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Abstract: Ezrin is one of the members of the ezrin/radixin/moesin (ERM) family of proteins. It was
originally discovered as an actin-binding protein in the microvilli structure about forty years ago.
Since then, it has been revealed as a key protein with functions in a variety of fields including cell
migration, survival, and signal transduction, as well as functioning as a structural component. Ezrin
acts as a cross-linker of membrane proteins or phospholipids in the plasma membrane and the actin
cytoskeleton. It also functions as a platform for signaling molecules at the cell surface. Moreover,
ezrin is regarded as an important target protein in cancer diagnosis and therapy because it is a key
protein involved in cancer progression and metastasis, and its high expression is linked to poor
survival in many cancers. Small molecule inhibitors of ezrin have been developed and investigated
as candidate molecules that suppress cancer metastasis. Here, we wish to comprehensively review
the roles of ezrin from the pathophysiological points of view.
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The ezrin/radixin/moesin (ERM) proteins are general cross-linkers between cortical
actin filaments and the plasma membrane. They are concentrated at cell surface structures
such as microvilli, filopodia, ruffling membranes, uropods, retraction fibers, and cell
adhesion sites, where actin filaments are associated with plasma membranes. The ERM
proteins consist of an N-terminal FERM domain (named after the 4.1 protein, ezrin, radixin,
and moesin) and a C-terminal domain containing an F-actin binding site. These two
domains are connected by a central α-helix structure (Figure 1). The FERM domain, which
is composed of three structural modules (F1, F2 and F3), forms a compact clover-shaped
structure [1] and is involved in the binding of membrane proteins, as well as scaffold
proteins as reviewed previously [2–4].

Figure 1. Schematic structure of ERM proteins. ERM proteins are divided into three parts; that is, the
N-terminal FERM domain (296 amino acid residues), the central α-helix structure, and the C-terminal
F-actin binding domain shown in a blue box (90 amino acid residues). The FERM domain consists
of three lobes (F1, F2, and F3) which form a compact clover-shaped structure. An asterisk in the
C-terminal F-actin binding domain represents a functionally important Thr residue (Thr567) which is
phosphorylated by several protein kinases. Amino acid numbers shown here are based on those of
mouse ezrin. The overall structure is conserved in all ERM proteins.
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Ezrin is one of the ERM family proteins. The function of ezrin is regulated by the
interaction between its N- and C-terminal domains. This interaction masks the binding sites
for membrane proteins located in the FERM domain, and the binding site for actin filaments
located in the C-terminal domain, which makes ezrin dormant in its closed conformation
(Figure 2) [2,4,5]. This property seems to be common among all ERM proteins. The closed
form of ezrin resides in the cytosolic fraction of cells. The binding of phosphatidylinositol
4,5-bisphosphate (PtdIns(4,5)P2) to the FERM domain (known as priming) [4,6] and the sub-
sequent phosphorylation of a threonine residue (Thr567) located in the C-terminal domain
by protein kinases such as lymphocyte-oriented kinase (LOK), STE20-like protein kinase
(SLK), and Rho kinase open the closed conformation into the active conformation [7–9]. In
these activation processes, ezrin is recruited from the cytoplasm (in a soluble inactive form)
to the membrane (in an insoluble active form), and oscillates between the open and closed
conformations by cycles of phosphorylation and dephosphorylation [8].

Figure 2. The function of ezrin is strictly regulated by the interaction between the N- and C-terminal
domains. The upper figure represents the inactive (or dormant) form of ezrin. In this form, the
N-terminal FERM domain interacts with the C-terminal domain, which makes ezrin inactive and
dormant. In the lower figure, the binding of PtdIns(4,5)P2 to the F3 lobe of the FERM domain
(amino acid numbers 253, 254, 262, and 263 shown by an upward red arrow) and the subsequent
phosphorylation of Thr567 residues (shown by a red asterisk) on the C-terminal domain by PKC, LOK,
SLK, or ROCK (shown by a downward red arrow) open the inactive form into the active form. The
activated ezrin is recruited to the apical membrane. These processes of activation seem to be common
among the ERM proteins.
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Here, we wish to introduce ezrin as a multifunctional protein. (1) Ezrin is a general
cross-linker which binds membrane proteins such as receptors, ion channels, and trans-
porters to the actin cytoskeleton directly or indirectly through scaffold proteins. It also
connects the extracellular matrix to the actin cytoskeleton. (2) Ezrin functions as a regulator
of G-protein-related proteins. (3) Ezrin acts as a scaffold protein which recruits proteins
involved in signal transduction. (4) Ezrin anchors cyclic AMP-dependent protein kinases
(A-kinases). (5) Ezrin is involved in the generation of cilia: ciliogenesis. (6) Ezrin is closely
linked with the metastatic progression of cancer. In fact, its high expression is linked to poor
survival in many cancers. (7) Ezrin regulates mRNA translation as one of the components
of the ribonucleoprotein complex.

We wish to introduce these points in detail in the following sections.

1. The Role of Ezrin as the Cross-Linker between Membrane Proteins and the
Actin Cytoskeleton

Ezrin is a protein which links membrane proteins such as receptors, ion channels, and
transporters to the actin cytoskeleton directly or indirectly through scaffold proteins, as
shown in Figure 3.

Figure 3. Ezrin functions as a cross-linker between membrane proteins and actin filaments directly or
indirectly via scaffold proteins. (Left) Ezrin directly cross-links cell adhesion molecules such as CD44
and actin filaments. In this case, ezrin plays a key role in intermolecular communication between
adhesion proteins attached to the extracellular matrix (ECM) and the actin cytoskeleton. (Right)
Ezrin cross-links ion channels (such as CFTR), transporters (such as NHE3, Npt2a), and receptors
(such as β2AR) to actin filaments indirectly via scaffold proteins such as NHERF1 (shown by orange
boxes and circle). In this case, ezrin binds to the ERM binding site (shown by an orange circle) of
scaffold proteins via the FERM domain (shown by clover-shaped green circles).
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1.1. Direct Interactions with Membrane Proteins

Proteins which directly bind to ezrin (or ERM proteins) are summarized, alongside
their functional roles, in Table 1.

Ezrin binds to cell adhesion proteins with a single transmembrane segment such as
CD44 (the receptor for hyaluronic acid), CD43, intercellular adhesion molecule (ICAM)-1
and 2, and L-selectin at the juxtamembrane amino acid sequences in their cytoplasmic
domains [10–12]. In macrophages, ezrin tethers CD44 to the actin cytoskeleton, and CD44
functions as a picket to limit the diffusion of the Fc receptor in the plasma membrane [13].
L-selectin is expressed in leukocytes and binds to ezrin in its resting state and during
early transendothelial migration. This interaction is involved in the recruitment of mono-
cytes to activated endothelial monolayers [14]. Therefore, ezrin plays a key role in the
intermolecular communication between adhesion proteins and the actin cytoskeleton.

Ezrin is also involved in the regulation of spatiotemporal organization and the forma-
tion of nanoclusters of membrane proteins [15]. Ezrin directly binds to several transporters
to regulate their surface expression and endocytosis. The protein Na+, H+-exchanger 1
(NHE1) contains a positively-charged ERM-binding motif in the C-terminal cytoplasmic
tail, which binds to the FERM domain of ezrin [16]. The ERM proteins, especially ezrin,
also directly bind to the P-glycoprotein (P-gp), which is a key player in multidrug-resistant
phenotypes in cancer. Ezrin increases the cell surface expression and transport functions of
P-gp [17]. Therefore, ezrin seems to play a key role in driving the multidrug resistance of
tumors [18]. Ezrin also directly binds to ATP11C-b, which translocates membrane phos-
pholipids as a flippase, at the FERM domain. ATP11C-b contains the quadruplet LLXY
amino acid sequence as a binding motif in its C-terminal cytoplasmic tail. Ezrin is not
directly involved in flippase activity but is important for stable polarized expression of
ATP11C-b [19].

