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Background: Osaka, the third largest prefecture in Japan, experienced a rapid

replacement of preexisting strains of severe acute respiratory syndrome coronavirus

2 (SARS-CoV-2) by variant alpha during March-April 2021. Assessing the burden of

variant alpha on health centers and medical institutions is vital to anticipating the

surge of patients. The present study aimed to estimate the age-dependent risks of

coronavirus disease (COVID-19) putatively caused by variant alpha in Japan, focusing

on epidemiological dynamics in Osaka.

Methods: Descriptive analyses were conducted using data on confirmed, severe and

fatal cases of COVID-19 from 16 November 2020 to 22 May 2021. All cases were divided

into 6–9 age groups to compare the risks of confirmed diagnosis, severe illness and death

from COVID-19 with variant alpha to those caused by preexisting strains.

Results: Individuals with COVID-19 aged under 30 years were more likely to be infected

with variant alpha than those in their 40s. The incidence of severe illness and death among

all age groups with COVID-19 due to variant alpha was higher than that due to preexisting

strains. Patients older than 40 years experienced an increased risk of severe illness and

death if infected with variant alpha. However, the proportion of severe cases was lower

in the group aged 80 years and older infected with variant alpha than in those infected

with preexisting strains.

Conclusion: Our analysis suggests that the incidence of infection among young people

aged below 30 years old increased relative to ordinary strains. Risks of severe illness and

death in patients with variant alpha COVID-19 was higher than in those with preexisting

strains in Osaka, Japan. However, a decrease in the risk of severe illness was observed

in people aged ≥80 years, which is probably because medical facilities in Osaka were

overwhelmed in April and May 2021. Continuous monitoring of COVID-19 cases with

new variants is vital to secure sufficient medical resources for all patients who require

medical care.
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INTRODUCTION

The emergence of novel severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) variants,
especially those that are categorized as variants of concern (VOC), has elevated tensions not only
in countries affected by a surge in the number of patients but also in countries starting the rollout
of vaccination programs. Because the efficacy and effectiveness of vaccines against SARS-CoV-2
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could potentially vary between variants and vaccines, researchers
have been still assessing them carefully. Examining the influence
of VOC on the risks of infection, severe disease and death is
critical because preventing the collapse of healthcare facilities is
key to confronting the outbreak of SARS-CoV-2 that has been
seen in many countries (1–3).

Coronavirus disease (COVID-19) is caused by acute infection
of the respiratory tract with SARS-CoV-2 leading to symptoms
including cough, fever and fatigue (4). Although approximately
80% of confirmed cases of COVID-19 are characterized by mild
symptoms or are asymptomatic, approximately 20% of confirmed
cases are diagnosed with severe and critical disease that requires
admission to an intensive care unit (ICU) and/or care unit with a
medical ventilator for a few weeks (5). Similar to other infectious
disease, the risk of severe disease and mortality in patients with
COVID-19 varies across age groups (6, 7). Elderly people are
more vulnerable to COVID-19 than younger people, and many
patients diagnosed with severe disease could occupy hospital beds
for a few weeks. Moreover, a published study suggested that
unfair allocation of medical resources can limit the capacity of
healthcare facilities, resulting in increased risks of severe illness
and death due to COVID-19 (8). Thus, preventing the collapse
of healthcare facilities and maintaining basic operation must be
achieved during the pandemic.

After the SARS-CoV-2 lineage B.1.1.7 with the N501Y
mutation, also known as variant alpha, was confirmed in
the UK in September 2020, that variant rapidly spread
across the world and started replacing preexisting strains
in many countries, including Japan (9–11). Variant alpha
appeared to be approximately 1.5 times more transmissible than
preexisting SARS-CoV-2 variants (12–14). In addition, some
studies suggested that the variant could cause more severe
illness than preexisting SARS-CoV-2 variants (15, 16). Thus,
there were countries where more intensive non-pharmaceutical
interventions (NPIs), such as national lockdowns and curfews,
were implemented to suppress a wave of cases with a VOC
(17, 18).

The first COVID-19 cases with variant alpha in Japan
were recognized in late December 2020 (19). Since then, the
situation of the spread of variant alpha was only understood
by screening for the VOC with N501Y mutation among
confirmed polymerase chain reaction (PCR)-positive cases in
Japan. Although the government started screening for cases
with VOCs across the whole country with a target of screening
40% of PCR-positive samples, those values depended on the
screening capacity of each prefecture (11, 20). The number
of confirmed cases of COVID-19 reached 650 in the third
wave in early January 2021 and peaked at more than 1,200
in the fourth wave in the middle of April 2021 in Osaka,
the second largest metropolitan area following Tokyo in Japan
(Figure 1). Osaka experienced a rapid replacement of preexisting
strains and an increase in the proportion of cases of variant
alpha among PCR-positive samples in screening tests earlier
than other prefectures (21). According to Osaka prefecture,
the weekly proportion of samples positive for the VOC with
N501Y mutation (mostly variant alpha) among PCR-positive
samples was estimated to be more than 40% since early

FIGURE 1 | Incidence over time in Osaka. The colors of the bars represent

age group. The gray shaded area signifies the state of emergency period and

the area shaded in light gray represents the pre-emergency measures period.

