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Eggerthella lenta, previously Eubacterium lentum, is a non-mo-

tile, non-spore-forming anaerobic gram-positive bacillus. In 

1999, the designation Eggerthella gen. nov. (named in honor of 

Arnold Eggerth, who published the first description) was pro-

posed as a substitute for Eubacterium lentum on the basis of 

16S rRNA gene analysis and G+C content comparisons, and 

Eggerthella lenta was only species in that genus [1, 2]. To date, 

2 species, Eggerthella lenta and Eggerthella sinensis, have been 

assigned to the genus Eggerthella. Eggerthella hongkongensis, 

which was previously included in the genus Eggerthella, has 

been classified under a new genus and renamed Paraegger-
thella hongkongensis since 2009, based on chemotaxonomic 

data [3]. E. lenta is a causative pathogen in appendicitis, bacte-

remia, cutaneous abscess, genitourinary tract infection, liver ab-

scess, peritonitis, spondylodiscitis, and wound infection, but re-

ports of E. lenta bacteremia are rare [4-13]. Here we report a 

case of E. lenta bacteremia in a rectal cancer patient. To the 

best of our knowledge, this is the first report of E. lenta bactere-

mia in Korea.

  A 53-yr-old man was admitted to our hospital with fever and 

chills following the replacement of a double-J stent in the outpa-

tient clinic on August 16, 2013. The patient was previously di-

agnosed with rectal cancer and underwent laparoscopic ul-

tralow anterior resection with ileostomy in 2011. He underwent 

Hartmann’s operation for recurrence in 2012 and received che-

motherapy from August 2012 to April 2013. Following chemo-

therapy, left kidney hydronephrosis, recurrent mass in the left 

pelvic wall, and peritoneal seeding was observed in the follow-

up abdominal computed tomography, and he underwent left 

double-J stent insertion for obstructive acute kidney injury in 

April 2013.

  On admission, the patient had a temperature of 39.5°C, blood 

pressure of 157/93 mmHg, pulse of 98/min, and respiratory 

rate of 20 breaths/min. Laboratory investigation showed a Hb of 

11.4 g/dL, leukocyte count of 2.2 ×109/L, platelet count of 

255×109/L, C-reactive protein (CRP) level of 9.55 mg/dL, blood 

urea nitrogen (BUN)/creatinine of 20/1.3 mg/dL, and total pro-

tein/albumin level of 7.1/3.5 g/dL. A urine sample and two sets 

of blood samples were collected, and the patient received em-

pirical antibiotic therapy. After three days of incubation, gram-

positive bacilli grew in an anaerobic culture bottle, but no micro-

organisms were detected in the urine culture. The positive cul-

ture broth was inoculated onto a Brucella agar plate and anaer-

obically cultured for 48 hr. Small and translucent colonies grew 

on the Brucella agar plate, and gram-positive coccobacilli were 

observed by using Gram staining (Fig. 1). The organism was 

identified as E. lenta by matrix-assisted laser desorption/ioniza-

tion time-of-flight mass spectrometry (MALDI-TOF MS) (Bruker 

Daltonik GmbH, Bremen, Germany), with a score of 2.223. To 

confirm the identity of the isolate, 16S rRNA gene sequencing 

was conducted using the MicroSeq 500 system (Applied Bio-

systems, Foster City, CA, USA). PCR and sequencing kits were 

designed with universal primers to cover all bacteria. Sequences 

were analyzed by using an ABI PRISM 3730 Series DNA Ana-

lyzer (Applied Biosystems). In the first 500 bp of the 16S rRNA 

gene sequence, the isolate showed a 100% identity match with 

Received: September 19, 2013
Revision received: October 8, 2013
Accepted: December 26, 2013

Corresponding author: Sung Kuk Hong
Department of Laboratory Medicine, Seoul National University Hospital, 
101 Daehak-ro, Jongno-gu, Seoul 110-744, Korea 
Tel: +82-2-2072-3964, Fax: +82-2-747-0359, E-mail: trust99@snu.ac.kr

© The Korean Society for Laboratory Medicine.
This is an Open Access article distributed under the terms of the Creative Commons 
Attribution Non-Commercial License (http://creativecommons.org/licenses/by-nc/3.0) 
which permits unrestricted non-commercial use, distribution, and reproduction in any 
medium, provided the original work is properly cited.

http://crossmark.crossref.org/dialog/?doi=10.3343/alm.2014.34.2.177&domain=pdf&date_stamp=2014-02-13


Lee HJ, et al.
Eggerthella lenta bacteremia

178    www.annlabmed.org http://dx.doi.org/10.3343/alm.2014.34.2.177

GenBank sequence NR_074377.1 (Eggerthella lenta) and 

96.8% identity match with GenBank sequence AY321958.1 

(Eggerthella sinensis). The patient was diagnosed as having E. 
lenta bacteremia. 