Ezrin also binds to G-protein-related proteins and signaling molecules as described in
the following sections.

1.2. Indirect Interactions with Membrane Proteins

Proteins which indirectly bind to ezrin (or ERM proteins) are summarized, alongside
their functional roles, in Table 1.

Ezrin functions as a cross-linker between membrane proteins and the actin cytoskele-
ton indirectly through scaffold proteins. The scaffold proteins Na+/H+ exchanger regu-
latory factors (NHERF) 1 and 2, which contain two PDZ (PSD-95, Discs-large, and ZO-1)
domains, bind to the FERM domain of ezrin at their C-termini [20,21]. These PDZ domains
on the NHERFs interact with the PDZ-binding motifs (located at the C-termini) of mem-
brane proteins such as the cystic fibrosis transmembrane conductance regulator (CFTR) [22],
Na+, H+-exchanger 3 (NHE3) [23], Na+-dependent phosphate transporter 2a (Npt2a) [24],
and the β2-adrenergic receptor (β2AR) [25]. Consequently, multi-protein complexes linked
to the actin cytoskeleton are formed close to the membrane, which is important for the cell
surface expression and functional integration of membrane proteins.

1.3. The Role of Ezrin as a Regulator of Plasma Membrane Tension

Plasma membrane tension, which is responsible for many cellular functions such
as cell migration, endocytosis, differentiation, and osmoregulation is dominated by the
attachment of the actin cortex to the inner leaflet of the plasma membrane [26,27]. It is
regulated by the ERM proteins, especially ezrin, which are the cross-linkers between the
plasma membrane and the actin cytoskeleton. The membrane tension is increased by the
addition of PtdIns(4,5)P2 and by the activation of ezrin, whereas it is decreased by the
decreases in PtdIns(4,5)P2 and by the inactivation of ezrin via treatment with ezrin siRNA
or a small molecule inhibitor of ezrin (Figure 4) [27]. A decrease in membrane tension is
also found during the early differentiation of embryonic stem cells, which is initiated by a
β-catenin-mediated decrease in the phosphorylation of ERM proteins [28].
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Figure 4. Ezrin functions as a regulator of plasma membrane tension. Plasma membrane tension
is dominated by the attachment of actin filaments to the inner leaflet of the plasma membrane.
Ezrin plays an important role by linking PtdIns(4,5)P2 (shown in red) located in the inner leaflet
of the plasma membrane and the actin cytoskeleton. The membrane tension is increased by the
increased amounts of PtdIns(4,5)P2 and by the activation of ezrin (shown in the upper part of figure).
Conversely, it is decreased by the decreased amounts of PtdIns(4,5)P2 and by the inactivation of ezrin
(shown in the lower part of figure).

2. The Role of Ezrin as the Regulators of Rho-Related Proteins

Ezrin integrates Rho-GTPase signaling and functions as both an upstream and down-
stream effector of Rho GTPases to regulate cytoskeletal organization [29]. Ezrin is activated
by phosphorylation by Rho kinases, whereas it binds to Rho-related proteins to regulate
Rho GTPase activity.

2.1. Interactions with Rho Guanine Nucleotide Exchange Factors (Rho-GEFs)

Rho-GEFs catalyze the exchange of GDP for GTP combined with Rho GTPases, and
promote their activation. Here, we introduce two examples of such Rho-GEFs which
interact with ezrin.

Ezrin forms a complex with a Rho-GEF named “pleckstrin homology domain con-
taining family G with RhoGef domain member 6” (PLEKHG6) via its N-terminal FERM
domain (Figure 5a). Ezrin recruits PLEKHG6 and its effector, RhoG, to the apical pole of
epithelial cells, where PLEKHG6 activates RhoG and induces the formation of microvilli
and membrane ruffles and micropinocytosis, demonstrated in LLC-PK1 and A431 cells,
respectively [30].

Another example of a Rho-GEF which interacts with ezrin is the engulfment and
cell motility (ELMO) protein. ELMO interacts with DOCK1, a GEF of Rac1, and forms
the ELMO-DOCK1 complex. Ezrin binds to this complex and activates Rac1 in human
respiratory epithelial cells as shown in detail in Section 5 [31].
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Figure 5. Ezrin activates Rho GTPases. (a) RhoG (shown by blue circles) is activated by
ezrin/PLEKHG6 interactions. PLEKHG6 is shown by three tandem red boxes. DH and PH represent
Dbl homology domain and plekstrin homology domain, respectively. The N-terminal FERM domain
of ezrin (shown by a green clover) binds to the C-terminal region (ezrin binding site) of PLEKHG6.
The Ezrin-PLEKHG6 complex activates its effector, RhoG, and finally induces the formation of mi-
crovilli and membrane ruffles. (b) ARF6 (shown by an orange circle) is activated by ezrin/ACAP4
interactions. ACAP4 is shown by a red box. Ezrin is phosphorylated at Ser66 and interacts with
ACAP4 phosphorylated at Thr545. The Ezrin/ACAP4 complex and activated ARF6 together induce
membrane fusion of intracellular tubulovesicles with the apical membrane.

2.2. Interactions with GTPase-Activating Protein (GAP)

Ezrin phosphorylated at Ser66 by A-kinase functions as a scaffold for ACAP4 (espe-
cially ACAP4 phosphorylated at Thr545 by mammalian STE20-like protein kinase 4 (MST4)),
which acts as a GTPase-activating protein (GAP) for ADP-ribosylation factor 6 (ARF6) [32,33].
ARF6 is a small GTPase which regulates membrane trafficking and requires the ability
to cycle between active (GTP-bound) and inactive (GDP-bound) states for its function
(Figure 5b). Ezrin, ACAP4, and cycling ARF6 are all necessary for the membrane fusion
of intracellular vesicles with apical membranes and the proper localization of the gastric
proton pump for gastric acid secretion. In fact, ezrin knockdown mice show achlorhydria
and concomitant structural changes of the gastric glandular epithelia due to the impairment
of membrane fusion [34,35].

2.3. Interactions with Rho GDP-Dissociation Inhibitors (Rho-GDIs)

Rho-GDIs are inhibitory regulators of all Rho family members, and interact to stabilize
the inactive GDP-bound Rho GTPases. Ezrin interacts with Rho-GDI at the FERM domain.
This interaction rescues the GDP-bound Rho GTPase from the Rho-GDP/GDI-complex,
and activates Rho GTPase [36]. Here, we introduce an example of these effects on Rho-GDI
in glomerular podocytes.

Podocytes have characteristic long foot processes, and are involved in filtration in
Bowman’s capsules. Podocalyxin (PC) is a major sialoglycoprotein in podocytes, and
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regulates foot processes through the activation of a Rho family member, RhoA. Ezrin is
associated with PC, and recruits Rho-GDI from the Rho-GDP/GDI-complex to activate
RhoA and actin reorganization [37].

2.4. Functional Regulation of Ezrin by Rho-Associated Coiled-Coil Containing Kinase (ROCK)

ROCK is a downstream effector of RhoA [38,39], and directly phosphorylates myosin
light chains, inhibits myosin phosphatase, and induces the assembly of stress fibers [40].
ROCK also phosphorylates ezrin at Thr567. Y27632, a ROCK inhibitor, blocks ezrin phos-
phorylation and binding to the actin cytoskeleton [41].