March, and subsequently reached more than 65% at the end of
March 2021 (22).

Assessing the burden of variant alpha on health centers and
medical institutions is essential to anticipating the surge of
patients in terms of the necessary beds, personnel and personal
protective equipment. Therefore, risks of infection, severe disease
and death due to variant alpha should be quantified using the
Japanese dataset of confirmed cases of COVID-19. The present
study estimated the age-dependent risks of COVID-19 putatively
caused by variant alpha in Japan using epidemiological data from
Osaka. This assessment provides not only an understanding of
risks of variant alpha in Japan but also an insight into COVID-19
caused by other VOCs in the future.

MATERIALS AND METHODS

Epidemiological Data
The patients’ data were publicly available and extracted from the
website of Osaka prefecture (23). The data of confirmed cases,
severe cases and deaths were available from 16 November 2020;
however, to minimize the influence of intensive NPIs during the
states of emergency, the periods of the second (from 14 January
2021 to 28 February 2021) and third (from 25 April 2021 to the
end of May 2021) states of emergency were excluded from the
analysis (Figure 1).

Although Osaka prefecture requested and issued pre-
emergency measures preceding the state of emergency, those
interventions targeted restaurants and bars serving foods and
drinks (24). The same requests were continuously applied during
the non-pre-emergency period, i.e., March 2021, especially in
Osaka city; therefore, we decided not to use the data from during
the state of emergency in Osaka.

Because the proportion of screenings positive for COVID-19
with variant alpha exceeded 50% after March 2021, we assumed
that all confirmed cases of COVID-19 were due to variant alpha
inOsaka fromMarch. Therefore, for our estimates, the confirmed
cases from 16November 2020 to 13 February 2021 and cases from
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FIGURE 2 | Age distribution of epidemiological characteristics of COVID-19 in Osaka. (A) Population dynamics in Osaka in 2019. (B) Absolute number of cases, (C)

severe cases and (D) deaths due to preexisting and variant alpha strains of COVID-19 in Osaka.

1March 2021 to 24 April were considered to be due to preexisting
strains and variant alpha, respectively. Confirmed cases were
divided into nine age groups, i.e., 0–9, 10–19, 20–29, 30–39, 40–
49, 50–59, 60–69, 70–79, and ≥80 years old. Accounting for the
delay between infection and report, severe cases of COVID-19
with non-alpha and alpha strains were used for the analysis from
16November 2020 to 27 January 2021 and from 15March 2021 to
8May 2021, respectively. Severe cases were divided into seven age
groups, i.e., 0–29, 30–39, 40–49, 50–59, 60–69, 70–79, and ≥80
years old due to the scarcity of cases in the younger population.
Confirmed deaths that reported the date of death were used
for the analysis from 16 November 2020 to 10 February and
from 29 March 2021 to 22 May for non-alpha and alpha strains,
respectively, considering the delay from infection to death. The
deaths were divided into six age groups, i.e., 0–39, 40–49, 50–
59, 60–69, 70–79, and ≥80 years old due to the scarcity of the
deaths in those aged 0–39 years. These three different variables
are shown in Figure 2 by age group.

Statistical Model
Confirmed Cases

To make the numbers of each period comparable, the confirmed
cases, severe cases and deaths were converted from raw numbers
(i.e., observed absolute number) to rates (i.e., number over
30 days).

For the analysis of confirmed cases, the odds ratios (OR) of
age group a with variant alpha to cases with non-alpha variants
were calculated using a group aged 40–49 years as the reference
as shown below.

ORα, a =
cα, a

cᾱ, a
/
cα, 40s

cᾱ, 40s

where cα, a represents the confirmed cases with the
variant alpha in age group a and cᾱ, a represents the
confirmed cases with the non-alpha variants in age
group a.

