
fmicb-13-810230 March 12, 2022 Time: 20:24 # 1

ORIGINAL RESEARCH
published: 17 March 2022

doi: 10.3389/fmicb.2022.810230

Edited by:
Congying Chen,

Jiangxi Agricultural University, China

Reviewed by:
Jinming You,

Jiangxi Agricultural University, China
Zhendong Cai,

Ningbo University, China
Yuxiang Yang,

Bluestar Adisseo Nanjing Co., Ltd.,
China

*Correspondence:
Xin’e Shi

xineshi@nwafu.edu.cn

†These authors have contributed
equally to this work and share first

authorship

Specialty section:
This article was submitted to

Microorganisms in Vertebrate
Digestive Systems,

a section of the journal
Frontiers in Microbiology

Received: 06 November 2021
Accepted: 26 January 2022
Published: 17 March 2022

Citation:
Zheng H, Cao H, Zhang D,

Huang J, Li J, Wang S, Lu J, Li X,
Yang G and Shi X (2022) Cordyceps
militaris Modulates Intestinal Barrier

Function and Gut Microbiota in a Pig
Model. Front. Microbiol. 13:810230.

doi: 10.3389/fmicb.2022.810230

Cordyceps militaris Modulates
Intestinal Barrier Function and Gut
Microbiota in a Pig Model
Hongmei Zheng†, Haigang Cao†, Deming Zhang, Jiahe Huang, Jinshu Li,
Shaoying Wang, Junfeng Lu, Xiao Li, Gongshe Yang and Xin’e Shi*

Key Laboratory of Animal Genetics, Breeding and Reproduction of Shaanxi Province, Laboratory of Animal Fat Deposition
and Muscle Development, College of Animal Science and Technology, Northwest A&F University, Yangling, China

This study investigated the effects of Cordyceps militaris (CM) on intestinal barrier
function and gut microbiota in a pig model. A total of 160 pigs were randomly
allocated to either a control group (fed the basal diet) or a CM group (fed the
basal diet supplemented with 300 mg/kg CM). CM improved intestinal morphology
and increased the numbers of goblet cells and intraepithelial lymphocytes. CM
also elevated the expression of zona occluden-1, claudin-1, mucin-2 and secretory
immunoglobulin A. Furthermore, the mucosal levels of pro-inflammatory cytokines were
downregulated while the levels of anti-inflammatory cytokines were upregulated in the
CM group. Mechanistically, CM downregulated the expression of key proteins of the
TLR4/MyD88/NF-κB signaling pathway. Moreover, CM altered the colonic microbial
composition and increased the concentrations of acetate and butyrate. In conclusion,
CM can modulate the intestinal barrier function and gut microbiota, which may provide
a new strategy for improving intestinal health.
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INTRODUCTION

The intestine is not only the largest digestion and absorption organ but also the largest
compartment of the immune system because it provides a mucosal barrier and various microbiota
to promote body health (Donaldson et al., 2016). The intestinal mucosal barrier can prevent the
invasion of pathogens and food-borne antigens (Luissint et al., 2016). It is a complex structure
composed of the following three barriers: physical barrier, biochemical barrier, and immunological
barrier. The physical barrier refers to intestinal epithelial cells (IECs), and the junction complexes

Abbreviations: CM, Cordyceps militaris; IECs, intestinal epithelial cells; IELs, intraepithelial lymphocytes; H&E,
hematoxylin and eosin; PAS, periodic acid schiff; RT-qPCR, real-time quantitative polymerase chain reaction; V/C, the ratio
of villus height and crypt depth; TJPs, tight junction proteins; ZO-1, zona occluden-1; GALT, gut-associated lymphoid tissue;
MUC-2, mucin-2; ELISA, enzyme-linked immunosorbent assay; SIgA, Secretoryn immunoglobulin A; IgG, immunoglobulin
G; IgA, immunoglobulin A; IgM, immunoglobulin M; IFN-γ, interferon-γ; TNF-α, tumor necrosis factor α; IL-10,
interleukin-10; IL-4, interleukin-4; IL-2, interleukin-2; IL-12, interleukin-12; Treg, regulatory T; Th, T helper 1; Th2, T
helper 2; SCFAs, short-chain fatty acids; TLR4, Toll-like receptor 4; MyD88, myeloid differentiation factor 88; TRAF6, tumor
necrosis factor receptor-associated factor 6; IκB-α, inhibitor of nuclear factor-kappa B alpha; p-IκB-α, phosphorylation of
inhibitor of nuclear factor-kappa B alpha; NF-κB, nuclear factor-kappa B; p-NF-κB p65, phosphor-nuclear factor-kappa B
p65; OTUs, operational taxonomy units; PCA, principal component analysis; LEfSe, linear discriminant analysis effect size;
LDA, linear discriminant analysis.
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include tight junctions, adherens junctions, desmosomes, and
gap junctions (Peterson and Artis, 2014). Tight junction proteins
(TJPs) can prevent potentially harmful substances or pathogens
from entering the body by regulating the permeability of the
barrier (Ulluwishewa et al., 2011). The biochemical barrier is
mainly composed of mucin glycoproteins, antimicrobial peptides
and secretory immunoglobulin A (SIgA), which can prevent
epithelial cells from directly contacting bacteria and is essential
for disease prevention (Gill et al., 2011). The immunological
barrier is composed of gut-associated lymphoid tissue (GALT),
immune cells and related cytokines. Cytokines affect the
integrity of the intestinal barrier by regulating inflammation
(Luissint et al., 2016). Moreover, the intestinal epithelium
can express innate immunity by regulating molecular Toll-like
receptors (TLRs) (Rakoff-Nahoum et al., 2004). Thus, regulating
the mucosal barrier function can promote intestinal health
(Vancamelbeke and Vermeire, 2017).

Gut microbiota have been demonstrated to produce
bacteriocins and short-chain fatty acids (SCFAs), and inhibit
pathogens thus regulating intestinal health (Flint et al., 2012;
Valdes et al., 2018). Differences in microbial community
diversity, composition and function are related to intestinal
diseases (Lozupone et al., 2012). In addition, SCFAs, such as
acetate, propionate, and butyrate, are ensemble products of
intestinal microbial fermentation and play a crucial role in
enhancing intestinal barrier function and maintaining mucosal
immune function (Nicholson et al., 2012; Rooks and Garrett,
2016). A related study has shown that gastric infusion of SCFAs
could improve piglet intestinal morphology and maintain
intestinal barrier function (Diao et al., 2019). Thus, improving
intestinal microbial composition has become a new biological
target to promote intestinal health.

It is generally accepted that diet has a major effect on intestinal
function and gut microbiota (Makki et al., 2018; Adebowale et al.,
2019), and increasing attention is focused on functional food
research. Therefore, supplementing functional foods in the diet
is a promising strategy to improve intestinal function and gut
microbiota (Wan et al., 2019). Cordyceps militaris (CM), which
belongs to the class Ascomycetesis, is widely used as a health
products (Kwon et al., 2018). CM possess multi-functions of
enhancing immunity, anti-inflammatory and antioxidant with
fewer adverse effects, foe it’s enriched in active ingredients
such as cordyceps polysaccharide, D-mannitol, and cordycepin,
etc. (Wang et al., 2012; Seo et al., 2018). Currently, artificial
culture of CM has greatly increased its production and lowered
its cost (Dong et al., 2015; Lou et al., 2019). CM has been
demonstrated to enhance immunity by regulating immune cells
and cytokines (Sun et al., 2014; Lee et al., 2015). In addition, the
hybrid antimicrobial peptide magainin II-cecropin B gene was
transformed into medicinal CM, which maintained the integrity
of the intestinal mucosal barrier by upregulating TJPs (Zhang
et al., 2018). Interestingly, CM also affected intestinal health by
altering the composition of gut microbiota in humans (Gamage
et al., 2018). However, research on the effects of CM on intestinal
barrier function and gut microbiota in pigs is limited.

The aim of the present study was to investigate the effects
of CM on intestinal barrier function and gut microbiota,

as well as the underlying regulatory mechanisms. Since the
gastrointestinal organs of pigs are closer to humans, we
used pigs as the model for studying the role of CM in
intestinal pathophysiology and related indicators of the physical
barrier, biochemical barrier, immunological barrier, and gut
microbiota. Our study will be beneficial to the development
and application of CM as a potential strategy for improving
intestinal health.

MATERIALS AND METHODS

Ethics Statement
All animal protocols were approved and performed according
to the guidelines of the Animal Welfare Committee of
Northwest A&F University (Yangling, Shaanxi, China) (approval
number: 20190603–027).

Experimental Design and Sample
Collection
A total of 160 pigs (Duroc × [Landrace × Yorkshire],
36.82± 0.20 kg, half female and half castrated male) were selected
and assigned to two groups. Each group consisted of 80 pigs and
they were housed in five pens, with sixteen pigs per pen. One
group was fed a basal diet (Control group), and the other group
was fed a basal diet supplemented with CM at 300 mg/kg (CM
group). All pigs had free access to feed and water throughout
the experimental period. Feed intake was recorded daily. The
composition and nutrient content of the diets are shown in
Table 1. CM was obtained from Shaanxi Xinli Biotechnology
Co., Ltd. (Hanzhong, China) and its main active ingredients and
nutritional composition (Table 2) were determined in the testing
organization (Qingdao Kechuang Quality Testing Co., Ltd.,
Qingdao, China). Additionally, the dose of CM was determined
on the basis of a previous study showing that pigs fed 300 mg/kg
CM were comparable to pigs fed carbadox (Richert et al., 2019).
All pigs were housed in an environmentally controlled room and
had free access to feed and clean water. The feeding experiment
lasted for 88 days from 102 to 190 days old.