3. The Role of Ezrin as a Scaffold Protein-Recruiting Proteins Involved in
Signal Transduction

Ezrin functions as a scaffold protein which recruits proteins involved in signal trans-
duction, and determines the survival of epithelial cells. The epidermal growth factor (EGF)
and hepatocyte growth factor (HGF) are major effectors that lead to the phosphorylation
and activation of ezrin.

3.1. EGF-EGFR Signaling

Ezrin is phosphorylated at Tyr145 (in the FERM domain) and Tyr353 (in the central
α-helix structure) in human A431 epidermoid carcinoma cells treated with EGF [42].
These phosphorylations are associated with the formation of microvillar-like surface struc-
tures [43], suggesting that ezrin interacts with the EGF receptor and promotes cellular
differentiation. Recently, Saygideger-Kont, et al. reported the interaction between ezrin and
EGFR in the same protein complex by immunoprecipitation, with their interaction being
increased by treatment with EGF in human non-small cell lung cancer (NSCLC) cells [44].
They also reported that the phosphorylation of ezrin enhanced the interaction between
ezrin and the EGFR. These results suggest that ezrin functions as a scaffold protein of the
EGFR (Figure 6a).

3.2. HGF-Met Signaling

Ezrin also plays a major role in HGF/Met signaling-induced morphogenic effects. It
is well-known that HGF interacts with its receptor Met, which possesses tyrosine kinase
activity [45]. One of the proteins recruited by the phosphorylated c-Met is a non-receptor
tyrosine kinase c-Src, which consequently phosphorylates ezrin at Tyr477. Finally, ezrin
phosphorylated in this way directly interacts with Fes tyrosine kinase (Figure 6b). The
interaction between Fes and ezrin at cell-cell contacts plays a major role in HGF-mediated
cell scattering, local invasion, and metastasis [46]. In fact, the Y477F ezrin mutant reduced
the number of lung metastasis events of breast carcinomas [47]. It was also reported that
HGF/Met signaling activates the transcriptional factor specificity protein 1 (Sp1) through
the MAPK pathway, and that activated Sp1 can in turn directly bind to the promotor of the
ezrin gene and regulate its transcription in melanomas [48].

3.3. CD95 (APO-1/Fas)-Mediated Apoptosis

Ezrin is also involved in CD95 (APO-1/Fas)-mediated apoptosis. CD95, a member
of the death receptor family, recruits the adaptor molecule Fas-associated death domain
(FADD) protein and caspase 8, and forms the death-inducing signaling complex (DISC) to
activate the apoptotic cascade [49]. Ezrin binds with CD95 at the FERM domain (amino
acids 149–168) and cross-links CD95 and the actin cytoskeleton [50], which is an important
initial event leading to DISC formation (Figure 6c) [49,51,52]. During the course of CD95
stimulation in Jurkat cells, ezrin is phosphorylated at Thr567 by ROCK in a Rho-dependent
manner [53].
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Figure 6. Ezrin is involved in several patterns of signal transduction. (a) In EGF signaling, ezrin
cross-links the EGFR (shown by a couple of blue boxes) and actin filaments. In this process, ezrin
itself is phosphorylated and activated by EGFR and other kinase(s) at Tyr145, Tyr353 and Thr567.
(b) In HGF signaling, HGF binds its receptor tyrosine kinase, Met (shown by a couple of blue
boxes), which phosphorylates a non-receptor tyrosine kinase, c-Src (shown by a yellow box). Ezrin is
phosphorylated by c-Src at Tyr477, and interacts with Fes tyrosine kinase (shown by a green circle).
Thus, Fes is indirectly cross-linked with the actin cytoskeleton, recruited at the sites of cell-cell contact,
and functions in cell invasion and metastasis. (c) Ezrin cross-links the receptor of death ligand,
CD95/Fas (shown by a blue box), and the actin cytoskeleton, which is followed by the association of
FADD and caspase 8 to form the DISC complex for apoptosis. Rho (shown by a yellow circle) and
ROCK (shown by a green box) also associate with the complex. (d) Ezrin binds to the regulatory
subunit of PI3-kinase, p85 (shown by a red circle). PI3-kinase synthesizes PtdIns(3,4,5)P3, which
activates its downstream target, protein kinase AKT, and protects against apoptosis.

3.4. PI3-Kinase-AKT Signaling

Ezrin functions as a scaffold protein in the phosphatidylinositol 3-kinase (PI3-kinase)
Akt pathway. Ezrin interacts with the regulatory subunit of PI3-kinase, p85 at the N-
terminal FERM domain, and the phosphorylated Tyr353 (Figure 6d). The PI3-kinase acti-
vates its downstream target, protein kinase AKT, and protects cells against apoptosis [54].

4. The Role of Ezrin as the Protein Kinase A (PKA)-Anchoring Protein (AKAP)

Ezrin functions as a protein-kinase-A-anchoring protein (AKAP) which recruits the
regulatory subunit of PKA into proximity with its substrates for their effective phosphory-
lation [55]. Ezrin binds to a type II A-kinase regulatory subunit RII at the α−helix structure
between the FERM domain and actin-binding domain (between amino acids 373 and
439) [55]. Ezrin binds to CFTR or NHE3 via the scaffold protein NHERF1 (EBP50) at the
N-terminal FERM domain, on the other hand, it binds to the A-kinase regulatory subunit
as an AKAP (Figure 7). CFTR is activated by cAMP-dependent phosphorylation at the
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regulatory (R) domain. Therefore, the CFTR-AKAP (ezrin)-PKA association can provide
the necessary specificity for the phosphorylation-dependent regulation of CFTR channel
gating [56]. Therefore, ezrin plays an important role in sequestering PKA close to its target
proteins, CFTR and NHE3, for their effective phosphorylation [23,56].

Figure 7. Ezrin functions as an AKAP for the efficient phosphorylation of CFTR. The function of
CFTR is regulated by phosphorylation of its regulatory domain (shown by a pink circle with a letter
of R) by protein kinase A (PKA) (shown by a yellow circle with a letter of PK). Ezrin simultaneously
binds to a regulatory subunit of PKA directly, and CFTR via a scaffold protein, NHERF1 (shown by
orange boxes and circle). This CFTR-AKAP (ezrin)-PKA association on the membrane provides the
necessary specificity for the phosphorylation-dependent regulation of the CFTR channel.

Similar roles of ezrin as an AKAP have been reported in several studies. One such
study observed the cAMP-dependent activation of gap junctions. Ezrin functions as
an AKAP, and recruits PKA into close proximity with connexin 43, which enables its
phosphorylation by PKA and the opening of gap junctions in cytotrophoblasts and liver
epithelial cell lines [57,58].

Ezrin also functions as an AKAP to mediate T cell repression by cAMP in the negative
signal pathway. In this process, ezrin recruits PKA Type I close to the C-terminal Src
kinase (Csk) to promote its phosphorylation. In this way, the phosphorylated Csk in turn
phosphorylates and inactivates lymphocyte-specific protein tyrosine kinase (Lck), which is
a downstream component of T cell receptor signaling [59,60].

ERM proteins (including ezrin) function as an AKAP to mediate axon guidance in
neuroblastomas in the netrin and its receptors, which are deleted in colorectal cancer
(DCC) signaling. In this process, ERM proteins recruit PKA close to DCC, which is re-
quired for proper netrin/DCC-mediated signaling in growth cone morphology and neurite
outgrowth [61].