Severe Cases and Deaths

To analyze severe cases and deaths due to variant alpha
and preexisting strains of COVID-19, three different measures
were calculated. First, the odds ratio of COVID-19 cases in
age group a with alpha for severe cases and deaths were
calculated as

ORα, a =
sα, a

cα, a
/
sᾱ, a

cᾱ, a

where s represents the total number of severe cases or deaths.
Secondly, we calculated the proportion of severe cases or deaths
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in confirmed cases with variant alpha or with preexisting strains
to explore the vulnerable age groups for those risks. Finally, the
severe case rate ratio and death rate ratio of COVID-19 cases in
age group a with variant alpha or with non-alpha variants were
calculated and compared to the reference age group of 40–49
years using the equation:

Rate ratioα, a =
sα, a

Na
/
sα, 40s

N40s
,

Rate ratioᾱ, a =
sᾱ, a

Na
/
sᾱ, 40s

N40s
.

where Na represents the population of age group a in 2019,
which is shown in Figure 2A. Rate ratio is used in epidemiology
to compare incidence (rate) between two different subgroups of
certain events at a given time. Therefore, to explore two different
age groups by different variants of COVID-19, rate ratios were
calculated with respect to each outcome, becoming severe illness
and death. All calculations were conducted using R (version
4.0.5). The odds ratios and their 95% confidence intervals (CIs)
were calculated using the “Epi” package, which was based on
the unconditional maximum likelihood estimation for estimated
values and the Wald method for CIs (25). Other estimates were
calculated according to the abovementioned equations and CIs
were estimated using theWald method for rate ratios andWilson
score interval for proportions.

RESULTS

Table 1 shows the odds ratios of putative cases of variant alpha
COVID-19 among different age groups relative to the reference
age group of 40–49 years. Variant alpha was more likely to be
detected in infected individuals <30 years old than in those
aged 40–49 years, although the 95% CIs crossed unity (1.0). In
contrast, those aged 50 years old and older were less likely to
have variant alpha COVID-19 than those aged 40–49 without
crossing unity for 95% CIs. Therefore, the risk of infection with
variant alpha COVID-19 tended to be higher among young
people than among those aged 40–49 years. Additionally, that risk
was smaller among people aged 50 years old and older than those
aged 40–49 years.

Table 2 shows the odds ratios for severe cases of and deaths
due to variant alpha COVID-19 relative to preexisting strains
by age group. Severe illness and death were higher among all
age groups in those with variant alpha COVID-19 than in those
with preexisting strains, although the 95% CIs crossed unity
among patients aged <40 years and >79 years old with respect
to severe cases and among patients aged <50 years with respect
to deaths. Focusing on ORs with < 0.05 p-value, 3.18 among
patients aged 40–49 with respect to severe cases and 3.89 among
patients aged 50–59 with respect to deaths were the highest
values, respectively.

Figure 3 shows the proportion of severe cases and deaths
in confirmed cases with variant alpha and preexisting strains.
Regarding severity, while the proportion of severe cases increased
as groups grew older up to 79 years old, the values were lower
among those aged ≥80 years because relevant patients appeared

TABLE 1 | Odds ratios of putative cases of variant alpha COVID-19 by age group.

Age group (years) Incidence (30 days) OR (95% CI) p-value

Alpha Preexisting

0–9 496.4 273.1 1.13 (0.96, 1.33) 0.14

10–19 1315.1 739.3 1.11 (0.99, 1.24) 0.08

20–29 3568.9 2040 1.09 (1.00, 1.19) 0.06

30–39 2078.2 1352 0.96 (0.87, 1.05) 0.37

40–49 2234.7 1389.7 1 -

50–59 2065.6 1452.2 0.88 (0.80, 0.97) <0.05

60–69 1172.2 1014.9 0.72 (0.65, 0.80) <0.05

70–79 1089.8 1062.2 0.64 (0.57, 0.71) <0.05

≥80 919.1 1060.2 0.54 (0.48, 0.60) <0.05

TABLE 2 | Odds ratios of severe cases and deaths due to variant alpha

COVID-19 by age group.

Severe cases Deaths

Age group (years) OR (95% CI) p-value OR (95% CI) p-value

0–29 6.02 (0.63, 57.83) 0.11
5.60 (0.17, 187.34) 0.34

30–39 3.08 (0.86, 11.02) 0.08

40–49 3.18 (1.69, 6.01) <0.05 5.41 (0.45, 65.45) 0.26

50–59 2.11 (1.48, 3.00) <0.05 3.89 (1.47, 10.28) <0.05

60–69 1.71 (1.28, 2.27) <0.05 2.93 (1.63, 5.26) <0.05

70–79 1.40 (1.11, 1.78) <0.05 2.51 (1.86, 3.39) <0.05

≥80 1.06 (0.75, 1.50) 0.79 2.44 (2.00, 2.98) <0.05

to die without satisfying the definition of severe disease due to the
limited ICU/ventilator capacity, especially in April in Osaka. For
deaths, the trends for both types of variants were similar, and the
risk of death increased with increasing age. This is because death
is a measure which is more likely to be counted without biases
compared to severe cases. According to Figure 3, the age group
trends are the same as both variants.

Figure 4 shows the rate ratio for severe cases and deaths due
to variant alpha and preexisting strains by age group relative
to the reference age group of 40–49 years. Patients older than
the reference age group had increased risk of severe illness
and death. The reason that the rate ratios of severe cases
decreased in the group aged ≥80 years is the same as that
mentioned above, i.e., the limited hospital capacity in Osaka.
It is notable that the difference in risk between age groups
considerably narrowed, indicating that risk increased in almost
all age groups with variant alpha. In other words, elderly people
are not necessarily the only key-target group that is crucial
to consider as demands of hospital beds for patients with
variant alpha.