Sample Collection
Two pigs (one female and one castrated male) from each pen
were selected according to average body weight and slaughtered
after an overnight fast. The duodenum tissues were washed
with sterile phosphate-buffered saline (PBS). Then, some of the
duodenal samples were fixed in 4% paraformaldehyde solution
to study the morphological changes. After collecting mucosal
samples, the other duodenal samples were put in liquid nitrogen
to freeze and transferred to a −80◦C refrigerator for storage.
Colonic digesta were collected into sterile tubes and kept in
liquid nitrogen for analysis of gut microbiota and SCFAs.
Then, colonic digesta pH was measured by a portable pH
meter (Oakton Instruments, Illinois, United States). All samples
used for RNA extraction and protein separation were stored
at −80◦C, and the samples of two pigs in each pen were
measured after mixing.
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TABLE 1 | Ingredients and nutrient analysis of experimental diets.

Items 102–153 days 154–190 days

Control CM Control CM

Ingredient,%

Corn 75.28 75.25 78.91 78.88

Soybean meal 21.1 21.1 16.10 16.10

Wheat bran – – 1.80 1.80

Soybean oil 0.39 0.39 – –

Calcium monophosphate 0.64 0.64 0.52 0.52

Stone powder 0.88 0.88 0.85 0.85

Vitamins and minerals Premixa 0.60 0.60 0.60 0.60

NaCl 0.33 0.33 0.33 0.33

Lysine sulfate (70%) 0.52 0.52 0.58 0.58

Threonine (98%) 0.09 0.09 0.14 0.14

Methionine (98%) 0.11 0.11 0.10 0.10

Choline chloride (60%) 0.05 0.05 0.05 0.05

Tryptophan (98%) 0.01 0.01 0.02 0.02

Cordyceps militaris powder – 0.03 – 0.03

Total 100 100 100 100

Nutrient componentb,%

Dry matter 89.41 90.56 12.15 11.93

Crude protein 16.37 15.79 13.79 13.74

Crude fiber 2.30 2.30 2.30 2.30

Crude ash 3.56 3.63 0.53 0.55

Calcium 0.61 0.52 3.51 3.62

Total phosphorus 0.48 0.40 0.37 0.5

Available phosphorus 0.18 0.18 0.14 0.14

NE, MJ/kg 10.25 10.25 10.25 10.25

aPremix supplied per kilogram of meal: vitamin A, 6,500 IU; vitamin D3, 2,850
IU; vitamin E, 30 mg; vitamin K3, 2 mg; vitamin B1, 40 mg; vitamin B2, 5 mg;
vitamin B6, 3 mg; vitamin B12, 0.03 mg; niacin, 25 mg; vitamin C, 250 mg; calcium
pantothenate, 9 mg; folic acid, 1 mg; biotin, 0.3 mg; choline chloride, 300 mg; Zn,
100 mg; Fe, 200 mg; Cu, 90 mg; Mn, 25 mg; I, 0.35 mg; Se, 0.35 mg; P, 0.1%;
NaCl, 0.4%; lysine, 0.1%; Ca, 0.9%. –, representative not added.
bNutrient contents are calculated values.

TABLE 2 | Composition of CM.

Active ingredient Content (%) Nutritional
components

Content (%)

Cordyceps Polysaccharide 4.96 Crude protein 15.97

D-Mannitol 3.75 Crude fat 2.79

Total sterols 0.60 Crude ash 3.18

Cordycepin 0.16 Calcium 0.15

Adenosine 0.04 Phosphorus 0.61

Assessments of Duodenal Morphology
and Cell Count
Assessments of duodenal morphology and cell count were
conducted according to a previous study (Zhu et al., 2013).
Briefly, the paraffin sections were stained with hematoxylin-
eosin (H&E) or periodic acid Schiff (PAS) according to standard
histological methods. The villus height and crypt depth were
evaluated by measuring at least five different regions in each
section using a fluorescence microscope (LECIA DM6 B, Lecia,

Germany) with ImageJ software. The number of intraepithelial
lymphocytes (IELs) and goblet cells were counted by analyzing
five different villi in each section. The results were expressed as
the number of IELs or goblet cells per 100 epithelial cells.

Secretoryn Immunoglobulin A and
Cytokine Analysis in the Duodenal
Mucosa
The duodenal mucosal tissue was added to PBS (9 mL per gram
of tissue) for homogenization. The homogenate was centrifuged
at 2,500 × g for 20 min, and the supernatant was used
to determine the concentrations of SIgA and cytokines. The
concentrations of SIgA, interferon-γ (IFN-γ), tumor necrosis
factor α (TNF-α), interleukin-10 (IL-10), interleukin-4 (IL-4),
interleukin-2 (IL-2), and interleukin-12 (IL-12) were determined
with a commercial ELISA kit (Hengyuan Biotechnology Co., Ltd.,
Shanghai, China). All procedures were performed in accordance
with the instructions of the manufacturer.

Real-Time Quantitative Polymerase
Chain Reaction
Total RNA was extracted from duodenal tissue, reverse
transcription, and Real-Time Quantitative Polymerase Chain
Reaction (RT-qPCR) were performed as previously described (Shi
et al., 2019). Briefly, the results were calculated according to
the expression of β-actin with the 2−11Ct method. The primer
sequences for genes are listed in Table 3.

Western Blot Analysis
According to the described method (Zhou et al., 2020), the
total proteins of duodenal tissue were extracted by radio
immunoprecipitation assay (Beyotime, Shanghai, China).
The protein concentrations were quantified by using the
BCA protein assay kit (CoWin Biosciences, Beijing, China)
through the BCA method with bovine serum albumin as a
standard. Next, the proteins were separated and transferred
by sodium dodecyl sulfate polyacrylamide gel electrophoresis
gel and polyvinylidenedifluoride membranes (Millipore,
Boston, MA) and probed with primary antibodies overnight.
The antibodies included zona occluden-1 (ZO-1, 13663, Cell
Signaling Technology, United States), occludin (ab167161,
Abcam, United Kingdom), claudin-1 (ab180158, Abcam,
United Kingdom), TLR4 (ab22048, Abcam, United Kingdom),
myeloid differentiation factor 88 (MyD88, 4283, Cell Signaling
Technology, United States), tumor necrosis factor receptor-
associated factor 6 (TRAF6, ab33915, Abcam, United Kingdom),
inhibitor of nuclear factor-kappa B alpha (IκB-α, ab32518,
Abcam, United Kingdom), phosphorylation of inhibitor of
nuclear factor-kappa B alpha (p-IκB-α, 5209, Cell Signaling
Technology, United States), nuclear factor-kappa B p65
(NF-κB p65, 10745-1-AP, Proteintech, United States),
phosphor-nuclear factor-kappa B p65 (p-NF-κB p65, 3039,
Cell Signaling Technology, United States), and β-tubulin
(SungeneBiotech, Tianjin, China). The membranes were washed
extensively and incubated with the appropriate secondary
antibodies (SungeneBiotech, Tianjin, China) for 1 h. Finally, the

Frontiers in Microbiology | www.frontiersin.org 3 March 2022 | Volume 13 | Article 810230

https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org/
https://www.frontiersin.org/journals/microbiology#articles


fmicb-13-810230 March 12, 2022 Time: 20:24 # 4

Zheng et al. Cordyceps militaris Modulates Gut Microbiota

TABLE 3 | Primers sequences for RT-qPCR.

Genes Primer sequence (5′–3′) Product length (bp) GenBank accession

ZO-1 F: CAGCCCCCGTACATGGAGA R: GCGCAGACGGTGTTCATAGTT 114 XM_021098896.1

Occludin F: CTACTCGTCCAACGGGAAAG R: ACGCCTCCAAGTTACCACTG 158 NM_001163647.2

claudin-1 F: GCCACAGCAAGGTATGGTAAC R: AGTAGGGCACCTCCCAGAAG 140 NM_001244539.1

MUC-2 F: CTGCTCCGGGTCCTGTGGGA R: CCCGCTGGCTGGTGCGATAC 101 XM_021082584.1

TLR4 F: ATATGGCAGAGGTGAAAGCAC R: GAAGGCAGAGATGAAAAGGGG 125 NM_001113039.2

MyD88 F: TGGTGGTGGTTGTCTCTGATGA R: TGGAGAGAGGCTGAGTGCAA 80 NM_002468

TRAF6 F: GGGAACGATACGCCTTACAA R: CTCTGTCTTAGGGCGTCCAG 174 NM_001105286.1

NF-κB F: CTCGCACAAGGAGACATGAA R: ACTCAGCCGGAAGGCATTAT 147 NM_001048232.1

β-actin F: GGACTTCGAGCAGGAGATGG R: AGGAAGGAGGGCTGGAAGAG 138 XM_021086047.1

F, forward; R, reverse; ZO-1, zona occluden-1; MUC-2, mucin-2; TLR4, Toll-like receptor 4; MyD88, myeloid differentiation factor 88; TRAF6, tumor necrosis factor
receptor-associated factor 6; NF-κB, nuclear factor-kappa B.

immunoreactive bands were detected using ChemiDOCTMXRS+
and the Image LabTM System (Bio-Rad).