5. The Role of Ezrin in Generation of Cilia, Ciliogenesis

F-actin plays essential roles in the generation of cilia: ciliogenesis. Ezrin functions
as an actin-binding protein which interacts with basal bodies (BBs) throughout the apical
region, and enables the generation of motile and primary cilia (Figure 8a,b). Ezrin also plays
a role in the activation of ciliary beating by cross-linking the β2AR to the actin cytoskeleton
for its stable expression in apical membranes (Figure 9).
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Figure 8. Ezrin functions as an F-actin binding protein for ciliogenesis. (a) In motile cilia, ezrin causes
apical actin enrichment via interaction with actin filaments. Subsequently, the accumulation of BBs
(shown by a black column) in the apical region promotes ciliary formation. Ezrin also interacts with
ELMO (shown by a red box), which binds to DOCK1 (shown by an orange box). ELMO localizes
along the axonemes and BBs in motile cilia. (b) When cells arrest in the G0 stage of the cell cycle, BB
arises from the mother centriole (shown by a black column) of the centrosome, and forms the base of
the primary cilium. In primary cilia, ELMO is localized at the mother centriole, whereas DOCK1 is
localized to both mother and daughter centrioles.

Figure 9. Ezrin links the β2AR to actin filaments for stable expression of the receptor at the cell
surface of airway ciliary cells. At the apical surface in motile ciliary cells, multiprotein complexes
consisting of β2AR-NHERF1-ezrin links to the actin cytoskeleton to efficiently activate ciliary beating
via the reception of procaterol.
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5.1. Roles in Motile Cilia

In the process of generating motile cilia, the accumulation of the actin cytoskeleton
in the apical region causes the apical expansion of multiciliated cells. This structuring of
the actin cytoskeleton leads to the orientation and docking of BBs to the apical membrane,
and enables the generation of motile cilia [62]. Ezrin is localized to the apical region of
airway ciliated cells, and is involved in the docking of BBs to the apical membrane. This
apical localization of ezrin disappears in the mice lacking the Forkhead box protein J1
(Foxj1), which is a master transcriptional factor required for ciliogenesis [63]. The loss of
Foxj1 caused a loss of the ability of BBs to anchor to the apical cytoskeleton due to calpain-
dependent degradation of ezrin and NHERF1. This in turn led to the disappearance of
axonemal formation in the apical region in mouse tracheas [64]. Similarly, in human airway
epithelial cells, treatment with interleukin-13 induced the loss of ezrin from the apical
region and subsequently resulted in the loss of cilia [65].

Ezrin also interacts with the ELMO protein, which binds to DOCK1. The ELMO-
DOCK1 complex functions as a GEF of Rac1. In human respiratory epithelial cells, ELMO
localizes along the ciliary axonemes and BBs. In Xenopus and zebrafish embryos, ELMO or
ezrin knockdown impaired BB docking and its correct spacing in the apical membrane [31].

In mouse airway ciliary cells, a β2AR agonist procaterol activates ciliary beating via
increasing intracellular cAMP concentration. Recently, we found that ezrin knockdown in
mice leads to the suppression of ciliary beating activated with procaterol, without changes
of ciliary morphology and BB orientation in the airway epithelium [25]. In this case, ezrin
functions as a cross-linker between β2AR and the actin cytoskeleton as reported in Section 1
(Figure 9).

5.2. Roles in Primary Cilia

Ezrin is also important for the generation of primary cilia, and their dysfunction causes
various ciliopathies. The generation of primary cilia is disturbed by the loss of binding of
ezrin to F-actin in zebrafish embryos, which was found in via ezrin knockdown using a
translation-blocking morpholino (TB-MO) [31]. In fact, ezrin knockdown causes prominent
hydrocephalus and pronephric cyst formation. These symptoms are characterized by
primary ciliary dyskinesia in zebrafish embryos. In addition, the overexpression of either
a phosphorylation-deficient (T564A) or phosphorylation-mimetic mutant ezrin (T564D)
caused pronephric cyst formation [31]. In pronephric tubules of zebrafish embryos, the
knockdown of ELMO, DOCK1, or Rac1 increased ezrin phosphorylation, accompanied by
prominent pronephric cyst formation. The overexpression of a phosphorylation-deficient
ezrin (T564A) mutant prevented this pronephric cyst formation [31]. These results further
suggest that ezrin is a key protein which regulates the formation of primary cilia through
its phosphorylation by ELMO/DOCK1/Rac1.

Inositol polyphosphate 5-phosphatase E (INPP5E) hydrolyses the 5-phosphate of
PtdIns(3,4,5)P3 and is co-localized with ezrin at the apical region. Its gene is one of the
causative genes of Joubert Syndrome (JBTS). The mutations of this gene cause primary
cilium signaling defects, ciliary instability, and ciliopathies. It is interesting that the overex-
pression of the ezrin gene rescued the loss of primary cilia found in INPP5E knockdown
zebrafish embryos. Therefore, ezrin plays important roles in the accumulation of F-actin in
the apical region via its binding to PtdIns(4,5)P2 [66].

6. The Roles of Ezrin in Cancer

High expression of ezrin is linked to poor survival in many cancers, including carcino-
mas of the breast [67,68], esophagus [69], tongue [70], lung (non-small-cell lung cancer) [71],
stomach [72], endometrium [73], and osteosarcoma [74], rhabdomyosarcoma [75], soft tis-
sue sarcomas [76] and melanomas [77], and brain astrocytic tumors [78] except for bladder
tumors. Athanasopoulou, et al. reported that the down-regulation of ezrin in urothelial
bladder tumors is associated with aggressive tumor features and invasiveness [79].
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Ezrin is a key regulatory protein and necessary component in the metastasis of these
tumors [67,74,75,80]. Meta-analysis suggests that ezrin is a potential prognostic marker in
cancer patients [81]. Ezrin is a potential prognostic biomarker especially for the recurrence
of breast cancer [82]. The ezrin corner score (ECS) which represents the expression of ezrin
in poorly differentiated clusters seems to be of potential value for the prognosis of colorectal
cancers [83].

One of the mechanisms in which ezrin is involved in metastasis is its role in the
induction of epithelial–mesenchymal transition (EMT) [68,84]. In tongue squamous cell
carcinomas (TSCCs), EGF induces EMT and metastasis through the phosphorylation of
ezrin at Tyr353 by the EGF receptor protein-tyrosine kinase, and the activation of AKT and
NF-kB [84].

In A549 lung cancer cells, a TGF-β1-induced EMT process was reported to be mediated
by the interaction between ezrin and podocalyxin. Suppressing ezrin expression limited
the morphological changes and actin filament remodeling, and decreased cell migration
and invasion during EMT [85].

The other mechanism by which ezrin is involved in invasion and metastasis is its inter-
action with CD44. CD44 is one of the key components determining the tumor-endothelial
interaction and tumor-stromal interactions [86]. A cluster of CD44 acts as a tumor promoter
by playing a role as a platform in the effective presentation of growth factors to their recep-
tors especially for receptor tyrosine kinases. In this process, ezrin acts as a link between
CD44 and the actin cytoskeleton as reported previously. However, it should be noted that
CD44 acts as a tumor suppressing factor in certain tumors such as neuroblastomas and
prostate cancers [87]. It was also reported that CD44 (CD44 containing variant exon v6
sequences) forms a complex with HGF and its receptor tyrosine kinase Met, and this com-
plex formation and the signal transfer from Met to MEK and Erk depend on the interaction
between CD44 and ezrin [88].