DISCUSSION

The present study explored the risks of infection, severe illness
and death due to infection with variant alpha COVID-19 relative
to those due to preexisting strains by age group in Osaka, Japan.
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FIGURE 3 | Proportions of events in putative cases of with variant alpha and preexisting strain COVID-19 by age group. (A) Severe cases and (B) deaths are shown.

Error bars represent 95% confidence intervals.

FIGURE 4 | Rate ratios of events due to variant alpha and preexisting strain COVID-19 by age group. (A) Severe cases and (B) deaths are shown. Error bars

represent 95% confidence intervals. Values in parentheses represents the upper bound of the 95% confidence interval.

Our analysis found that the risk of severity increased in all
age groups, especially in those aged 0–29 years although the
confidence interval crossed unity. Furthermore, the trend for the
risk of death was similar to the risk for severe illness. These
results coincide with those of earlier studies exploring variant
alpha COVID-19 in some countries. In Denmark, for example,
the risk of hospital admission of COVID-19 cases with variant
alpha was increased in all age groups compared to that of the
cases with preexisting variants (26). While there is research that
a risk of deaths among the cases with variant alpha decreased
in some European countries and European Economic Area by
the analysis considering the age effect (though the confidence
intervals crossed unity and the risk of hospitalizations increased),
the risk increased in all studied age groups in the UK (27, 28). It
was challenging to find a declined risk of severe illness in older
age groups in other countries; however, the reduction in the risk

in patients aged ≥80 years indicates that there was a possibility
that those cases died not meeting the definition of severe illness
due to the limited number of beds at medical institutes in Osaka.
Considering this situation, we cannot deny that the increased risk
of death stemmed from overwhelmed healthcare facilities. The
vaccine rollout for healthcare workers started on 17 February
2021 in Japan; subsequently, the vaccination campaigns for
elderly people, which has been led by local governments, started
in the middle of April 2021. According to the vaccination record
system in Japan, the vaccination coverage among people aged ≥

65 years was< 5% by themiddle ofMay 2021 in Osaka; therefore,
the effect of vaccination on the result can be ignored (29). In
addition, Osaka prefecture officially announced that the first case
with the delta variant was confirmed on 14 May 2021 in Osaka;
therefore, we believe that our analysis excluded the influence of
the spread of that variant (30).
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Our study has a few “take home” messages. First, the risk of
infection with variant alpha was higher in younger age groups
relative to patients aged 40–49 years while the risk in other age
groups was lower. Differential contact behaviors among school
children andminorsmay play an important role in the differences
in age-dependent transmission dynamics. The increase in variant
alpha incidence overlapped with the end and start periods of
the academic year, i.e., March and April in Japan, during which
adolescents frequently organize farewell and welcome events,
possibly fueling a series of transmission. Second, the risk of severe
illness and death increased in all age groups with variant alpha.
Looking at the proportions of those outcomes, elderly people
were still the most vulnerable group. The abrupt decline in the
proportion and rate ratio of cases of severe illness in people
aged ≥80 years suggests that hospitals were overwhelmed by
the surge of cases of variant alpha COVID-19 in March and
April in 2021 in Osaka. If there were sufficient ICU and medical
ventilation/extracorporeal membrane oxygenation (ECMO) for
all patients with COVID-19, the number of severe cases would
have increased like the number of deaths. However, our results
explicitly reflected that the situation in Osaka was grave at that
time, and many elderly people died without intensive care. Third,
relative to cases in people aged 40–49 years, the death/severe
illness rate ratios were higher in elderly groups. The risks in
people aged 40–49 years increased with variant alpha; therefore,
the risk in elderly people relatively decreased. This means that
the disparity in risk between age groups shrank with variant
alpha. Thus, both elderly patients and those of working age are
at increased risk of severe illness and death following infection
with variant alpha.

A few limitations must be acknowledged in the present study.
First, the abrupt surge in patients infected with COVID-19
in the fourth wave led to the “hospital overload” in Osaka.
Although that influenced the outcome of care/treatment of
patients, especially with respect to deaths, we could not exclude
the burden on the healthcare system from the analysis. Thus,
the result regarding severity may reflect effects of not only
of variant alpha but also overwhelmed hospitals. Second, it is
obvious that the variant of COVID-19 in each case should be
classified using real-time PCR if the influence between variants
is explored. However, the confirmation of cases with variant
alpha was implemented using screening tests among confirmed
cases with COVID-19, and the individual data were not publicly
available in Osaka. It was impossible to match cases; therefore,
we decided to distinguish cases between preexisting and variant
alpha by period. Removing the influences of strong NPIs in
Osaka, analyses periods for the confirmed cases with preexisting
variants and with variant alpha were 90 days and 55 days,
respectively. Two declarations of the state of emergency and the
emergence of variant delta imposed on such inconsistent study
periods, although our analyses were conducted by converting
the incidences (rates). Indeed, the definition of cases with either
variant in the present study has considerable uncertainty as it was
based on inference by period of VOC prevalence in the study area
and not confirmed by VOC determination by individual PCR test
for variant Alpha or whole genome sequencing of SARS-CoV-2
RNA. However, considering the speed of the spread of variant