16S rRNA Sequencing of Colonic
Microbiota
Total genomic DNA of bacteria in the colonic digesta was
extracted from each sample using the cetyltrimethylammonium
bromide and sodium dodecyl sulfate method. Illumina NovSeq
sequencing and general data analyses were performed by
Novogene Biological Information Technology Co. (Beijing,
China). The detailed methods have been described previously
(Lu et al., 2019). The DNA (regions V3 and V4 of the
bacterial 16S rRNA gene) was amplified with barcoded specific
bacterial primers using PCR. The primers used in the present
study were 341 F: 5’-CCTAYGGGRBGCASCAG-3’ and 806 R:
5’-GGACTACNNGGGTATCTAAT-3’. Purified amplicons were
pooled in equimolar and 250 paired-end reads on an Illumina
NOVSeq platform.

Bioinformatics Analysis
The details of the bioinformatics analysis were described in
a previous study (Lu et al., 2019). Briefly, QIIME (Version
1.9.1)1 was used to demultiplex and filter the original microbial
sequencing data. Then, the high-quality sequences were grouped
into operational taxonomy units (OTUs) and clustered with a
97% similarity cutoff using UPARSE (version 7.0.1001).2 Finally,
the ribosomal database project was applied to classify the OTU
sequences and to identify the bacterial taxonomy. Alpha diversity
was measured by calculating the diversity indexes of Chao1,
ACE, Shannon and Simpson. Beta diversity was analyzed by
calculating principal component analysis (PCA). Alpha diversity
and beta diversity were all determined by QIIME (Version
1.9.1) and R software (Version 2.15.3). The relative abundances
at the phylum, family, and genus levels were also analyzed.
The linear discriminant analysis effect size (LEfSe) method was
applied to compare and to visualize different taxa microbes
among groups based on the nonparametric factorial Kruskal-
Wallis sum-rank test.

1http://qiime.org/scripts/split_libraries_fastq.html
2http://drive5.com/uparse/

Short-Chain Fatty Acids Analysis
Determination of SCFAs concentrations with gas
chromatography was conducted according to a previous
study (Berni Canani et al., 2016). Briefly, 0.3 mL 25 (w/v)
metaphosphoric acid was added to 1.5 mL supernatant
of colonic digesta to isolate protein and impurities. Next,
0.2 mL crotonic acid was added to 1 mL supernatant for
1 h at 5◦C, and then the mixture was injected into a gas
phase bottle and loaded onto an Agilent Technologies (Santa
Clara, CA, United States) 7820A gas chromatograph system
with an automatic loader/injector. The FID detector and
AE FFAP capillary column (30 m × 0.25 mm × 0.33 µm
fused silica column; ATECH Technologies Co., Ltd., Lanzhou,
China) were used.

Statistical Analysis
Data were analyzed by t-tests (and nonparametric tests) using
GraphPad Prism 8.0.1 (GraphPad Software, San Diego, CA,
United States). The results are expressed as the mean± standard
error of the mean (SEM), and P < 0.05 was considered significant
(∗P < 0.05; ∗∗P < 0.01).

RESULTS

Effects of Cordyceps militaris on Growth
Performance in Pigs
To evaluate the effect of the CM on growth performance, pigs
were fed a control diet or CM diet for a period of 88 days. Growth
performance (Table 4), including the average daily feed intake,
final body weight, average daily gain, and feed-to-gain ratio, were
not significantly different between the control group and CM
group (P > 0.05). Collectively, these findings showed that CM
had no adverse effect on growth performance in pigs.

Cordyceps militaris Improves Duodenal
Morphology and Physical Barrier
Function
We next performed H&E staining on the duodenum to
investigate the effect of the CM on duodenal morphology
(Figure 1A). By measuring the villus height and the crypt depth
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TABLE 4 | Effect of CM on growth performance of pigs.

Item Control CM P-value

Initial body weight (kg) 36.88 ± 0.20 36.78 ± 0.21 0.486

Final body weight (kg) 117.16 ± 5.38 120.36 ± 1.29 0.289

Average daily gain (kg/ d) 0.93 ± 0.06 0.97 ± 0.01 0.276

Average daily feed intake (kg/ d) 2.33 ± 0.36 2.61 ± 0.03 0.258

Feed : Gain 2.67 ± 0.05 2.62 ± 0.05 0.274

Control, pigs fed a basal diet; CM, pigs fed the basal diet supplemented with CM
at 300 mg/kg. Data are presented as the mean ± SEM (n = 5).

(Figures 1B–D), it was found that the CM group did not affect
the villus height (P > 0.05), but it could significantly decrease
the crypt depth and increase the ratio of villus height and crypt
depth (V/C) (P < 0.01). In addition, we assessed the effect
of the CM on the intestinal physical barrier by detecting the
expression of TJPs. The results of RT-qPCR (Figure 1E) showed
that the CM group significantly elevated the mRNA expression
levels of ZO-1, occludin, and claudin-1 (P < 0.05). Similarly, the
Western blot results (Figures 1F,G) showed that the CM group
also significantly upregulated the protein expression of ZO-1 and
claudin-1 (P < 0.05).

Cordyceps militaris Improves
Biochemical Barrier Function
To explore the effect of the CM on biochemical barrier function,
we performed PAS staining on the duodenum (Figure 2A)

and detected the expression level of mucin-2 (MUC-2) and the
concentration of SIgA. After counting the number of goblet cells
(Figure 2B), compared to the control group, we found that the
CM group significantly increased the number of goblet cells
(P < 0.01). The RT-qPCR results (Figure 2C) revealed that the
CM group also remarkably upregulated the mRNA expression
level of MUC-2 secreted mainly by goblet cells (P < 0.05).
Furthermore, the CM group also significantly increased the
concentration of SIgA (Figure 2D) in the mucosa (P < 0.01).

Cordyceps militaris Improves
Immunological Barrier Function
Since immunological barrier function is closely related
to IELs and cytokines, we counted the number of IELs
(Figures 3A,B) and examined the mucosal levels of cytokines
(Figures 3C,D). The results showed that the number of IELs
was significantly higher in the CM group than in the control
group (P < 0.05). Moreover, the CM group reduced the levels
of the proinflammatory cytokines IFN-γ (P < 0.05), TNF-α
(P < 0.01), and IL-12 (P < 0.05), while it elevated the levels of
the anti-inflammatory cytokines IL-10 and IL-4 (P < 0.05).

Cordyceps militaris Inhibits the
TLR4/MyD88/NF-κB Signaling Pathway
Based on the changes in the levels of cytokines, the expression
of certain cytokines is regulated by the prototypical TLR4/NF-
κB signaling pathway. Thus, we examined the TLR4/NF-κB
signaling pathway to explore the mechanisms by which CM

FIGURE 1 | CM improves duodenal morphology and physical barrier function. (A) HE-stained section of duodenum, ↔ (black) represents the height of villi, ↔ (yellow)
represents the depth of crypts. (B) The villus height (n = 5). (C) The crypt depth (n = 5). (D) The ratio of the villus height and crypt dept (n = 5). (E) RT-qPCR analysis
of tight junction proteins ZO-1, occludin, and cladin-1 (n = 4). (F,G) Western blot analysis of tight junction proteins ZO-1, occludin, and cladin-1 (n = 3). Control, pigs
fed a basal diet; CM, pigs fed the basal diet supplemented with CM at 300 mg/kg. Data are presented as the mean ± SEM. ∗P < 0.05, ∗∗P < 0.01.
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FIGURE 2 | CM improves biochemical barrier function. (A) Periodic acid Schiff
(PAS) staining of the duodenum,↔ represents goblet cells, and↔ represents
intestinal epithelial cells. (B) Count and analysis of the number of goblet cells
(n = 5). (C) RT-qPCR analysis of the mRNA expression level of MUC-2 (n = 4).
(D) ELISA analysis of the concentration of SIgA in the duodenal mucosa
(n = 5). Control, pigs fed a basal diet; CM, pigs fed the basal diet
supplemented with CM at 300 mg/kg. Data are presented as the
mean ± SEM. ∗P < 0.05, ∗∗P < 0.01.

regulates cytokines. RT-qPCR analysis showed that the gene
expression levels of MyD88 (P < 0.05), TRAF6 (P < 0.05)
and NF-κB (P < 0.01) in the CM group were significantly
decreased (Figure 4A). Based on the gene expression results, we
further assessed the protein expression of the TLR4/MyD88/NF-
κB pathway by Western blot. As shown in Figures 4B,C, the
CM group remarkably downregulated the protein expression of
TLR4 (P < 0.05), MyD88 (P < 0.05), TRAF6 (P < 0.05), p-IκB-
α (P < 0.05), and p-NF-κB p65 (P < 0.01). In summary, CM
inhibited the TLR4/MyD88/NF-κB signaling pathway.