  Empirical treatment with intravenous cefotaxime and amika-

cin was started before the culture results were obtained. During 

the four day treatment course, the patient’s fever subsided and 

he was discharged with a prescription for oral antibiotics. There 

were no microorganisms in the follow-up urine sample or the 

two sets of blood cultures.

  E. lenta is a non-motile, non-spore-forming anaerobic gram-

positive bacillus. It does not produce acids from glucose, does 

not produce indole or liquefy gelatin, and produces little or no 

gas [14]. E. lenta colonies on blood agar are 0.25 to 0.75 mm 

in diameter, slightly raised, smooth, and gray [14]. E. lenta is a 

common gastrointestinal commensal [2, 14], but has been 

identified as the causative pathogen in various conditions, in-

cluding appendicitis, skin abscesses, and spondylodiscitis [4-6]. 

There have been infrequent reports of E. lenta bacteremia, 

which is characterized by a high proportion of polymicrobial in-

fection (about 40%) and a high mortality rate (20-30%) [7-13]. 

In 1994, Jang et al. [15] reported E. lenta (E. lentum) isolate 

from expressed prostatic secretion sample from a chronic pros-

tatitis patient, which was the only case reported in Korea. Pa-

tients with gastrointestinal tract disease, malignancy, hepatobili-

ary disease, bed sores, diabetes mellitus, and stroke are prone 

to E. lenta bacteremia [7-13]. 

  Biochemical identification of E. lenta by using the API system 

(bioMeriéux, Marcy l’Etoile, France) and the VITEK 2 system 

(bioMeriéux) was reported to be reliable, but many reported 

cases were confirmed by 16S rRNA sequence analysis [9, 11, 

16]. MALDI-TOF MS, recently introduced in the clinical micro-

biologic laboratory, has been used successfully for the identifi-

cation of E. lenta, with 100% success at the genus level and 

about 80% success at the species level [17-19]. MALDI-TOF 

MS is fast and useful in the identification of clinically important 

anaerobic bacteria such as E. lenta, although it is limited by the 

number of databases available for anaerobic bacteria [17-19].

  E. lenta is susceptible to ampicillin-sulbactam, metronidazole, 

carbapenems, tigecycline, and daptomycin, but the two strains 

depending on colony morphology exhibit variable susceptibility 

to cephalosporins. Translucent-colony coccobacilli are suscepti-

ble to cephalosporins, while speckled-colony pleomorphic bacilli 

are resistant to them [12, 20]. Antibiotics, such as ampicillin-sul-

bactam, metronidazole, and carbapenems, to which E. lenta is 

known to be susceptible, have been conventionally used for the 

treatment of E. lenta bacteremia and are appropriate choices for 

patient management. However, bacteremia induced by translu-

cent-colony-forming E. lenta as observed in the current case, 

could be treated effectively by using empirical antibiotics con-

taining third-generation cephalosporins.

  In the present case, we confirmed the identity of the blood 

isolate as E. lenta by MALDI-TOF MS and 16S rRNA sequence 

analysis. Although E. lenta bacteremia is associated with signifi-

cant mortality and morbidity [7-13], this patient made a quick 

recovery, possibly because of prompt treatment at an early stage. 

The isolated E. lenta grew only in an anaerobic blood culture 

bottle, and the patient had high temperature, elevated heart rate, 
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Fig. 1. (A) Small and translucent colonies of Eggerthella lenta on a Brucella agar plate. (B) Gram-positive coccobacilli from smear prepara-
tions from the colonies on Brucella agar plate (×1,000). 
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elevated CRP levels, and decreased leukocyte count and gastro-

intestinal tract malignancy as a predisposing factor for E. lenta 

bacteremia. On the basis of these observations and laboratory 

results, we concluded that the patient had E. lenta bacteremia. 

The occurrence of gram-positive bacillus in blood should not be 

ignored and warrants further laboratory investigation to avoid 

complications.

  To the best of our knowledge, this is the first report of E. lenta 

bacteremia in Korea. MALDI-TOF MS is a fast, efficient method 

for identification of clinically anaerobic bacteria, such as E. lenta.
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