alpha in Osaka and other countries, such as the UK, we believe it
was a reasonable and the best attempt to address the limitations of
the data source (21, 22). Third, unfortunately, the data regarding
cases with severe illness and deaths were only available from
November 2020 inOsaka; therefore, we tried to consider the cases
with as little bias as possible. Although the number of available
cases for the analysis were reduced, datasets from during the state
of emergency were excluded to avoid the effect of strong NPIs.
The cases reported under the pre-emergency measures were used
in the analysis because those interventions appeared to target
the shops providing foods and alcohol and had less effect on the
number of COVID-19 cases (24, 31).

Despite the abovementioned limitations, the publicly available
data regarding confirmed cases, severe cases and deaths in Osaka
allowed us to compare the risks between preexisting strains and
variant alpha COVID-19 by age group using simple calculations.
Considering the expansion of the vaccination campaign targeting
elderly people and healthcare workers, severe cases are expected
to be predominantly seen in people aged 40–64 years. In addition,
the delta variant, which appears to have higher transmissibility
and possibly more likely to cause severe illness, will become an
additional threat in Japan (32, 33). In conclusion, our analysis
suggests that the risks of severe illness and deaths in patients
with variant alpha COVID-19 was higher than that in patients
with preexisting strains in Osaka, Japan. Moreover, a reduction
in the risk of severe illness was observed in people aged ≥80
years, which can probably be attributed to overwhelmed medical
facilities in Osaka in April and May 2021. Thus, continuous
monitoring of COVID-19 cases with variants is necessary for
the national and local governments to secure sufficient medical
resources for all patients who require medical care.

DATA AVAILABILITY STATEMENT

Publicly available datasets were analyzed in this study. The
datasets analyzed for this study can be found in the Osaka
prefectural government website (https://www.pref.osaka.lg.jp/
iryo/2019ncov/).

AUTHOR CONTRIBUTIONS

HN conceived the study idea. TK analyzed the empirical datasets.
TK and HN reviewed the results and drafted manuscript
together. All authors gave comments and approved the final
version of the manuscript.

FUNDING

This study was supported by funding from Health and Labor
Sciences Research Grants (19HB1001, 19HA1003, 20CA2024,
20HA2007, and 21HB1002 to HN), the Japan Agency for Medical
Research and Development (JP20fk0108140 and JP21fk0108612
to HN), the Japan Society for the Promotion of Science
KAKENHI (TK: 21K10495 and HN: 17H04701 and 21H03198),
the Inamori Foundation, the GAP Fund Program of Kyoto
University, the Japan Science and Technology Agency CREST

Frontiers in Public Health | www.frontiersin.org 6 June 2022 | Volume 10 | Article 837970

https://www.pref.osaka.lg.jp/iryo/2019ncov/
https://www.pref.osaka.lg.jp/iryo/2019ncov/
https://www.frontiersin.org/journals/public-health
https://www.frontiersin.org
https://www.frontiersin.org/journals/public-health#articles


Kayano et al. Risks by Alpha Variant

program (JPMJCR1413 to HN), and the SICORP program
(JPMJSC20U3 and JPMJSC2105 to HN). The funders played no
role in the study design, data collection and analysis, decision to
publish, or preparation of the manuscript.

ACKNOWLEDGMENTS

We thank John Holmes, MSc, from Edanz (https://jp.edanz.com/
ac) for editing a draft of this manuscript.

REFERENCES

1. Sabino EC, Buss LF, Carvalho MPS, Prete CA, Crispim MAE, Fraiji NA, et

al. Resurgence of COVID-19 in Manaus, Brazil, despite high seroprevalence.

Lancet. (2021) 397:452–55. doi: 10.1016/S0140-6736(21)00183-5

2. Indolfi C, Spaccarotella C. The outbreak of COVID-19 in Italy. JACC Case

Rep. (2020) 2:1414–18. doi: 10.1016/J.JACCAS.2020.03.012

3. Andrade R de O. Covid-19 is causing the collapse of Brazil’s national health

service. BMJ. (2020) 370: 3021. doi: 10.1136/BMJ.M3032

4. Carfì A, Bernabei R, Landi F. Group for the GAC-19 P-ACS. Persistent

symptoms in patients after acute COVID-19. JAMA. (2020) 324:603–

5. doi: 10.1001/JAMA.2020.12603

5. Wu Z, McGoogan JM. Characteristics of and important lessons from the

Coronavirus disease 2019 (COVID-19) outbreak in China: summary of

a report of 72 314 cases from the Chinese center for disease control

and prevention. JAMA. (2020) 323:1239–42. doi: 10.1001/JAMA.2020.