Cordyceps militaris Changes the
Composition of Colonic Microbiota
To understand the changes in the microbial community in the
colon, we used a high-throughput sequencing method based on
the 16S rRNA genes to analyze the effect of CM on colonic
microbiota. An average of 85,194 raw reads were generated from
each sample. After removing the low-quality sequences, 62,252
effective tags were clustered into OTUs. A total of 7,748 OTUs
were obtained by clustering with 97% identity. To evaluate the
difference in colonic microbiota between the two groups, we
conducted alpha diversity analysis and beta diversity analysis.
The richness of the microbial community was evaluated by
measuring the ACE and Chao1 indexes, and the diversity and
uniformity of the microbial community were reflected by the
Shannon and Simpson indexes. As shown in Figure 5A, the
Chao1 (P < 0.05), Shannon (P < 0.01), and Simpson (P < 0.05)
indexes in the CM group were significantly higher than those

in the control group. Furthermore, we analyzed the distinct
microbiota composition between the two groups by analyzing
PCA. As shown in Figure 5B, the two principal components
account for 50.59 and 16.05% of the total variance, respectively.
The control group and CM group exhibited a distinct clustering
of microbiota composition.

After analyzing the intestinal microbial composition at
different levels, it was found that the CM group changed the
microbial composition of the colon. As shown in Figures 5C,D,
the different microbial compositions of the two groups were
displayed at the phylum, family, and genus levels. At the
phylum level, the dominant bacteria between the two groups
were Firmicutes, Spirochaetes, Bacteroidetes, and Tenericutes
(average relative abundance ≥ 1%). Compared with the control
group, the CM group showed a higher relative abundance of
Tenericutes (P < 0.05). At the family level, the relative abundance
of Ruminococcaceae was significantly increased (P < 0.05), but
Christensellercae (P < 0.05) and Prevotellaceae (P < 0.01) were
significantly decreased in the CM group. At the genus level,
the CM group significantly reduced the relative abundance
of unidentified Prevotellaceae (P < 0.01). To further identify
the alteration in the microbial structure, we compared the
colonic microbiota of the two groups using the LEfSe method.
Linear discriminant analysis (LDA) results showed that the CM
group enriched the abundance of Ruminococcaceae, Mollicutes,
Tenericutes, and Paludibacteraceae, and the control group
enriched the abundance of Christensellercae, Prevotellaceae,
Methanobrevibacter, and bacterium_mpn-isolate_group_2
(Figure 5E). A cladogram representative of the structure
of the colonic microbiota and the predominant bacteria is
shown in Figure 5F. Ruminococcaceae and Mollicutes had
the highest abundance in the red parts in the CM group, but
Christensellercae and Prevotellaceae were the richest in the green
area in the control group. Overall, these findings suggested that
the CM group altered the composition of the colonic microbiota
and promoted the multiplication of specific bacteria.

Cordyceps militaris Promotes the
Production of Short-Chain Fatty Acids in
the Colonic Digesta
To further evaluate the effect of CM on microbial metabolites,
we measured the concentrations of acetate, propionate, butyrate,
isobutyrate, valerate, and isovalerate in the colonic digesta. As
shown in Figure 6A, the CM group significantly increased the
concentrations of acetate (P < 0.05) and butyrate (P < 0.01).
However, the concentrations of propionate, isobutyrate, valerate,
and isovalerate were not significantly different between the CM
group and the control group (P > 0.05). Because the production
of SCFAs was highly associated with gut microbiota, we used
Spearman’s correlation test to analyze the correlation between
SCFAs and colonic microbiota. As shown in Figure 6B, acetate
was negatively associated with the relative abundance of Sarcina.
Butyrate was positively associated with the relative abundances
of unidentified Ruminococcaceae, and Phascolarctobacterium
but negatively correlated with the relative abundances of
Terrisporobacter, unidentified Prevotellaceae, and Romboutsia. In
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FIGURE 3 | CM improves immunological barrier function. (A) Hematoxylin-eosin stained sections of the duodenum, M represents intestinal intraepithelial
lymphocytes, and ◦ represents intestinal epithelial cells. (B) The number of intraepithelial lymphocytes was counted and analyzed. (C,D) ELISA analysis of the levels
of pro-inflammatory cytokines and anti-inflammatory cytokines in the duodenal mucosa. Control, pigs fed a basal diet; CM, pigs fed the basal diet supplemented
with CM at 300 mg/kg. Data are presented as the mean ± SEM (n = 5). ∗P < 0.05, ∗∗P < 0.01.

addition, the data showed that the pH value (Figure 6C) of the
CM group was significantly lower than that of the control group
in the colon (P < 0.01).

DISCUSSION

The beneficial effects of CM on intestinal microbiota and immune
activity have been widely discussed using mice or in vitro
models (Jo et al., 2010; Fan et al., 2018; Gamage et al., 2018),
which are more or less unable to well convey the scenario
in humans. Here, pigs, whose anatomical and physiological
characters are much closer to human beings, were employed to
explore the effects of CM on intestinal mucosal barrier function
and colonic microbiota.

Intestinal villi and crypts directly affect the intestinal epithelial
barrier and absorption function (Gehart and Clevers, 2019).
In this study, CM significantly decreased the crypt depth
and significantly raised V/C in the duodenum, indicating that
CM benefits duodenal function. Besides, CM upregulated the
expression of ZO-1 and claudin-1 in the duodenal mucosa,
which could maintain intestinal barrier integrity and regulate
intestinal permeability (Kurashima and Kiyono, 2017), for down
regulation of the expression of ZO-1 and claudin-1 increased
intestinal permeability and caused intestinal-related diseases

(Piche et al., 2009; Ahmad et al., 2017). Collectively, intake of CM
improved intestinal physical barrier.

Mucins and SIgA covering the intestinal epithelium serve
as an important part of the biochemical barrier to protect
the intestine (Kurashima and Kiyono, 2017). The mucins and
enterocytes provide the first defense line of the gastrointestinal
tract and interact with the immune system (Pelaseyed et al.,
2014). Here, CM significantly increased the number of goblet
cells and elevated the expression levels of MUC-2 and SIgA,
which fit well with previous studies, reporting that MUC-2 served
as an important structural component of the intestinal mucin
layer, which protected against the invasion of luminal virus, and
its absence affected the repair of mucosa (Wallace et al., 2011;
Pelaseyed et al., 2014). Furthermore, SIgA contributes as a first-
line barrier that protects the epithelium from pathogens and
toxins (Pabst, 2012). In short, CM enhanced the defense function
of the intestinal biochemical barrier.

Intestinal mucosal immunity promotes the protective immune
response against pathogens through the anti-inflammatory and
pro-inflammatory responses exerted by cytokines (Perez-Lopez
et al., 2016). Our results suggested that CM significantly
upregulated the levels of the anti-inflammatory cytokines IL-
10 and IL-4 but downregulated the pro-inflammatory cytokines
INF-γ, TNF-α, and IL-12. IL-12 induces T helper 1 (Th1)
cell differentiation, which secretes IFN-γ, TNF-α, and IL-2
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FIGURE 4 | CM inhibits the TLR4/MyD88/NF-κB signaling pathway. (A) RT-qPCR analysis of the mRNA expression levels of TLR4, MyD88, TRAF6, and NF-κB
(n = 4). (B) Western blot analysis of the protein expression levels of TLR4, MyD88, and TRAF6 (n = 3). (C) Western blot analysis of the protein expression levels of
p-NF-κB p65 and p-IκB-α (n = 3). Control, pigs fed a basal diet; CM, pigs fed the basal diet supplemented with CM at 300 mg/kg. Data are presented as the
mean ± SEM. ∗P < 0.05, ∗∗P < 0.01.

(Wong et al., 2011), and IL-4 induces T helper 2 (Th2) cell
differentiation, which secretes IL-4, IL-5, and IL-10 (Zhu et al.,
2010). Furthermore, cytokines also affect the integrity of the
intestinal barrier (Pu et al., 2020). Proinflammatory cytokines
(such as TNF-α) could increase the tissue permeability of luminal
antigens by disrupting tight junctions, while anti-inflammatory
cytokines (such as IL-10) tend to protect the integrity of the
intestinal barrier (Al-Sadi et al., 2009; Pu et al., 2020). Similarly,
previous studies have also shown that CM decreased the activity
of TNF-α, IL-12, and INF-γ in humans (Sun et al., 2014) and
effectively recovered cyclophosphamide-induced decreases in IL-
10 levels (Shin et al., 2018). A recent study also found that
Cordyceps sinensis polysaccharides also stimulated TNF-α, IL-
12, and INF-γ secretion in cyclophosphamide-treated mice (Ying
et al., 2020). Interestingly, the cytokines IL-4 and IL-10 secreted
by Th2 could promote the mucosal IgA response (Mantis et al.,
2011), which is consistent with our results. Therefore, CM may
improve intestinal barrier function by enhancing the synergy
of the biochemical barrier and immunological barrier. These
findings indicated that CM might regulate intestinal mucosal
immunity and protect the integrity of the intestinal barrier.

Growing evidence suggests that TLR4 plays an important
role in autoimmunological disease, and it is best known for
recognizing LPS and leading NF-κB nuclear translocation via
the signaling pathway containing MyD88, IRAK1, and TRAF6
(Liu et al., 2012; Plociennikowska et al., 2015). NF-κB is

an important transcription factor in the regulation of pro-
inflammatory cytokines (Lawrence, 2009). Therefore, we further
explored the mechanism by which CM regulates inflammation.
Here, CM inhibited the expression of the TLR4/MyD88/NF-
κB signaling pathway, which was in consistence with a
previous report showing that CM fruit body extract relieved
nephritis by inhibiting the TLR4/NF-κB signaling pathway
(Song et al., 2016). Additionally, polysaccharides, as one of the
main active components of CM, was documented to protect
against immunosuppression via TLR4/NF-κB signaling pathway
in mice (Meng et al., 2019). Overall, it’s concluded that CM
regulates inflammation via inhibiting the TLR4/MyD88/NF-κB
signaling pathway.