Recently, Xue, et al. reported that ezrin has a direct role in the control of the Hippo
pathway, which regulates organ size, cell fate, and carcinogenesis through the regulation
of cell proliferation and apoptosis. Ezrin phosphorylation (at Thr567) activates a transcrip-
tion factor, yes-associated protein (Yap1), which promotes gene expression involved in
cell proliferation and suppresses gene expression involved in apoptosis in hepatocellular
carcinomas (HCCs) [89]. Ezrin promotes pancreatic cancer cell proliferation and invasion
through the interaction with and nuclear translocation of YAP. YAP and ezrin are over-
expressed in pancreatic cancer, and their expression correlates with poor prognosis in
pancreatic cancer patients [90]. Ezrin also plays an important role in the maintenance of
the size/mechanical force and proliferation of skin fibroblasts through the interaction with
YAP. Its depletion inhibits fibroblast proliferation and mechanical force via impaired YAP
activity [91].

It should be noted that ezrin expression is up-regulated and correlates with HER2
expression in human HER2-positive breast cancer cell lines and invasive breast cancers
from human patients. Ezrin stabilizes the multiprotein complex consisting of HER2, plasma
membrane Ca2+-ATPase 2 (PMCA2), NHERF1, and HSP90 at the specialized membrane do-
main, which results in membrane retention of HER2 contributing to tumor progression [92].

7. The Role of Ezrin as the Regulator of mRNA Translation

Ezrin shows a novel (non-canonical) function as a regulator of mRNA translation.
According to proteomics studies of the mRNA complex (mRNA interactome), ezrin was
listed as one of the RNA binding proteins (RBPs) [93,94]. Therefore, ezrin seems to be a
component of a messenger ribonucleoprotein. Çelik, et al. reported that ezrin directly binds
with DEAD-box RNA helicase DDX3, which functions in a variety of RNA metabolism
pathways. Ezrin regulates the mRNA translation process by blocking the RNA helicase
activity of DDX3 [95].
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8. Small Molecules of Ezrin Inhibitor

Ezrin is a potential anti-metastatic target protein. Therefore, small molecule inhibitors
of ezrin should be considered as potential tools to block metastasis [82]. NSC305787
and NSC668394 (Figure 10) are small molecule inhibitors which directly bind to ERM
proteins [96]. They inhibit ezrin phosphorylation at Thr567 which results in decreased
expression of the Rho pathway and reduced filopodia formation in ectopic endometrial
stromal cells [97]. NSC305787 also inhibited the pulmonary metastasis of osteosarco-
mas [98]. The systemic inhibition of ezrin by NSC668394 suppresses the migration and
metastasis of breast cancer cells at the distal axillary lymph node and lungs [99]. Çelik, et al.
reported that MMV667492 (Figure 9), which is a quinolone-based derivative, exhibited
more potent anti-ezrin activity including inhibition of metastasis of osteosarcoma compared
to NSC305787 [100].

Figure 10. The chemical structures of ezrin inhibitors, NSC305787, NSC668394, and MMV667492.

9. Conclusions

As introduced in the previous sections, ezrin is a multi-functional protein associated
with cortical actin filaments, which is involved in cell migration, endocytosis, survival,
signal transduction, and translational regulation, and so on. Its function is strictly regulated
by many signal molecules through phosphocycling and dynamic conformational changes.
In fact, its up-regulation through overexpression and/or hyper-activation is linked to poor
prognosis in many kinds of tumors. Therefore, ezrin has been attracting attention not only
from the viewpoints of basic sciences but also from the clinical points of view. Future
studies are awaited.
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Table 1. Ezrin-binding proteins and their functional roles.

Proteins Functional Roles (Cell/Tissue)

Direct Interactions:
Membrane Proteins:

CD44 Cell surface adhesion receptor involved in cell-cell and
cell-matrix interactions [10].

CD43 Sialoglycoprotein involved in T cell activation (in
leukocyte) [11].

ICAM-2 Ig-like cell adhesion molecule (in leukocyte and
endothelial cell) [11].

ICAM-1 Ig-like cell adhesion molecule (in leukocyte and
endothelial cell) [12].

L-selectin Cell adhesion molecule which induces leukocyte
transendothelial migration (in leukocyte) [14].

NHE1 Transporter exchanging protons for sodium ions (in
fibroblast and renal tubule) [16].

P-gp Multidrug resistance (in intestine, renal tubule and
hepatocyte) [17].

ATP11C-b Phospholipid flippase (in leukocyte) [19].

NHERF1 (EBP50) Scaffold protein: apical localization of membrane
protein [20].

NHERF2 Scaffold protein: apical localization of membrane
protein [21].

Podocalyxin Sialoglycoprotein which forms the glomerular filtration
slits (podocyte) [37].

CD95 Death receptor (in leukocyte) [50].

Rho-related proteins:

PLEKHG6 Scaffold protein: apical localization of membrane
protein [30].

RhoG Formation of microvilli and membrane ruffles [30].

ELMO Ciliary basal body migration [31].

ACAP4 Localization of the gastric proton pump for gastric acid
secretion [32,33].

Rho GDI Reorganization of actin filaments [36].

AKAP:

PKA cAMP-dependent protein kinase; parietal cell activation,
CFTR-activation [55,56].

Indirect interactions:
Membrane proteins:

CFTR Chloride channel (in lung, intestine and renal
tubule) [22].

NHE3 Transporter exchanging protons for sodium ions (in
gastrointestinal tract and renal tubule [23].

Npt2a Sodium-dependent phosphate transporter (in renal
tubule) [24].

β2AR Adrenergic receptor (in airway) [25].
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44. Saygideğer-Kont, Y.; Minas, T.Z.; Jones, H.; Hour, S.; Çelik, H.; Temel, I.; Han, J.; Atabey, N.; Erkizan, H.V.; Toretsky, J.A.; et al.
Ezrin Enhances EGFR Signaling and Modulates Erlotinib Sensitivity in Non-Small Cell Lung Cancer Cells. Neoplasia 2016, 18,
111–120. [CrossRef]

45. Gherardi, E.; Sandin, S.; Petoukhov, M.V.; Finch, J.; Youles, M.E.; Ofverstedt, L.G.; Miguel, R.N.; Blundell, T.L.; Woude, G.F.V.;
Skoglund, U.; et al. Structural basis of hepatocyte growth factor/scatter factor and MET signalling. Proc. Natl. Acad. Sci. USA
2006, 103, 4046–4051. [CrossRef]

46. Naba, A.; Reverdy, C.; Louvard, D.; Arpin, M. Spatial recruitment and activation of the Fes kinase by ezrin promotes HGF-induced
cell scattering. EMBO J. 2008, 27, 38–50. [CrossRef]

47. Mak, H.; Naba, A.; Varma, S.; Shick, C.; Day, A.; SenGupta, S.K.; Arpin, M.; Eliott, B.E. Ezrin phosphorylation on tyrosine 477
regulates invasion and metastasis of breast cancer cells. BMC Cancer 2012, 12, 82. [CrossRef]

48. Huang, L.; Qin, Y.; Zuo, Q.; Bhatnagar, K.; Xiong, J.; Merlino, G.; Yu, Y. Ezrin mediates both HGF/Met autocrine and non-autocrine
signaling-induced metastasis in melanoma. Int. J. Cancer 2018, 142, 1652–1663. [CrossRef]

49. Fais, S.; De Milito, A.; Lozupone, F. The role of FAS to ezrin association in FAS-mediated apoptosis. Apoptosis 2005, 10, 941–947.
[CrossRef]

50. Lozupone, F.; Lugini, L.; Matarrese, P.; Luciani, F.; Federici, C.; Iessi, E.; Margutti, P.; Stassi, G.; Malorni, W.; Fais, S. Identification
and relevance of the CD95-binding domain in the N-terminal region of ezrin. J. Biol. Chem. 2004, 279, 9199–9207. [CrossRef]

51. Algeciras-Schimnich, A.; Le Shen, L.; Barnhart, B.C.; Murmann, A.E.; Burkhardt, J.K.; Peter, M.E. Molecular Ordering of the Initial
Signaling Events of CD95. Mol. Cell Biol. 2002, 22, 207–220. [CrossRef] [PubMed]