2648

6. Wu JT, Leung K, Bushman M, Kishore N, Niehus R, de Salazar PM, et al.

Estimating clinical severity of COVID-19 from the transmission dynamics in

Wuhan, China. Nat Med. (2020) 26:506–10. doi: 10.1038/s41591-020-0822-7

7. Li X, Xu S, Yu M, Wang K, Tao Y, Zhou Y, et al. Risk factors for severity and

mortality in adult COVID-19 inpatients in Wuhan. J Allergy Clin Immunol.

(2020) 146:110–8. doi: 10.1016/J.JACI.2020.04.006

8. Emanuel EJ, Persad G, Upshur R, Thome B, Parker M, Glickman A, et al.

Phillips JP. Fair allocation of scarce medical resources in the time of Covid-19.

N Engl J Med. (2020) 382:2049–55. doi: 10.1056/NEJMSB2005114

9. Rambaut A, Loman N, Pybus O, Barclay W, Barrett J, Carabelli A, et al.

Preliminary genomic characterisation of an emergent SARS-CoV-2 lineage

in the UK defined by a novel set of spike mutations. (2020). Available online

at: https://virological.org/t/preliminary-genomic-characterisation-of-an-

emergent-sars-cov-2-lineage-in-the-uk-defined-by-a-novel-set-of-spike-

mutations/563 (accessed May 17, 2022).

10. European Centre for Disease Prevention and Control. Risk assessment:

SARS-CoV-2 - increased circulation of variants of concern and vaccine

rollout in the EU/EEA, 14th update. (2021) Available at: https://www.ecdc.

europa.eu/en/publications-data/covid-19-risk-assessment-variants-vaccine-

fourteenth-update-february-2021 (Accessed July 29, 2021).

11. Murayama H, Kayano T, Nishiura H. Estimating COVID-19 cases infected

with the variant alpha (VOC 202012/01): an analysis of screening

data in Tokyo, January-March 2021. Theor Biol Med Model. (2021)

18:13. doi: 10.1186/S12976-021-00146-X

12. Leung K, Shum MHH, Leung GM, Lam TTY, Wu JT. Early transmissibility

assessment of the N501Y mutant strains of SARS-CoV-2 in the

United Kingdom, October to November 2020. Eurosurveillance. (2020)

26:120. doi: 10.2807/1560-7917.ES.2020.26.1.2002106

13. Davies NG, Abbott S, Barnard RC, Jarvis CI, Kucharski AJ, Munday JD, et

al. Estimated transmissibility and impact of SARS-CoV-2 lineage B.1.1.7 in

England. Science. (2021) 372:e3055. doi: 10.1126/SCIENCE.ABG3055

14. Zhao S, Lou J, Cao L, Zheng H, Chong MKC, Chen Z, et al. Quantifying

the transmission advantage associated with N501Y substitution of SARS-

CoV-2 in the UK: an early data-driven analysis. J Travel Med. (2021) 28:1–

3. doi: 10.1093/jtm/taab011

15. Davies NG, Jarvis CI, van Zandvoort K, Clifford S, Sun FY, Funk

S, et al. Increased mortality in community-tested cases of SARS-CoV-

2 lineage B117. Nature. (2021) 593:270–4. doi: 10.1038/s41586-021-

03426-1

16. Challen R, Brooks-Pollock E, Read JM, Dyson L, Tsaneva-Atanasova

K, Danon L. Risk of mortality in patients infected with SARS-CoV-

2 variant of concern 202012/1: matched cohort study. BMJ. (2021)

1:372. doi: 10.1136/bmj.n579

17. Valdano E, Lee J, Bansal S, Rubrichi S, Colizza V. Highlighting socio-economic

constraints on mobility reductions during COVID-19 restrictions in France

can inform effective and equitable pandemic response. J Travel Med. (2021)

28:1–3. doi: 10.1093/JTM/TAAB045

18. Perra N. Non-pharmaceutical interventions during the COVID-19 pandemic:

a review. Phys Rep. (2021) 913:1–52. doi: 10.1016/J.PHYSREP.2021.

02.001

19. Ministry of Health, Labour and Welfare, Japan. Information About

the Emergences of COVID-19 Cases Associated With Variant Strains.

(2021) Available online at: https://www.mhlw.go.jp/stf/newpage_17211.html

(accessed May 17, 2022).

20. Ministry of Health, Labour and Welfare, Japan. Response to Variants of

COVID-19 in Japan. (2021) Available online at: https://www.mhlw.go.jp/

content/10900000/000764153.pdf (accessed May 17, 2022).