Overwhelming evidence has demonstrated that the gut
microbiota and its metabolites are essential for intestinal function
and health (Sekirov et al., 2010; Donaldson et al., 2016).
CM increased the diversity of colonic microbiota, indicating
that CM enhanced resistance to intestinal diseases, since the
decrease in the diversity of the microbiota is associated with
ulcerative colitis (UC) or Crohn’s disease (Allen et al., 2015).
Moreover, CM also changed the composition of the colonic
microbiota. CM increased the abundance of gram-positive
bacteria (Ruminococcaceae) and decreased the abundance of
gram-negative bacteria (Prevotellaceae), which may partially
explain why CM inhibited the TLR4/MyD88/NF-κB signaling
pathway induced by LPS. Ruminococcaceae has been fully proven
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FIGURE 5 | CM changes the composition of the colonic microbiota. (A) Alpha diversity indexes (Ace, Chao1, Shannon, and Simpson) of colonic microbiota. (B) The
principal component analysis (PCA) of colonic microbiota. (C) Microbiota compositions at the phylum level, family level, and genus level. (D) Statistical analysis of the
differences in microbiota at the phylum level, family level, and genus level. (E) LDA score. Enriched taxa with an LDA score > 3.6 are shown in the histogram, control
group-enriched taxa are indicated with a positive LDA score (green), and the taxa enriched by the CM group have a negative score (red). (F) LEfSe taxonomic
cladogram. Taxa enriched in the CM group are shown in red, and taxa enriched in the Control group are shown in green. Control, pigs fed a basal diet; CM, pigs fed
the basal diet supplemented with CM at 300 mg/kg. Data are presented as the mean ± SEM (n = 5). *P < 0.05, **P < 0.01.
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FIGURE 6 | CM promotes the production of SCFAs in the colonic digesta. (A) Concentrations of microbial fermentation metabolite SCFAs. (B) Spearman’s
correlation test was used to analyze the correlation between colonic microbial composition related to SCFAs (acetate, propionate, and butyrate); red represents a
positive correlation, and blue represents a negative correlation. (C) The pH value in the colonic digesta. Control, pigs fed a basal diet; CM, pigs fed the basal diet
supplemented with CM at 300 mg/kg. Data are presented as the mean ± SEM (n = 5). *P < 0.05, **P < 0.01.

FIGURE 7 | Proposed model of the effects of CM on intestinal barrier function and gut microbiota of pigs. Diagram showing the effects of CM on the intestinal
physical barrier, biochemical barrier, immunological barrier, and gut microbiota. Mechanistically, CM may inhibit inflammation via the TLR4/MyD88/NF-κB signaling
pathway.

to be the cause of the degradation of various polysaccharides
and fibers (Hooda et al., 2012), and Ruminococcaceae is inversely
correlated with UC and inflammatory bowel disease (Zhai et al.,
2019; Sinha et al., 2020). Moreover, Ruminococcaceae is a major
producer of butyrate (Louis and Flint, 2017), and the correlation
between Ruminococcaceae and butyrate was also observed in
our correlation analysis. On the other side, Prevotellaceae
was positively related to colorectal cancer (Yu, 2018; Ibrahim
et al., 2019), which seriously damaged intestinal barrier

function. Thus, CM rich in cordyceps polysaccharide boosts
intestinal health partially through optimizing the composition of
intestinal microbiota.

Intriguingly, cordycepin in present study dramatically
recovered the relative abundance of Bacteroidetes and Firmicutes,
which were more abundant in obese rats (An et al., 2018),
Within our knowledge, there is no convincing explanation yet
about the obscure link between improved health and elevated
ratio of Bacteroidetes to Firmicutes. We supposed that the
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adverse effects of elevated ratio of Bacteroidetes to Firmicutes,
if any, might be covered by the accumulated benefits resulted
from the other gram-positive bacteria, Ruminococcaceae or as
described above. However, in this study, CM increased the
relative abundance of Tenericutes, which may be caused by
different species of experimental animals, but the specific reasons
require further research for evaluation. It is worth noting that
most of the bacteria reduced in the CM group are potentially
associated with intestinal health. The human intestinal bacteria
Christensenella are widespread, heritable, and related to health
(Waters and Ley, 2019), but there are few related studies on pigs.
Methanobrevibacter has been shown to be indirectly related to
severe diseases of the colon (Chaudhary et al., 2018).

SCFAs are well known to exert important role in immunity,
and intestinal function (Koh et al., 2016). Of note, acetate
and butyrate may modulate immunity, inflammation, intestinal
integrity and regulate transcription by way of epigenetic
mechanisms (Liu et al., 2018; Neu and Pammi, 2018). In
this study, CM increased the production of acetate and
butyrate, which was similar with cordyceps polysaccharides
reported previously (Fan et al., 2018; Ying et al., 2020).
In addition, CM decreased the pH value in the colon
of pigs, which fits well with a previous report, where an
increase in SCFAs may lead to a decrease in the pH value,
and a lower pH value may result in reduced bacterial or
viral populations (Sun et al., 2015). Thus, SCFAs might be
an important mediator of the beneficial effects of CM to
intestinal health.

SCFAs, metabolites of intestinal microbiota, strengthen
mucosal barriers through multiple pathways (Morrison and
Preston, 2016; Wan et al., 2020). Firstly, SCFAs play an essential
role in regulating the integrity of the physical barrier through
the cooperation with TJPs (Yan and Ajuwon, 2017; Zheng
et al., 2017). Secondly, SCFAs have been demonstrated to
upregulate the expression of mucin-related genes to improve the
biochemical barrier (Willemsen et al., 2003; Gaudier et al., 2004).
A recent study found that a reduction in SCFAs exacerbated
intestinal permeability by downregulating the expression of
mucin and TJPs (Liu et al., 2020). Thirdly, SCFAs can also
inhibit inflammation and downregulate the production of
proinflammatory cytokines to enhance intestinal immunological
barrier function (Morrison and Preston, 2016; Liu et al.,
2019). Therefore, we assumed that the intestinal mucosal
barrier function might be regulated by the SCFAs produced
by the microbiota.

CONCLUSION

In conclusion, CM enhanced intestinal barrier function,
indicated by improved physical barrier, biochemical barrier, and
immunological barrier function in pigs. Mechanistically, CM
repressed inflammation by inhibiting the TLR4/MyD88/NF-κB
signaling pathway. Furthermore, CM altered the composition
of the colonic microbiota and increased the concentration of
SCFAs in pigs (Figure 7). This study finds a novel role for CM
in the modulation of intestinal epithelial barrier function and gut
microbiota, which may provide a nutritional strategy to improve
intestinal health in farm animals.

DATA AVAILABILITY STATEMENT

The raw data supporting the conclusions of this article will be
made available by the authors, without undue reservation.

ETHICS STATEMENT

The animal study was reviewed and approved by the Animal
Welfare Committee of Northwest A&F University (Yangling,
Shaanxi, China).

AUTHOR CONTRIBUTIONS

XS, HZ, and HC designed the study, wrote, and revised the
manuscript. DZ, JH, JSL, SW, and JFL helped took samples and
performed the experiments and analyses. HZ, HC, XL, GY, and
XS edited the manuscript. All authors have read and agreed to
the published version of the manuscript.

FUNDING

This study was supported by the Key Research and Development
Program of Shaanxi Province (2020NY-004).

ACKNOWLEDGMENTS

We thank others in Li’s team and Shi’s team for their excellent
support during this experiment.

REFERENCES
Adebowale, T. O., Yao, K., and Oso, A. O. (2019). Major cereal carbohydrates in

relation to intestinal health of monogastric animals: a review. Anim. Nutr. 5,
331–339. doi: 10.1016/j.aninu.2019.09.001

Ahmad, R., Sorrell, M. F., Batra, S. K., Dhawan, P., and Singh, A. B. (2017).
Gut permeability and mucosal inflammation: bad, good or context dependent.
Mucosal Immunol. 10, 307–317. doi: 10.1038/mi.2016.128

Al-Sadi, R., Boivin, M., and Ma, T. (2009). Mechanism of cytokine modulation of
epithelial tight junction barrier. Front. Biosci. (Landmark Ed.) 14, 2765–2778.