52. Kim, T.-H.; Park, J.; Lee, J.-S.; Lee, H.-H. Effects of 1alpha, 25-dihydroxyvitamin D3 on programmed cell death of Ishikawa
endometrial cancer cells through ezrin phosphorylation. J. Obstet. Gynaecol. 2017, 37, 503–509. [CrossRef] [PubMed]

53. Hébert, M.; Potin, S.; Sebbagh, M.; Bertoglio, J.; Bréard, J.; Hamelin, J. Rho-ROCK-dependent ezrin-radixin-moesin phosphoryla-
tion regulates Fas-mediated apoptosis in Jurkat cells. J. Immunol. 2008, 181, 5963–5973. [CrossRef] [PubMed]

54. Gautreau, A.; Poullet, P.; Jouvard, D.; Arpin, M. Ezrin, a plasma membrane-microfilament linker, signals cell survival through the
phosphatidylinositol 3-kinase/Akt pathway. Proc. Natl. Acad. Sci. USA 1999, 96, 7300–7305. [CrossRef] [PubMed]

55. Dransfield, D.T.; Bradford, A.J.; Smith, J.; Martin, M.; Roy, C.; Mangeat, P.H.; Goldenring, J.R. Ezrin is a cyclic AMP-dependent
protein kinase anchoring protein. EMBO J. 1997, 16, 5–43. [CrossRef]

56. Sun, F.; Hug, M.J.; Bradbury, N.A.; Frizzell, R.A. Protein kinase A associates with cystic fibrosis transmembrane conductance
regulator via an interaction with ezrin. J. Biol. Chem. 2000, 275, 14360–14366. [CrossRef] [PubMed]

57. Pidoux, G.; Gerbaud, P.; Dompierre, J.; Lygren, B.; Solstad, T.; Evain-Brion, D.; Taskén, K. A PKA-ezrin-Cx43 signaling complex
controls gap junction communication and thereby trophoblast cell fusion. J. Cell Sci. 2014, 127, 4172–4185. [PubMed]

58. Dukic, A.R.; Haugen, L.H.; Pidoux, G.; Leithe, E.; Bakke, O.; Tasken, K. A protein kinase A-ezrin complex regulates connexin 43
gap junction communication in liver epithelial cells. Cell Signal. 2017, 32, 1–11. [CrossRef]

59. Ruppelt, A.; Mosenden, R.; Grönholm, M.; Aandahl, E.M.; Tobin, D.; Carlson, C.R.; Abrahamsen, H.; Herberg, F.W.; Carpén, O.;
Taskén, K. Inhibition of T cell activation by cyclic adenosine 5’-monophosphate requires lipid raft targeting of protein kinase A
type I by the A-kinase anchoring protein ezrin. J. Immunol. 2007, 179, 5159–5168. [CrossRef]

60. Cornez, I.; Tasken, K. Spatiotemporal control of cyclic AMP immunomodulation through the PKA-Csk inhibitory pathway is
achieved by anchoring to an Ezrin-EBP50-PAG scaffold in effector T cells. FEBS Lett. 2010, 584, 2681–2688. [CrossRef]

61. Deming, P.B.; Campbell, S.L.; Stone, J.B.; Rivard, R.L.; Mercier, A.L.; Howe, A.K. Anchoring of Protein Kinase A by ERM
(Ezrin-Radixin-Moesin) Proteins Is Required for Proper Netrin Signaling through DCC (Deleted in Colorectal Cancer). J. Biol.
Chem. 2015, 290, 5783–5796. [CrossRef]

62. Kulkarni, S.S.; Griffin, J.N.; Date, P.P.; Liem, K.F., Jr.; Khokha, M.K. WDR5 Stabilizes Actin Architecture to Promote Multiciliated
Cell Formation. Dev. Cell. 2018, 46, 595–610. [CrossRef] [PubMed]

63. Huang, T.; You, Y.; Spoor, M.S.; Richer, E.J.; Kudva, V.V.; Paige, R.C.; Seiler, M.P.; Liebler, J.M.; Zabner, J.; Plopper, C.G.; et al. Foxj1
is required for apical localization of ezrin in airway epithelial cells. J. Cell Sci. 2003, 116, 4935–4945. [CrossRef] [PubMed]

64. Gomperts, B.N.; Gong-Cooper, X.; Hackett, B.P. Foxj1 regulates basal body anchoring to the cytoskeleton of ciliated pulmonary
epithelial cells. J. Cell Sci. 2004, 117, 1329–1337. [CrossRef] [PubMed]

65. Gomperts, B.N.; Kim, L.J.; Flaherty, S.A.; Hackett, B.P. IL-13 Regulates Cilia Loss and foxj1 Expression in Human Airway
Epithelium. Am. J. Respir. Cell Mol. Biol. 2007, 37, 339–346. [CrossRef]

66. Xu, W.; Jin, M.; Hu, R.; Wang, H.; Zhang, F.; Yuan, S.; Cao, Y. The Joubert Syndrome Protein Inpp5e Controls Ciliogenesis by
Regulating Phosphoinositides at the Apical Membrane. J. Am. Soc. Nephrol. 2017, 28, 118–129. [CrossRef] [PubMed]

67. Elliott, B.E.; Meens, J.A.; SenGupta, S.K.; Louvard, D.; Arpin, M. The membrane cytoskeletal crosslinker ezrin is required for
metastasis of breast carcinoma cells. Breast Cancer Res. 2005, 7, R365–R373. [CrossRef]

68. Li, N.; Kong, J.; Lin, Z.; Yang, Y.; Jin, T.; Xu, M.; Gun, J.; Chen, L. Ezrin promotes breast cancer progression by modulating AKT
signals. Br. J. Cancer 2019, 120, 703–713. [CrossRef]

69. Ling, Z.-Q.; Mukaisho, K.; Yamamoto, H.; Chen, K.-H.; Asano, S.; Araki, Y.; Sugihara, H.; Mao, W.-M.; Hattori, T. Initiation of
malignancy by duodenal contents reflux and the role of ezrin in developing esophageal squamous cell carcinoma. Cancer Sci.
2010, 101, 624–630. [CrossRef]

http://doi.org/10.1083/jcb.108.3.921
http://www.ncbi.nlm.nih.gov/pubmed/2646308
http://doi.org/10.1016/j.neo.2016.01.002
http://doi.org/10.1073/pnas.0509040103
http://doi.org/10.1038/sj.emboj.7601943
http://doi.org/10.1186/1471-2407-12-82
http://doi.org/10.1002/ijc.31196
http://doi.org/10.1007/s10495-005-0478-2
http://doi.org/10.1074/jbc.M305561200
http://doi.org/10.1128/MCB.22.1.207-220.2002
http://www.ncbi.nlm.nih.gov/pubmed/11739735
http://doi.org/10.1080/01443615.2016.1271777
http://www.ncbi.nlm.nih.gov/pubmed/28421904
http://doi.org/10.4049/jimmunol.181.9.5963
http://www.ncbi.nlm.nih.gov/pubmed/18941185
http://doi.org/10.1073/pnas.96.13.7300
http://www.ncbi.nlm.nih.gov/pubmed/10377409
http://doi.org/10.1093/emboj/16.1.35
http://doi.org/10.1074/jbc.275.19.14360
http://www.ncbi.nlm.nih.gov/pubmed/10799517
http://www.ncbi.nlm.nih.gov/pubmed/25052094
http://doi.org/10.1016/j.cellsig.2017.01.008
http://doi.org/10.4049/jimmunol.179.8.5159
http://doi.org/10.1016/j.febslet.2010.04.056
http://doi.org/10.1074/jbc.M114.628644
http://doi.org/10.1016/j.devcel.2018.08.009
http://www.ncbi.nlm.nih.gov/pubmed/30205038
http://doi.org/10.1242/jcs.00830
http://www.ncbi.nlm.nih.gov/pubmed/14625387
http://doi.org/10.1242/jcs.00978
http://www.ncbi.nlm.nih.gov/pubmed/14996907
http://doi.org/10.1165/rcmb.2006-0400OC
http://doi.org/10.1681/ASN.2015080906
http://www.ncbi.nlm.nih.gov/pubmed/27401686
http://doi.org/10.1186/bcr1006
http://doi.org/10.1038/s41416-019-0383-z
http://doi.org/10.1111/j.1349-7006.2009.01470.x


