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ERRATUM Open Access
Erratum to: Analysis of the mitochondrial
maxicircle of Trypanosoma lewisi, a
neglected human pathogen

Ruo-Hong Lin1†, De-Hua Lai1*†, Ling-Ling Zheng2, Jie Wu2, Julius Lukeš3,4, Geoff Hide5 and Zhao-Rong Lun1,2,5*
Unfortunately, after the publication of our work [1], we
noticed a typo and a mistake in Fig. 2. In Fig. 2, two
genes were both labelled with the same abbreviation
(ND1); these should have been labelled as ND1 (between
COII and GR3) and ND2 (between GR3 and ATPase6).
In addition, the orientation of ATPase6 should have
been the same as Cyb.
A corrected version of Fig. 2 is included below.
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Fig. 2 Diagram of the T. lewisi maxicircle. The diagram is composed
of four loops, from inner to outer are assembly coverage, assembled
contigs, PCR sequencing and gene organization, respectively
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