Allen, J. M., Berg Miller, M. E., Pence, B. D., Whitlock, K., Nehra, V., Gaskins,
H. R., et al. (2015). Voluntary and forced exercise differentially alters the gut

microbiome in C57BL/6J mice. J. Appl. Physiol. (1985) 118, 1059–1066. doi:
10.1152/japplphysiol.01077.2014

An, Y., Li, Y., Wang, X., Chen, Z., Xu, H., Wu, L., et al. (2018). Cordycepin reduces
weight through regulating gut microbiota in high-fat diet-induced obese rats.
Lipids Health Dis. 17:276. doi: 10.1186/s12944-018-0910-6

Berni Canani, R., Sangwan, N., Stefka, A. T., Nocerino, R., Paparo, L., Aitoro,
R., et al. (2016). Lactobacillus rhamnosus GG-supplemented formula expands
butyrate-producing bacterial strains in food allergic infants. ISME J. 10, 742–
750. doi: 10.1038/ismej.2015.151

Chaudhary, P. P., Conway, P. L., and Schlundt, J. (2018). Methanogens in humans:
potentially beneficial or harmful for health. Appl. Microbiol. Biotechnol. 102,
3095–3104. doi: 10.1007/s00253-018-8871-2

Frontiers in Microbiology | www.frontiersin.org 11 March 2022 | Volume 13 | Article 810230

https://doi.org/10.1016/j.aninu.2019.09.001
https://doi.org/10.1038/mi.2016.128
https://doi.org/10.1152/japplphysiol.01077.2014
https://doi.org/10.1152/japplphysiol.01077.2014
https://doi.org/10.1186/s12944-018-0910-6
https://doi.org/10.1038/ismej.2015.151
https://doi.org/10.1007/s00253-018-8871-2
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org/
https://www.frontiersin.org/journals/microbiology#articles


fmicb-13-810230 March 12, 2022 Time: 20:24 # 12

Zheng et al. Cordyceps militaris Modulates Gut Microbiota

Diao, H., Jiao, A. R., Yu, B., Mao, X. B., and Chen, D. W. (2019). Gastric infusion of
short-chain fatty acids can improve intestinal barrier function in weaned piglets.
Genes Nutr. 14:4. doi: 10.1186/s12263-019-0626-x

Donaldson, G. P., Lee, S. M., and Mazmanian, S. K. (2016). Gut biogeography of the
bacterial microbiota. Nat. Rev. Microbiol. 14, 20–32. doi: 10.1038/nrmicro3552

Dong, C., Guo, S., Wang, W., and Liu, X. (2015). Cordyceps industry in China.
Mycology 6, 121–129. doi: 10.1080/21501203.2015.1043967

Fan, S. T., Nie, S. P., Huang, X. J., Wang, S., Hu, J. L., Xie, J. H., et al. (2018).
Protective properties of combined fungal polysaccharides from Cordyceps
sinensis and Ganoderma atrum on colon immune dysfunction. Int. J. Biol.
Macromol. 114, 1049–1055. doi: 10.1016/j.ijbiomac.2018.04.004

Flint, H. J., Scott, K. P., Louis, P., and Duncan, S. H. (2012). The role of the gut
microbiota in nutrition and health. Nat. Rev. Gastroenterol. Hepatol. 9, 577–589.
doi: 10.1038/nrgastro.2012.156

Gamage, S., Nakayama, J., Fuyuno, Y., and Ohga, S. (2018). The effect of the hot
water extracts of the Paecilomyces hepiali and Cordyceps militaris Mycelia on
the growth of gastrointestinal bacteria. Adv. Microbiol. 8, 490–505.

Gaudier, E., Jarry, A., Blottiere, H. M., de Coppet, P., Buisine, M. P., Aubert, J. P.,
et al. (2004). Butyrate specifically modulates MUC gene expression in intestinal
epithelial goblet cells deprived of glucose. Am. J. Physiol. Gastrointest. Liver
Physiol. 287, G1168–G1174. doi: 10.1152/ajpgi.00219.2004

Gehart, H., and Clevers, H. (2019). Tales from the crypt: new insights into intestinal
stem cells. Nat. Rev. Gastroenterol. Hepatol. 16, 19–34. doi: 10.1038/s41575-
018-0081-y

Gill, N., Wlodarska, M., and Finlay, B. B. (2011). Roadblocks in the gut: barriers
to enteric infection. Cell Microbiol. 13, 660–669. doi: 10.1111/j.1462-5822.2011.
01578.x

Hooda, S., Boler, B. M., Serao, M. C., Brulc, J. M., Staeger, M. A., Boileau,
T. W., et al. (2012). 454 pyrosequencing reveals a shift in fecal microbiota of
healthy adult men consuming polydextrose or soluble corn fiber. J. Nutr. 142,
1259–1265. doi: 10.3945/jn.112.158766

Ibrahim, A., Hugerth, L. W., Hases, L., Saxena, A., Seifert, M., Thomas, Q.,
et al. (2019). Colitis-induced colorectal cancer and intestinal epithelial estrogen
receptor beta impact gut microbiota diversity. Int. J. Cancer 144, 3086–3098.
doi: 10.1002/ijc.32037

Jo, W. S., Choi, Y. J., Kim, H. J., Lee, J. Y., Nam, B. H., Lee, J. D., et al. (2010). The
anti-inflammatory effects of water extract from Cordyceps militaris in Murine
Macrophage. Mycobiology 38, 46–51. doi: 10.4489/MYCO.2010.38.1.046

Wong, K. H., Lai, C. K. M., and Cheung, P. C. K. (2011). Immunomodulatory
activities of mushroom sclerotial polysaccharides. Food Hydrocoll. 25, 150–158.

Koh, A., De Vadder, F., Kovatcheva-Datchary, P., and Backhed, F. (2016). From
dietary fiber to host physiology: short-chain fatty acids as key bacterial
metabolites. Cell 165, 1332–1345. doi: 10.1016/j.cell.2016.05.041

Kurashima, Y., and Kiyono, H. (2017). Mucosal ecological network of epithelium
and immune cells for gut homeostasis and tissue healing. Annu. Rev. Immunol.
35, 119–147. doi: 10.1146/annurev-immunol-051116-052424

Kwon, H. K., Song, M. J., Lee, H. J., Park, T. S., Kim, M. I., and Park, H. J. (2018).
Pediococcus pentosaceus-fermented Cordyceps militaris Inhibits inflammatory
reactions and alleviates contact dermatitis. Int. J. Mol. Sci. 19:3504. doi: 10.3390/
ijms19113504

Lawrence, T. (2009). The nuclear factor NF-kappaB pathway in inflammation. Cold
Spring Harb. Perspect. Biol. 1:a001651. doi: 10.1101/cshperspect.a001651

Lee, J. S., Kwon, D. S., Lee, K. R., Park, J. M., Ha, S. J., and Hong, E. K.
(2015). Mechanism of macrophage activation induced by polysaccharide from
Cordyceps militaris culture broth. Carbohydr. Polym. 120, 29–37. doi: 10.1016/
j.carbpol.2014.11.059

Liu, H., Wang, J., He, T., Becker, S., Zhang, G., Li, D., et al. (2018). Butyrate: a
double-edged sword for health? Adv. Nutr. 9, 21–29. doi: 10.1093/advances/
nmx009

Liu, J., Chang, G., Huang, J., Wang, Y., Ma, N., Roy, A. C., et al. (2019). Sodium
butyrate inhibits the inflammation of lipopolysaccharide-induced acute lung
injury in mice by regulating the toll-like receptor 4/nuclear factor kappaB
signaling pathway. J. Agric. Food Chem. 67, 1674–1682. doi: 10.1021/acs.jafc.
8b06359

Liu, J., He, Z., Ma, N., and Chen, Z. Y. (2020). Beneficial effects of dietary
polyphenols on high-fat diet-induced obesity linking with modulation of gut
microbiota. J. Agric. Food Chem. 68, 33–47. doi: 10.1021/acs.jafc.9b06817

Liu, Y., Chen, F., Odle, J., Lin, X., Jacobi, S. K., Zhu, H., et al. (2012). Fish oil
enhances intestinal integrity and inhibits TLR4 and NOD2 signaling pathways
in weaned pigs after LPS challenge. J. Nutr. 142, 2017–2024. doi: 10.3945/jn.112.
164947

Lou, H., Lin, J., Guo, L., Wang, X., Tian, S., Liu, C., et al. (2019). Advances in
research on Cordyceps militaris degeneration. Appl. Microbiol. Biotechnol. 103,
7835–7841. doi: 10.1007/s00253-019-10074-z

Louis, P., and Flint, H. J. (2017). Formation of propionate and butyrate by the
human colonic microbiota. Environ. Microbiol. 19, 29–41. doi: 10.1111/1462-
2920.13589

Lozupone, C. A., Stombaugh, J. I., Gordon, J. I., Jansson, J. K., and Knight, R.
(2012). Diversity, stability and resilience of the human gut microbiota. Nature
489, 220–230. doi: 10.1038/nature11550

Lu, J., Zhang, X., Liu, Y., Cao, H., Han, Q., Xie, B., et al. (2019). Effect of fermented
corn-soybean meal on serum immunity, the expression of genes related to gut
immunity, gut microbiota, and bacterial metabolites in grower-finisher pigs.
Front. Microbiol. 10:2620. doi: 10.3389/fmicb.2019.02620

Luissint, A. C., Parkos, C. A., and Nusrat, A. (2016). Inflammation and
the intestinal barrier: leukocyte-epithelial cell interactions, cell junction
remodeling, and mucosal repair. Gastroenterology 151, 616–632. doi: 10.1053/j.
gastro.2016.07.008

Makki, K., Deehan, E. C., Walter, J., and Backhed, F. (2018). The impact of dietary
fiber on gut microbiota in host health and disease. Cell Host Microbe 23,
705–715. doi: 10.1016/j.chom.2018.05.012

Mantis, N. J., Rol, N., and Corthesy, B. (2011). Secretory IgA’s complex roles in
immunity and mucosal homeostasis in the gut. Mucosal Immunol. 4, 603–611.
doi: 10.1038/mi.2011.41

Meng, M., Wang, H., Li, Z., Guo, M., and Hou, L. (2019). Protective effects
of polysaccharides from Cordyceps gunnii mycelia against cyclophosphamide-
induced immunosuppression to TLR4/TRAF6/NF-kappaB signalling in
BALB/c mice. Food Funct. 10, 3262–3271. doi: 10.1039/c9fo00482c