Int. J. Mol. Sci. 2022, 23, 3246 18 of 19

70. Saito, S.; Yamamoto, H.; Mukaisho, K.; Sato, S.; Higo, T.; Hattori, T.; Yamamoto, G.; Sugihara, H. Mechanisms underlying cancer
progression caused by ezrin overexpression in tongue squamous cell carcinoma. PLoS ONE 2013, 8, e54881. [CrossRef]

71. Zhang, X.-Q.; Chen, G.-P.; Wu, T.; Yan, J.-P.; Zhou, J.-Y. Expression and clinical significance of ezrin in non-small-cell lung cancer.
Clin. Lung Cancer 2012, 13, 196–204. [CrossRef] [PubMed]

72. Bal, N.; Yildirim, S.; Nursal, T.Z.; Bolat, F.; Kayaselcuk, F. Association of ezrin expression in intestinal and diffuse gastric carcinoma
with clinicopathological parameters and tumor type. World J. Gastroenterol. 2007, 13, 3726–3729. [CrossRef] [PubMed]

73. Ohtani, K.; Sakamoto, H.; Rutherford, T.; Chen, Z.; Satoh, K.; Naftolin, F. Ezrin, a membrane-cytoskeletal linking protein, is
involved in the process of invasion of endometrial cancer cells. Cancer Lett. 1999, 147, 31–38. [CrossRef]

74. Khanna, C.; Wan, X.; Bose, S.; Cassaday, R.; Olomu, O.; Mendoza, A.; Yeung, C.; Gorlick, R.; Hewitt, S.; Helman, L.J. The
membrane-cytoskeleton linker ezrin is necessary for osteosarcoma metastasis. Nat. Med. 2004, 10, 182–186. [CrossRef]

75. Yu, Y.; Khan, J.; Khanna, C.; Helman, L.; Meltzer, P.S.; Merlino, G. Expression profiling identifies the cytoskeletal organizer ezrin
and the developmental homeoprotein Six-1 as key metastatic regulators. Nat. Med. 2004, 10, 175–181. [CrossRef]

76. Weng, W.-H.; Ahlen, J.; Astrom, K.; Lui, W.-O.; Larsson, C. Prognostic impact of immunohistochemical expression of ezrin in
highly malignant soft tissue sarcomas. Clin. Cancer Res. 2005, 11, 6198–6204. [CrossRef]

77. Ilmonen, S.; Vaheri, A.; Asko-Seljavaara, S.; Carpen, O. Ezrin in primary cutaneous melanoma. Mod. Pathol. 2005, 18, 503–510.
[CrossRef]

78. Geiger, K.D.; Stoldt, P.; Schlote, W.; Derouiche, A. Ezrin Immunoreactivity Is Associated with Increasing Malignancy of Astrocytic
Tumors but Is Absent in Oligodendrogliomas. Am. J. Pathol. 2000, 157, 1785–1793. [CrossRef]

79. Athanasopoulou, A.; Aroukatos, P.; Nakas, D.; Repanti, M.; Papadaki, H.; Bravou, V. Decreased ezrin and paxillin expression in
human urothelial bladder tumors correlate with tumor progression. Urol. Oncol. 2013, 31, 836–842. [CrossRef]

80. Song, Y.; Ma, X.; Zhang, M.; Wang, M.; Wang, G.; Ye, Y.; Xia, W. Ezrin Mediates Invasion and Metastasis in Tumorigenesis. Front.
Cell Dev. Biol. 2020, 8, 588801.

81. Li, J.; Wei1, K.; Yu, H.; Jin, D.; Wang, G.; Yu, B. Prognostic Value of Ezrin in Various Cancers: A Systematic Review and Updated
Meta-analysis. Sci. Rep. 2015, 5, 17903. [CrossRef] [PubMed]

82. Hoskin, V.; Ghaffari, A.; Elliott, B.E. Ezrin, more than a metastatic detERMinant? Oncotarget 2019, 10, 6755–6757. [CrossRef]
[PubMed]

83. Aikawa, A.; Fujita, H.; Kosaka, T.; Minato, H.; Kiyokawa, E. Clinicopathological significance of heterogeneic ezrin expression in
poorly differentiated clusters of colorectal cancers. Cancer Sci. 2019, 110, 2667–2675. [CrossRef] [PubMed]

84. Wang, Y.; Lin, Z.; Sun, L.; Fan, S.; Huang, Z.; Zhang, D.; Yang, Z.; Li, J.; Chen, W. Akt/Ezrin Tyr353/NF-kB pathway regulates
EGF-induced EMT and metastasis in tongue squamous cell carcinoma. Br. J. Cancer 2014, 110, 695–705. [CrossRef]

85. Chen, M.-J.; Gao, X.-J.; Xu, L.-N.; Liu, X.-H.; Liu, L.-X. Ezrin is required for epithelial-mesenchymal transition induced by TGF-β1
in A549 cells. Int. J. Oncol. 2014, 45, 1515–1522. [CrossRef]

86. Martin, T.A.; Harrison, G.; Mansel, R.E.; Jiang, W.G. The role of the CD44/ezrin complex in cancer metastasis. Crit. Rev. Oncol.
Hematol. 2003, 46, 165–186. [CrossRef]

87. Herrlich, P.; Morrison, H.; Sleeman, J.; Orian-Rousseau, V.; König, H.; Weg-Remers, S.; Ponta, H. CD44 acts both as a growth- and
invasiveness-promoting molecule and as a tumor-suppressing cofactor. Ann. N. Y. Acad. Sci. 2000, 910, 106–118. [CrossRef]

88. Orian-Rousseau, V.; Chen, L.; Sleeman, J.P.; Herrlich, P.; Ponta, H. CD44 is required for two consecutive steps in HGF/c-Met
signaling. Genes Dev. 2002, 16, 3074–3086. [CrossRef]

89. Xue, Y.; Bhushan, B.; Mars, W.M.; Bowen, W.; Tao, J.; Orr, A.; Stoops, J.; Yu, Y.; Luo, J.; Duncan, A.W.; et al. Phosphorylated Ezrin
(Thr567) Regulates Hippo Pathway and Yes-Associated Protein (Yap) in Liver. Am. J. Pathol. 2020, 190, 1427–1437. [CrossRef]

90. Quan, C.; Sun, J.; Lin, Z.; Jin, T.; Dong, B.; Meng, Z.; Piao, J. Ezrin promotes pancreatic cancer cell proliferation and invasion
through activating the Akt/mTOR pathway and inducing YAP translocation. Cancer Manag. Res. 2019, 11, 6553–6566. [CrossRef]

91. Quan, C.; Yan, Y.; Qin, Z.; Lin, Z.; Quan, T. Ezrin regulates skin fibroblast size/mechanical properties and YAP-dependent
proliferation. J. Cell Commun. Signal. 2018, 12, 549–560. [CrossRef] [PubMed]

