysis of biomarkers. Breath represents
a noninvasive, limitless sample that when combined with fast, portable MS methods would make an alternative or
complimentary test to the PCR test already available.

Although sample uniformity may need to be addressed the limitless supply of breath is suitable for taking multiple
samples and, thus, allowing replication and reducing the likelihood of false positive results like an A and B sample
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in drug testing procedures currently. Sampling of breath is likely to be much less problematic than swab testing
particularly for home sample collection kits due to the fiddly nature of collecting the sample and the importance
of avoiding any contamination on the swab from other germs. Evidence is already showing that depending on the
stage of infection with the virus that swab tests may not always be the best test [24].

MS is already being used for breath analysis. The key would be to find biomarkers related to COVID-19 and
to understand the variability and reproducibility of MS analysis of breath samples infected with COVID-19 and
to make sure that any biomarkers were identified with a statistical confidence. Translation of these findings to a
routine analysis should be fast.

Studies able to rapidly transpose MS-based breath analysis, using cases at different stages of disease along with
controls, from the lab to a clinical setting are what is needed to take this forward.

Financial & competing interests disclosure
The authors have no relevant affiliations or financial involvement with any organization or entity with a financial interest in or finan-
cial conflict with the subject matter or materials discussed in the manuscript. This includes employment, consultancies, honoraria,
stock ownership or options, expert testimony, grants or patents received or pending, or royalties.

No writing assistance was utilized in the production of this manuscript.

References
1. Science Media Centre. Expert comments on different types of test for
COVID-19. http://www.sciencemediacentre.org/expert-comments-on-diff erent- types-of - test- for-covid-19/

2. Chong YK, Ho CC, Leung SY, Lau SKP, Woo PCY. Clinical mass spectrometry in the bioinformatics era: a Hitchhiker’s guide. /.
Comput. Struct. Biotechnol. 16, 316-334 (2018).

3. Tahamtan A, Ardebili A. Real-time RT-PCR in COVID-19 detection: issues affecting the results. Expers Rev.Mol. Diagn. 20
(5), 453—454 (2020)

4. Wikramaratna P, Paton RS, Ghafari M, Lourenco J. Estimating false-negative detection rate of SARS-CoV-2 by RT-PCR. medRxiv
(2020). hteps://www.medrxiv.org/content/medrxiv/early/2020/04/07/2020.04.05.20053355.f ull.pdf

5. Yang, Yang M, Shen C ez al. Evaluating the accuracy of different respiratory specimens in the laboratory diagnosis and monitoring the
viral shedding of 2019-nCoV infections. medRxiv(2020). https://www.medrxiv.org/content/10.1101/2020.02.11.20021493v2.full.pdf

6. Chan PK, To WK, Ng KC ¢z al. Laboratory diagnosis of SARS. Emerg. Infect. Dis. 10(5), 825-831 (2004).

7.  Wolfel R, Corman VM, Guggemos W ez al. Virological assessment of hospitalized patients with COVID-2019. Nazure 581, 465-469
(2020).

8. Winter AK, Hegde ST. The important role of serology for COVID-19 control. Lancet Infect Dis. 20 (7 ),758-759 (2020)
9. Worldometer COVID-19 Data. Coronavirus case numbers worldwide. http://www.worldometers.info/coronavirus/#countries
10. Beeching NJ, Fletcher TE, Beadsworth MBJ. Covid-19: testing times. BM] 2020, 369:m1403 (2020)

11. Khoubnasabjafari V]J-G, Ghanbari R, Jouyban A. Exhaled breath condensate as a potential specimen for diagnosing COVID-19.
Bioanalysis doi:10.4155/bio-2020-0083 (2020) (Epub ahead of print).

12. Kwak J, Fan M, Harshman SW ez 4/. Evaluation of bio-voc sampler for analysis of volatile organic compounds in exhaled breath.

Metabolites 4(4), 879—-888(2014)

13.  Elorduy I, Durana N, Garcfa JA e al. Optimization and validation of thermal desorption gas chromatography-mass spectrometry for the
determination of polycyclic aromatic hydrocarbons in ambient air. /. Anal. Methods Chem. 8734013 (2018).