Morrison, D. J., and Preston, T. (2016). Formation of short chain fatty acids by
the gut microbiota and their impact on human metabolism. Gut Microbes 7,
189–200. doi: 10.1080/19490976.2015.1134082

Neu, J., and Pammi, M. (2018). Necrotizing enterocolitis: the intestinal
microbiome, metabolome and inflammatory mediators. Semin. Fetal Neonatal
Med. 23, 400–405. doi: 10.1016/j.siny.2018.08.001

Nicholson, J. K., Holmes, E., Kinross, J., Burcelin, R., Gibson, G., Jia, W., et al.
(2012). Host-gut microbiota metabolic interactions. Science 336, 1262–1267.
doi: 10.1126/science.1223813

Pabst, O. (2012). New concepts in the generation and functions of IgA. Nat. Rev.
Immunol. 12, 821–832. doi: 10.1038/nri3322

Pelaseyed, T., Bergstrom, J. H., Gustafsson, J. K., Ermund, A., Birchenough, G. M.,
Schutte, A., et al. (2014). The mucus and mucins of the goblet cells and
enterocytes provide the first defense line of the gastrointestinal tract and interact
with the immune system. Immunol. Rev. 260, 8–20. doi: 10.1111/imr.12182

Perez-Lopez, A., Behnsen, J., Nuccio, S. P., and Raffatellu, M. (2016). Mucosal
immunity to pathogenic intestinal bacteria. Nat. Rev. Immunol. 16, 135–148.
doi: 10.1038/nri.2015.17

Peterson, L. W., and Artis, D. (2014). Intestinal epithelial cells: regulators of
barrier function and immune homeostasis. Nat. Rev. Immunol. 14, 141–153.
doi: 10.1038/nri3608

Piche, T., Barbara, G., Aubert, P., Bruley des Varannes, S., Dainese, R., Nano, J. L.,
et al. (2009). Impaired intestinal barrier integrity in the colon of patients with
irritable bowel syndrome: involvement of soluble mediators. Gut 58, 196–201.
doi: 10.1136/gut.2007.140806

Plociennikowska, A., Hromada-Judycka, A., Borzecka, K., and Kwiatkowska,
K. (2015). Co-operation of TLR4 and raft proteins in LPS-induced pro-
inflammatory signaling. Cell. Mol. Life Sci. 72, 557–581. doi: 10.1007/s00018-
014-1762-5

Pu, J., Chen, D., Tian, G., He, J., Zheng, P., Mao, X., et al. (2020). Effects of benzoic
acid, Bacillus coagulans and oregano oil combined supplementation on growth
performance, immune status and intestinal barrier integrity of weaned piglets.
Anim. Nutr. 6, 152–159. doi: 10.1016/j.aninu.2020.02.004

Rakoff-Nahoum, S., Paglino, J., Eslami-Varzaneh, F., Edberg, S., and Medzhitov, R.
(2004). Recognition of commensal microflora by toll-like receptors is required
for intestinal homeostasis. Cell 118, 229–241. doi: 10.1016/j.cell.2004.07.002

Frontiers in Microbiology | www.frontiersin.org 12 March 2022 | Volume 13 | Article 810230

https://doi.org/10.1186/s12263-019-0626-x
https://doi.org/10.1038/nrmicro3552
https://doi.org/10.1080/21501203.2015.1043967
https://doi.org/10.1016/j.ijbiomac.2018.04.004
https://doi.org/10.1038/nrgastro.2012.156
https://doi.org/10.1152/ajpgi.00219.2004
https://doi.org/10.1038/s41575-018-0081-y
https://doi.org/10.1038/s41575-018-0081-y
https://doi.org/10.1111/j.1462-5822.2011.01578.x
https://doi.org/10.1111/j.1462-5822.2011.01578.x
https://doi.org/10.3945/jn.112.158766
https://doi.org/10.1002/ijc.32037
https://doi.org/10.4489/MYCO.2010.38.1.046
https://doi.org/10.1016/j.cell.2016.05.041
https://doi.org/10.1146/annurev-immunol-051116-052424
https://doi.org/10.3390/ijms19113504
https://doi.org/10.3390/ijms19113504
https://doi.org/10.1101/cshperspect.a001651
https://doi.org/10.1016/j.carbpol.2014.11.059
https://doi.org/10.1016/j.carbpol.2014.11.059
https://doi.org/10.1093/advances/nmx009
https://doi.org/10.1093/advances/nmx009
https://doi.org/10.1021/acs.jafc.8b06359
https://doi.org/10.1021/acs.jafc.8b06359
https://doi.org/10.1021/acs.jafc.9b06817
https://doi.org/10.3945/jn.112.164947
https://doi.org/10.3945/jn.112.164947
https://doi.org/10.1007/s00253-019-10074-z
https://doi.org/10.1111/1462-2920.13589
https://doi.org/10.1111/1462-2920.13589
https://doi.org/10.1038/nature11550
https://doi.org/10.3389/fmicb.2019.02620
https://doi.org/10.1053/j.gastro.2016.07.008
https://doi.org/10.1053/j.gastro.2016.07.008
https://doi.org/10.1016/j.chom.2018.05.012
https://doi.org/10.1038/mi.2011.41
https://doi.org/10.1039/c9fo00482c
https://doi.org/10.1080/19490976.2015.1134082
https://doi.org/10.1016/j.siny.2018.08.001
https://doi.org/10.1126/science.1223813
https://doi.org/10.1038/nri3322
https://doi.org/10.1111/imr.12182
https://doi.org/10.1038/nri.2015.17
https://doi.org/10.1038/nri3608
https://doi.org/10.1136/gut.2007.140806
https://doi.org/10.1007/s00018-014-1762-5
https://doi.org/10.1007/s00018-014-1762-5
https://doi.org/10.1016/j.aninu.2020.02.004
https://doi.org/10.1016/j.cell.2004.07.002
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org/
https://www.frontiersin.org/journals/microbiology#articles


fmicb-13-810230 March 12, 2022 Time: 20:24 # 13

Zheng et al. Cordyceps militaris Modulates Gut Microbiota

Richert, J. A., Palencia, J., Chastain, C. S., Thayer, M. T., and Nelssen, J. L. (2019).
PSV-14 effects of Cordyceps mushroom powder on nursery pig performance.
J. Anim. Sci. 97(Suppl. 2), 197–198.

Rooks, M. G., and Garrett, W. S. (2016). Gut microbiota, metabolites and host
immunity. Nat. Rev. Immunol. 16, 341–352. doi: 10.1038/nri.2016.42

Sekirov, I., Russell, S. L., Antunes, L. C., and Finlay, B. B. (2010). Gut microbiota in
health and disease. Physiol. Rev. 90, 859–904. doi: 10.1152/physrev.00045.2009

Seo, H., Song, J., Kim, M., Han, D. W., Park, H. J., and Song, M. (2018). Cordyceps
militaris grown on germinated soybean suppresses KRAS-driven colorectal
cancer by inhibiting the RAS/ERK pathway. Nutrients 11:20. doi: 10.3390/
nu11010020

Shi, X., Zhou, X., Chu, X., Wang, J., Xie, B., Ge, J., et al. (2019). Allicin
improves metabolism in high-fat diet-induced obese mice by modulating the
gut microbiota. Nutrients 11:2909. doi: 10.3390/nu11122909

Shin, J. S., Chung, S. H., Lee, W. S., Lee, J. Y., Kim, J. L., and Lee,
K. T. (2018). Immunostimulatory effects of cordycepin-enriched WIB-801CE
from Cordyceps militaris in splenocytes and cyclophosphamide-induced
immunosuppressed mice. Phytother. Res. 32, 132–139. doi: 10.1002/ptr.5960

Sinha, S. R., Haileselassie, Y., Nguyen, L. P., Tropini, C., Wang, M., Becker,
L. S., et al. (2020). Dysbiosis-Induced secondary bile acid deficiency promotes
intestinal inflammation. Cell Host Microbe 27, 659–670.e5. doi: 10.1016/j.chom.
2020.01.021

Song, J., Wang, Y., Liu, C., Huang, Y., He, L., Cai, X., et al. (2016). Cordyceps
militaris fruit body extract ameliorates membranous glomerulonephritis by
attenuating oxidative stress and renal inflammation via the NF-kappaB
pathway. Food Funct. 7, 2006–2015. doi: 10.1039/c5fo01017a

Sun, Y., Shao, Y., Zhang, Z., Wang, L., Mariga, A. M., Pang, G., et al. (2014).
Regulation of human cytokines by Cordyceps militaris. J. Food Drug Anal. 22,
463–467. doi: 10.1016/j.jfda.2014.01.025

Sun, Y., Zhou, L., Fang, L., Su, Y., and Zhu, W. (2015). Responses in colonic
microbial community and gene expression of pigs to a long-term high resistant
starch diet. Front. Microbiol. 6:877. doi: 10.3389/fmicb.2015.00877

Ulluwishewa, D., Anderson, R. C., McNabb, W. C., Moughan, P. J., Wells, J. M.,
and Roy, N. C. (2011). Regulation of tight junction permeability by intestinal
bacteria and dietary components. J. Nutr. 141, 769–776. doi: 10.3945/jn.110.
135657