92. Jeong, J.; Choi, J.; Kim, W.; Dann, P.; Takyar, F.; Gefter, J.V.; Friedman, P.A.; Wysolmerski, J.J. Inhibition of ezrin causes PKCalpha-
mediated internalization of erbb2/HER2 tyrosine kinase in breast cancer cells. J. Biol. Chem. 2019, 294, 887–901. [CrossRef]
[PubMed]

93. Baltz, A.G.; Munschauer, M.; Schwanhäusser, B.; Vasile, A.; Murakawa, Y.; Schueler, M.; Youngs, N.; Penfold-Brown, D.; Drew, K.;
Milek, M.; et al. The mRNA-bound proteome and its global occupancy profile on protein-coding transcripts. Mol. Cell. 2012, 46,
674–690. [CrossRef] [PubMed]

94. Castello, A.; Fischer, B.; Eichelbaum, K.; Horos, R.; Beckmann, B.M.; Strein, C.; Davey, N.E.; Humphreys, D.T.; Preiss, T.;
Steinmetz, L.M.; et al. Insights into RNA biology from an atlas of mammalian mRNA-binding proteins. Cell 2012, 149, 1393–1406.
[CrossRef] [PubMed]

95. Çelik, H.; Sajwan, K.P.; Selvanathan, S.P.; Marsh, B.J.; Pai, A.V.; Kont, Y.S.; Han, J.; Minas, T.Z.; Rahim, S.; Erkizan, H.V.; et al.
Ezrin Binds to DEAD-Box RNA Helicase DDX3 and Regulates Its Function and Protein Level. Mol. Cell Biol. 2015, 35, 3145–3162.
[CrossRef] [PubMed]

96. Bulut, G.; Hong, S.H.; Chen, K.; Beauchamp, E.M.; Rahim, S.; Kosturko, G.W.; Glasgow, E.; Dakshanamurthy, S.; Lee, H.S.;
Daar, I.; et al. Small molecule inhibitors of ezrin inhibit the invasive phenotype of osteosarcoma cells. Oncogene 2012, 31, 269–281.
[CrossRef] [PubMed]

http://doi.org/10.1371/journal.pone.0054881
http://doi.org/10.1016/j.cllc.2011.04.002
http://www.ncbi.nlm.nih.gov/pubmed/22137559
http://doi.org/10.3748/wjg.v13.i27.3726
http://www.ncbi.nlm.nih.gov/pubmed/17659733
http://doi.org/10.1016/S0304-3835(99)00272-4
http://doi.org/10.1038/nm982
http://doi.org/10.1038/nm966
http://doi.org/10.1158/1078-0432.CCR-05-0548
http://doi.org/10.1038/modpathol.3800300
http://doi.org/10.1016/S0002-9440(10)64816-X
http://doi.org/10.1016/j.urolonc.2011.07.003
http://doi.org/10.1038/srep17903
http://www.ncbi.nlm.nih.gov/pubmed/26632332
http://doi.org/10.18632/oncotarget.27227
http://www.ncbi.nlm.nih.gov/pubmed/31827718
http://doi.org/10.1111/cas.14093
http://www.ncbi.nlm.nih.gov/pubmed/31175699
http://doi.org/10.1038/bjc.2013.770
http://doi.org/10.3892/ijo.2014.2554
http://doi.org/10.1016/S1040-8428(02)00172-5
http://doi.org/10.1111/j.1749-6632.2000.tb06704.x
http://doi.org/10.1101/gad.242602
http://doi.org/10.1016/j.ajpath.2020.03.014
http://doi.org/10.2147/CMAR.S202342
http://doi.org/10.1007/s12079-017-0406-6
http://www.ncbi.nlm.nih.gov/pubmed/28889372
http://doi.org/10.1074/jbc.RA118.004143
http://www.ncbi.nlm.nih.gov/pubmed/30463939
http://doi.org/10.1016/j.molcel.2012.05.021
http://www.ncbi.nlm.nih.gov/pubmed/22681889
http://doi.org/10.1016/j.cell.2012.04.031
http://www.ncbi.nlm.nih.gov/pubmed/22658674
http://doi.org/10.1128/MCB.00332-15
http://www.ncbi.nlm.nih.gov/pubmed/26149384
http://doi.org/10.1038/onc.2011.245
http://www.ncbi.nlm.nih.gov/pubmed/21706056


Int. J. Mol. Sci. 2022, 23, 3246 19 of 19

97. Chen, C.; Ye, C.; Xia, J.; Zhou, Y.; Wu, R. Ezrin T567 phosphorylation regulates migration and invasion of ectopic endometrial
stromal cells by changing actin cytoskeleton. Life Sci. 2020, 254, 117681. [CrossRef]

98. Çelik, H.; Bulut, G.; Han, J.; Graham, G.T.; Minas, T.Z.; Conn, E.J.; Hong, S.-H.; Pauly, G.T.; Hayran, M.; Li, X.; et al. Ezrin
Inhibition Up-regulates Stress Response Gene Expression. J. Biol. Chem. 2016, 291, 13257–13270. [CrossRef]

99. Ghaffari, A.; Hoskin, V.; Turashvili, G.; Varma, S.; Mewburn, J.; Mullins, G.; Greer, P.A.; Kiefer, F.; Day, A.G.; Madarnas, Y.; et al.
Intravital imaging reveals systemic ezrin inhibition impedes cancer cell migration and lymph node metastasis in breast cancer.
Breast Cancer Res. 2019, 21, 12. [CrossRef]

100. Çelik, H.; Hong, S.H.; Colón-López, D.D.; Han, J.; Kont, Y.S.; Minas, T.Z.; Swift, M.; Paige, M.; Glasgow, E.; Toretsky, J.A.; et al.
Identification of Novel Ezrin Inhibitors Targeting Metastatic Osteosarcoma by Screening Open Access Malaria Box. Mol. Cancer
Ther. 2015, 14, 2497–2507. [CrossRef]

http://doi.org/10.1016/j.lfs.2020.117681
http://doi.org/10.1074/jbc.M116.718189
http://doi.org/10.1186/s13058-018-1079-7
http://doi.org/10.1158/1535-7163.MCT-15-0511

	The Role of Ezrin as the Cross-Linker between Membrane Proteins and the Actin Cytoskeleton 
	Direct Interactions with Membrane Proteins 
	Indirect Interactions with Membrane Proteins 
	The Role of Ezrin as a Regulator of Plasma Membrane Tension 

	The Role of Ezrin as the Regulators of Rho-Related Proteins 
	Interactions with Rho Guanine Nucleotide Exchange Factors (Rho-GEFs) 
	Interactions with GTPase-Activating Protein (GAP) 
	Interactions with Rho GDP-Dissociation Inhibitors (Rho-GDIs) 
	Functional Regulation of Ezrin by Rho-Associated Coiled-Coil Containing Kinase (ROCK) 

	The Role of Ezrin as a Scaffold Protein-Recruiting Proteins Involved in Signal Transduction 
	EGF-EGFR Signaling 
	HGF-Met Signaling 
	CD95 (APO-1/Fas)-Mediated Apoptosis 
	PI3-Kinase-AKT Signaling 

	The Role of Ezrin as the Protein Kinase A (PKA)-Anchoring Protein (AKAP) 
	The Role of Ezrin in Generation of Cilia, Ciliogenesis 
	Roles in Motile Cilia 
	Roles in Primary Cilia 

	The Roles of Ezrin in Cancer 
	The Role of Ezrin as the Regulator of mRNA Translation 
	Small Molecules of Ezrin Inhibitor 
	Conclusions 
	References

