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Supplemental figurel. Species composition at different levels. (A) Species
composition at the phylum level for the top 15 species in each group. (B)
Species composition at the class level of the top 15 Bacteroidetes for each group.
(C) Species composition at the order level of the top 15 Bacterial Orders for
each group. (D) Species composition at the family level of the top 15 Bacterial
families for each group. (E) Species composition at genus level for the top 15

species of each group. (F) Species composition at the species level of the top



15 bacterial species in each group.
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Supplemental figure2. Heatmap of 6 different methods of analyzing
differences at different levels. (A) Heatmap of 6 different methods of analyzing

differences in genus levels between the young CRC group and the young healthy
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group. (B) Heatmap of 6 different methods of analysis of variance at genus level
for the middle- aged CRC group versus the middle-aged health group. (C) Heat
map of 6 different methods of analysis of variance at the genus level for the older
CRC group versus the older health group. (D) Heat map of 6 different methods of
analysis of variance at genus level for the Young CRC Group versus the Young
Healthy Group. (E) Heat map of 6 different methods of analyzing differences
between the middle- aged CRC group and the middle-aged health group at species
level. (F) Heat map of 6 different methods of analysis of variance for the elderly

CRC group versus the elderly health group at the species level.
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Supplemental figure3. Stratified histogram of (A-Q) species level difference moudel.
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Supplemental figure4. Stratified histogram
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of (A-Q) genus level differences