Valdes, A. M., Walter, J., Segal, E., and Spector, T. D. (2018). Role of the gut
microbiota in nutrition and health. BMJ 361:k2179. doi: 10.1136/bmj.k2179

Vancamelbeke, M., and Vermeire, S. (2017). The intestinal barrier: a fundamental
role in health and disease. Expert Rev. Gastroenterol. Hepatol. 11, 821–834.
doi: 10.1080/17474124.2017.1343143

Wallace, J. L., Vong, L., Dharmani, P., Srivastava, V., and Chadee, K. (2011). Muc-
2-deficient mice display a sex-specific, COX-2-related impairment of gastric
mucosal repair. Am. J. Pathol. 178, 1126–1133. doi: 10.1016/j.ajpath.2010.11.048

Wan, J., Zhang, J., Chen, D., Yu, B., and He, J. (2020). Alterations in intestinal
microbiota by alginate oligosaccharide improve intestinal barrier integrity in
weaned pigs. J. Funct. Foods 71:104040. doi: 10.1016/j.jff.2020.104040

Wan, M. L. Y., Ling, K. H., El-Nezami, H., and Wang, M. F. (2019). Influence
of functional food components on gut health. Crit. Rev. Food Sci. Nutr. 59,
1927–1936. doi: 10.1080/10408398.2018.1433629

Wang, M., Meng, X. Y., Yang, R. L., Qin, T., Wang, X. Y., Zhang, K. Y., et al.
(2012). Cordyceps militaris polysaccharides can enhance the immunity and
antioxidation activity in immunosuppressed mice. Carbohydr. Polym. 89, 461–
466. doi: 10.1016/j.carbpol.2012.03.029

Waters, J. L., and Ley, R. E. (2019). The human gut bacteria Christensenellaceae
are widespread, heritable, and associated with health. BMC Biol. 17:83. doi:
10.1186/s12915-019-0699-4

Willemsen, L. E., Koetsier, M. A., van Deventer, S. J., and van Tol, E. A.
(2003). Short chain fatty acids stimulate epithelial mucin 2 expression through
differential effects on prostaglandin E(1) and E(2) production by intestinal
myofibroblasts. Gut 52, 1442–1447. doi: 10.1136/gut.52.10.1442

Yan, H., and Ajuwon, K. M. (2017). Butyrate modifies intestinal barrier function
in IPEC-J2 cells through a selective upregulation of tight junction proteins and
activation of the Akt signaling pathway. PLoS One 12:e0179586. doi: 10.1371/
journal.pone.0179586

Ying, M., Yu, Q., Zheng, B., Wang, H., Wang, J., Chen, S., et al. (2020). Cultured
Cordyceps sinensis polysaccharides modulate intestinal mucosal immunity
and gut microbiota in cyclophosphamide-treated mice. Carbohydr. Polym.
235:115957. doi: 10.1016/j.carbpol.2020.115957

Yu, L. C. (2018). Microbiota dysbiosis and barrier dysfunction in inflammatory
bowel disease and colorectal cancers: exploring a common ground hypothesis.
J. Biomed. Sci. 25:79. doi: 10.1186/s12929-018-0483-8

Zhai, Z., Zhang, F., Cao, R., Ni, X., Xin, Z., Deng, J., et al. (2019). Cecropin A
Alleviates inflammation through modulating the gut microbiota of C57BL/6
mice with DSS-induced IBD. Front. Microbiol. 10:1595. doi: 10.3389/fmicb.
2019.01595

Zhang, M., Shan, Y., Gao, H., Wang, B., Liu, X., Dong, Y., et al. (2018). Expression
of a recombinant hybrid antimicrobial peptide magainin II-cecropin B in the
mycelium of the medicinal fungus Cordyceps militaris and its validation in
mice. Microb. Cell Fact. 17:18. doi: 10.1186/s12934-018-0865-3

Zheng, L., Kelly, C. J., Battista, K. D., Schaefer, R., Lanis, J. M., Alexeev, E. E.,
et al. (2017). Microbial-derived butyrate promotes epithelial barrier function
through IL-10 receptor-dependent repression of Claudin-2. J. Immunol. 199,
2976–2984. doi: 10.4049/jimmunol.1700105

Zhou, X., Shi, X., Wang, J., Zhang, X., Xu, Y., Liu, Y., et al. (2020). miR-324-5p
promotes adipocyte differentiation and lipid droplet accumulation by targeting
Krueppel-like factor 3 (KLF3). J. Cell. Physiol. 235, 7484–7495. doi: 10.1002/jcp.
29652

Zhu, H. L., Liu, Y. L., Xie, X. L., Huang, J. J., and Hou, Y. Q. (2013). Effect
of L-arginine on intestinal mucosal immune barrier function in weaned pigs
after Escherichia coli LPS challenge. Innate Immun .19, 242–252. doi: 10.1177/
1753425912456223

Zhu, J., Yamane, H., and Paul, W. E. (2010). Differentiation of effector CD4 T
cell populations (∗). Annu. Rev. Immunol. 28, 445–489. doi: 10.1146/annurev-
immunol-030409-101212

Conflict of Interest: The authors declare that the research was conducted in the
absence of any commercial or financial relationships that could be construed as a
potential conflict of interest.

Publisher’s Note: All claims expressed in this article are solely those of the authors
and do not necessarily represent those of their affiliated organizations, or those of
the publisher, the editors and the reviewers. Any product that may be evaluated in
this article, or claim that may be made by its manufacturer, is not guaranteed or
endorsed by the publisher.

Copyright © 2022 Zheng, Cao, Zhang, Huang, Li, Wang, Lu, Li, Yang
and Shi. This is an open-access article distributed under the terms of the
Creative Commons Attribution License (CC BY). The use, distribution or
reproduction in other forums is permitted, provided the original author(s)
and the copyright owner(s) are credited and that the original publication
in this journal is cited, in accordance with accepted academic practice. No
use, distribution or reproduction is permitted which does not comply with
these terms.

Frontiers in Microbiology | www.frontiersin.org 13 March 2022 | Volume 13 | Article 810230

https://doi.org/10.1038/nri.2016.42
https://doi.org/10.1152/physrev.00045.2009
https://doi.org/10.3390/nu11010020
https://doi.org/10.3390/nu11010020
https://doi.org/10.3390/nu11122909
https://doi.org/10.1002/ptr.5960
https://doi.org/10.1016/j.chom.2020.01.021
https://doi.org/10.1016/j.chom.2020.01.021
https://doi.org/10.1039/c5fo01017a
https://doi.org/10.1016/j.jfda.2014.01.025
https://doi.org/10.3389/fmicb.2015.00877
https://doi.org/10.3945/jn.110.135657
https://doi.org/10.3945/jn.110.135657
https://doi.org/10.1136/bmj.k2179
https://doi.org/10.1080/17474124.2017.1343143
https://doi.org/10.1016/j.ajpath.2010.11.048
https://doi.org/10.1016/j.jff.2020.104040
https://doi.org/10.1080/10408398.2018.1433629
https://doi.org/10.1016/j.carbpol.2012.03.029
https://doi.org/10.1186/s12915-019-0699-4
https://doi.org/10.1186/s12915-019-0699-4
https://doi.org/10.1136/gut.52.10.1442
https://doi.org/10.1371/journal.pone.0179586
https://doi.org/10.1371/journal.pone.0179586
https://doi.org/10.1016/j.carbpol.2020.115957
https://doi.org/10.1186/s12929-018-0483-8
https://doi.org/10.3389/fmicb.2019.01595
https://doi.org/10.3389/fmicb.2019.01595
https://doi.org/10.1186/s12934-018-0865-3
https://doi.org/10.4049/jimmunol.1700105
https://doi.org/10.1002/jcp.29652
https://doi.org/10.1002/jcp.29652
https://doi.org/10.1177/1753425912456223
https://doi.org/10.1177/1753425912456223
https://doi.org/10.1146/annurev-immunol-030409-101212
https://doi.org/10.1146/annurev-immunol-030409-101212
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/microbiology
https://www.frontiersin.org/
https://www.frontiersin.org/journals/microbiology#articles

	Cordyceps militaris Modulates Intestinal Barrier Function and Gut Microbiota in a Pig Model
	Introduction
	Materials and Methods
	Ethics Statement
	Experimental Design and Sample Collection
	Sample Collection
	Assessments of Duodenal Morphology and Cell Count
	Secretoryn Immunoglobulin A and Cytokine Analysis in the Duodenal Mucosa
	Real-Time Quantitative Polymerase Chain Reaction
	Western Blot Analysis
	16S rRNA Sequencing of Colonic Microbiota
	Bioinformatics Analysis
	Short-Chain Fatty Acids Analysis
	Statistical Analysis

	Results
	Effects of Cordyceps militaris on Growth Performance in Pigs
	Cordyceps militaris Improves Duodenal Morphology and Physical Barrier Function
	Cordyceps militaris Improves Biochemical Barrier Function
	Cordyceps militaris Improves Immunological Barrier Function
	Cordyceps militaris Inhibits the TLR4/MyD88/NF-B Signaling Pathway
	Cordyceps militaris Changes the Composition of Colonic Microbiota
	Cordyceps militaris Promotes the Production of Short-Chain Fatty Acids in the Colonic Digesta

	Discussion
	Conclusion
	Data Availability Statement
	Ethics Statement
	Author Contributions
	Funding
	Acknowledgments
	References