14. Lawal O, Ahmed WM, Nijsen TME ez a/. Exhaled breath analysis: a review of ‘breath-taking’ methods for off-line analysis. Metabolomics
13,110 (2017).

15. Hanna GB, Boshier PR, Markar SR ez a/l. Accuracy and methodologic challenges of volatile organic compound—based exhaled breath
tests for cancer diagnosis: a systematic review and meta-analysis. JAMA Oncol. 5(1), 182815 (2019).

16.  Amor RE, Nakhleh MK, Barash O ez a/. Breath analysis of cancer in the present and the future. Eur. Respir. Rev. 28, 190002 (2019).

17.  Aksenov AA, Zamuruyev KO, Pasamontes A ¢f al. Analytical methodologies for broad metabolite coverage of exhaled breath condensate.
J. Chromatogr. B Analyt. Technol. Biomed. Life Sci. 1061-1062, 17-25 (2017).

18. Dereira J, Porto-Figueira P, Cavaco C ez al. Breath analysis as a potential and non-invasive frontier in disease diagnosis: an overview.

Metabolites 5, 3-55 (2014).

19. Horviéth I, Barnes PJ, Loukides SA. European Respiratory Society technical standard: exhaled biomarkers in lung disease. Eur. Respir. J.
49(4), 1600965 (2017).

20. Rapson D, Dacres H. Analytical techniques for measuring nitrous oxide. Trends Anal. Chem. 54, 65-74 (2014).

10.4155/bio-2020-0125

Bioanalysis (Epub ahead of print) future science group


http://www.sciencemediacentre.org/expert-comments-on-different-types-of-test-for-covid-19/
https://www.medrxiv.org/content/medrxiv/early/2020/04/07/2020.04.05.20053355.full.pdf
https://www.medrxiv.org/content/10.1101/2020.02.11.20021493v2.full.pdf
http://www.worldometers.info/coronavirus/#countries

Could breath analysis by MS be a solution to rapid, non-invasive testing for COVID-19? Commentary

21. van Oort PM, Povoa P, Schnabel R ez al. The potential role of exhaled breath analysis in the diagnostic process of pneumonia-a
systematic review. /. Breath Res. 6;12(2), 024001 (2018).

22. Wang X, Tan L, Wang X ez 2. Comparison of nasopharyngeal and oropharyngeal swabs for SARS-CoV-2 detection in 353 patients
received tests with both specimens simultancously. /nz. /. Infect Dis. 94, 107-109 (2020).

23. Kuo T-C, Tan C-E, Wang S-Y ¢# a/. Human breathomics database. Database
(2020).https://academic.oup.com/database/article/doi/10.1093/database/baz139/5682403

24. Whllie AL, Fournier J, Casanovas-Massana A ez a/. Saliva is more sensitive for SARS-CoV-2 detection in COVID-19 patients than
nasopharyngeal swabs. medRxiv (2020). https://www.medrxiv.org/content/10.1101/2020.04.16.20067835v1.full.pdf

future science group 10.4155/bi0-2020-0125


https://www.academic.oup.com/database/article/doi/10.1093/database/baz139/5682403
https://www.medrxiv.org/content/10.1101/2020.04.16.20067835v1.full.pdf


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /All
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (Coated FOGRA39 \050ISO 12647-2:2004\051)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize false
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 400
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /FlateEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 400
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /FlateEncode
  /AutoFilterGrayImages false
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /ENU ([Based on 'PPG Indesign CS4_5_5.5'] [Based on 'PPG Indesign CS3 PDF Export'] Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks true
      /AddPageInfo false
      /AddRegMarks true
      /BleedOffset [
        8.503940
        8.503940
        8.503940
        8.503940
      ]
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions false
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 600
        /LineArtTextResolution 2400
        /PresetName (Pureprint flattener)
        /PresetSelector /UseName
        /RasterVectorBalance 1
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 8.835590
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