21. Ministry of Health, Labour and Welfare, Japan. Proportion of Cases With

501Y Mutation Among Positives and Change in the Growth Rate. (2021) 30th

Advisory Board of COVID-19 Task Force. Available at: https://www.mhlw.go.

jp/content/10900000/000769246.pdf (accessed May 17, 2022).

22. COVID-19 Task force meeting Osaka prefecture. Positive Rate and Screening

Rate of N501Y Mutation in Osaksa. (2021) 10th Meet. Available at: https://

www.pref.osaka.lg.jp/iryo/2019ncov/ (accessed May 17, 2022).

23. COVID-19 Task Force Meeting Osaka Prefecture. Patients and

Deaths of COVID-19, Osaka. (2021) Information of Measures Against

Infectious Diseases. Available online at: https://www.pref.osaka.lg.jp/iryo/

osakakansensho/happyo.html (accessed May 17, 2022).

24. COVID-19 Task force meeting Osaka prefecture. Details of the Requests of

the Pre-Emergency Measures in Osaka. (2021). Available at: https://www.pref.

osaka.lg.jp/kikaku/kinkyuzitai-yousei/index.html#0505 (accessed May 17,

2022).

25. Carstensen B, Plummer M, Laara E, Hills M. Package “Epi”. (2021) Available

at: https://cran.r-project.org/web/packages/Epi/index.html (accessed May 17,

2022).

26. Bager P,Wohlfahrt J, Fonager J, RasmussenM, AlbertsenM,Michaelsen TY, et

al. Risk of hospitalisation associated with infection with SARS-CoV-2 lineage

B.1.1.7 in Denmark: an observational cohort study. Lancet Infect Dis. (2021)

1:290. doi: 10.1016/S1473-3099(21)00290-5

27. Funk T, Pharris A, Spiteri G, Bundle N, Melidou A,

Carr M, et al. Characteristics of SARS-CoV-2 variants of

concern B.1.1.7, B.1.351 or P.1: data from seven EU/EEA

countries, weeks 38/2020 to 10/2021. Eurosurveillance. (2021)

26:2100348. doi: 10.2807/1560-7917.ES.2021.26.16.2100348

28. Grint DJ, Wing K, Williamson E, McDonald HI, Bhaskaran K, Evans

D, et al. et al. Case fatality risk of the SARS-CoV-2 variant of concern

B117 in England, 16 November to 5 February Eurosurveillance. (2021)

26:2100256. doi: 10.2807/1560-7917.ES.2021.26.11.2100256

29. Government CIOs’ Portal, Japan. Dashboard of the Situation of Vaccination

Coverage Against COVID-19 (2021). Available online at: https://cio.go.jp/

c19vaccine_dashboard(accessed May 17, 2022).

30. Yahoo Japan. The Confirmation of the First Case Infected With Indian

Variant in Osaka. (2021) Available online at: https://news.yahoo.co.jp/articles/

4e1e78b7a0836d0196203946e91fba2bee3e731b (accessed May 17, 2022).

31. Task force of the data analysis of COVID-19 for the advisory board.

Quantitative analysis of the Impact of the State of Emergency and Pre-

Emergency Measures on the Transmission Dynamics of COVID-19. (2012).

Available online at: https://www.niid.go.jp/niid/images/epi/corona/covid19-

47.pdf (accessed May 17, 2022).

32. Campbell F, Archer B, Laurenson-Schafer H, Jinnai Y, Konings F,

Batra N, et al. Increased transmissibility and global spread of SARS-

CoV-2 variants of concern as at June 2021. Eurosurveillance. (2021)

26:2100509. doi: 10.2807/1560-7917.ES.2021.26.24.2100509

Frontiers in Public Health | www.frontiersin.org 7 June 2022 | Volume 10 | Article 837970

https://jp.edanz.com/ac
https://jp.edanz.com/ac
https://doi.org/10.1016/S0140-6736(21)00183-5
https://doi.org/10.1016/J.JACCAS.2020.03.012
https://doi.org/10.1136/BMJ.M3032
https://doi.org/10.1001/JAMA.2020.12603
https://doi.org/10.1001/JAMA.2020.2648
https://doi.org/10.1038/s41591-020-0822-7
https://doi.org/10.1016/J.JACI.2020.04.006
https://doi.org/10.1056/NEJMSB2005114
https://virological.org/t/preliminary-genomic-characterisation-of-an-emergent-sars-cov-2-lineage-in-the-uk-defined-by-a-novel-set-of-spike-mutations/563
https://virological.org/t/preliminary-genomic-characterisation-of-an-emergent-sars-cov-2-lineage-in-the-uk-defined-by-a-novel-set-of-spike-mutations/563
https://virological.org/t/preliminary-genomic-characterisation-of-an-emergent-sars-cov-2-lineage-in-the-uk-defined-by-a-novel-set-of-spike-mutations/563
https://www.ecdc.europa.eu/en/publications-data/covid-19-risk-assessment-variants-vaccine-fourteenth-update-february-2021
https://www.ecdc.europa.eu/en/publications-data/covid-19-risk-assessment-variants-vaccine-fourteenth-update-february-2021
https://www.ecdc.europa.eu/en/publications-data/covid-19-risk-assessment-variants-vaccine-fourteenth-update-february-2021
https://doi.org/10.1186/S12976-021-00146-X
https://doi.org/10.2807/1560-7917.ES.2020.26.1.2002106
https://doi.org/10.1126/SCIENCE.ABG3055
https://doi.org/10.1093/jtm/taab011
https://doi.org/10.1038/s41586-021-03426-1
https://doi.org/10.1136/bmj.n579
https://doi.org/10.1093/JTM/TAAB045
https://doi.org/10.1016/J.PHYSREP.2021.02.001
https://www.mhlw.go.jp/stf/newpage_17211.html
https://www.mhlw.go.jp/content/10900000/000764153.pdf
https://www.mhlw.go.jp/content/10900000/000764153.pdf
https://www.mhlw.go.jp/content/10900000/000769246.pdf
https://www.mhlw.go.jp/content/10900000/000769246.pdf
https://www.pref.osaka.lg.jp/iryo/2019ncov/
https://www.pref.osaka.lg.jp/iryo/2019ncov/
https://www.pref.osaka.lg.jp/iryo/osakakansensho/happyo.html
https://www.pref.osaka.lg.jp/iryo/osakakansensho/happyo.html
https://www.pref.osaka.lg.jp/kikaku/kinkyuzitai-yousei/index.html#0505
https://www.pref.osaka.lg.jp/kikaku/kinkyuzitai-yousei/index.html#0505
https://cran.r-project.org/web/packages/Epi/index.html
https://doi.org/10.1016/S1473-3099(21)00290-5
https://doi.org/10.2807/1560-7917.ES.2021.26.16.2100348
https://doi.org/10.2807/1560-7917.ES.2021.26.11.2100256
https://cio.go.jp/c19vaccine_dashboard
https://cio.go.jp/c19vaccine_dashboard
https://news.yahoo.co.jp/articles/4e1e78b7a0836d0196203946e91fba2bee3e731b
https://news.yahoo.co.jp/articles/4e1e78b7a0836d0196203946e91fba2bee3e731b
https://www.niid.go.jp/niid/images/epi/corona/covid19-47.pdf
https://www.niid.go.jp/niid/images/epi/corona/covid19-47.pdf
https://doi.org/10.2807/1560-7917.ES.2021.26.24.2100509
https://www.frontiersin.org/journals/public-health
https://www.frontiersin.org
https://www.frontiersin.org/journals/public-health#articles


Kayano et al. Risks by Alpha Variant

33. Coronavirus Disease (COVID-19): Weekly Epidemiological Update (11 May

2021). World ReliefWeb. Available online at: https://reliefweb.int/report/

world/coronavirus-disease-covid-19-weekly-epidemiological-update-11-

may-2021 (Accessed August 2, 2021).

Conflict of Interest: The authors declare that the research was conducted in the

absence of any commercial or financial relationships that could be construed as a

potential conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors

and do not necessarily represent those of their affiliated organizations, or those of

the publisher, the editors and the reviewers. Any product that may be evaluated in

this article, or claim that may be made by its manufacturer, is not guaranteed or

endorsed by the publisher.

Copyright © 2022 Kayano, Hayashi, Kobayashi and Nishiura. This is an open-access

article distributed under the terms of the Creative Commons Attribution License (CC

BY). The use, distribution or reproduction in other forums is permitted, provided

the original author(s) and the copyright owner(s) are credited and that the original

publication in this journal is cited, in accordance with accepted academic practice.

No use, distribution or reproduction is permitted which does not comply with these

terms.

Frontiers in Public Health | www.frontiersin.org 8 June 2022 | Volume 10 | Article 837970

https://reliefweb.int/report/world/coronavirus-disease-covid-19-weekly-epidemiological-update-11-may-2021
https://reliefweb.int/report/world/coronavirus-disease-covid-19-weekly-epidemiological-update-11-may-2021
https://reliefweb.int/report/world/coronavirus-disease-covid-19-weekly-epidemiological-update-11-may-2021
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/public-health
https://www.frontiersin.org
https://www.frontiersin.org/journals/public-health#articles

	Age-Dependent Risks of COVID-19 Putatively Caused by Variant Alpha in Japan
	Introduction
	Materials and Methods
	Epidemiological Data
	Statistical Model
	Confirmed Cases
	Severe Cases and Deaths


	Results
	Discussion
	Data Availability Statement
	Author Contributions
	Funding
	Acknowledgments
	References


