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Abstract: In this editorial for the Special Issue on ‘RNAi in insect pest control’, three important
applications of RNA interference (RNAi) in insects are briefly discussed and linked to the different
studies published in this Special Issue. The discovery of the RNAi mechanism revolutionized
entomological research, as it presented researchers with a tool to knock down genes, which is easily
applicable in a wide range of insect species. Furthermore, RNAi also provides crop protection
with a novel and promising pest control mode-of-action. The sequence-dependent nature allows
RNAi-based control strategies to be highly species selective and the active molecule, a natural
biological molecule known as double-stranded RNA (dsRNA), has a short environmental persistence.
However, more research is needed to investigate different cellular and physiological barriers, such as
cellular uptake and dsRNA degradation in the digestive system in insects, in order to provide efficient
control methods against a wide range of insect pest species. Finally, the RNAi pathway is an important
part of the innate antiviral immune defence of insects, and could even lead to applications targeting
viruses in beneficial insects such as honeybees in the future.
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1. Introduction

In 1998, a breakthrough paper from the lab of Andrew Fire and Craig Mello was published in
Nature, reporting that the introduction of a target gene-specific double-stranded RNA (dsRNA)
into the nematode Caenorhabditis elegans led to an efficient gene expression knockdown [1].
Although RNAi-effects had already been observed much earlier in plants, such as fungi and C. elegans,
this was the first time researchers could prove that dsRNA was the trigger [2]. In the following years,
the different RNAi-related pathways were further elucidated in nematodes [3–10]. It also quickly
became apparent that these pathways were evolutionarily conserved throughout all eukaryotes and
were involved in various processes, including antiviral defence (small interfering RNA or siRNA
pathway), internal gene regulation (microRNA or miRNA pathway) and protection of the genome
against transposons (piwi-interacting RNA or piRNA pathway) [11–14]. In insects, these three
pathways largely operate through different (but related) effector proteins, although some interaction
between them has been suggested [15].

The pathway that was first discovered by Fire and colleagues in C. elegans was the siRNA pathway,
which is triggered by exogenous double-stranded RNA. In insects, this pathway is very important as
part of the innate immune system, offering a first line of defence against viral infections [16]. While this
pathway evolved to deal with viral dsRNA in the cell, leading to silencing of crucial viral genes,
researchers can exploit this system to introduce exogenous dsRNA, targeting an endogenous gene in
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the cell. This discovery has led to a revolution in invertebrate molecular biology research, and also in
insects, since it allowed for functional genomics loss-of-function studies in non-model species [17].
In 2007, two studies also delivered a proof-of-concept that RNAi could be a promising mode-of-action
for pest control products [18,19]. The strategy here would be to effectively silence essential genes in
a pest organism, leading to the death of the pest. This approach could offer major benefits from a
biosafety point of view, due to its high species-selectivity and the short environmental fate of the active
molecule [20].

2. RNAi as a Functional Genomics Tool in Insect Research

Before the RNAi breakthrough, most molecular and genetic research in insects was conducted in
just a few model insects, such as Drosophila melanogaster and Tribolium castaneum. The discovery of
RNAi allowed researchers to conduct loss-of-function experiments in a much wider range of insect
species for which it was much more difficult to obtain stable mutants. Some of the earliest examples
include studies in honeybees [21], mosquitoes [22], moths [23] and also non-insect arthropods such
as ticks [24]. Over the past twenty years, RNAi protocols have been developed and described for a
large number of insect species and a plethora of functional genomics studies have been conducted
in non-model insects and have given us insight into the genomic and functional diversity within the
insect clade [20].

In the current Special Issue, Ji et al. [25] used RNAi to investigate the role of the so-called
imitation switch (ISWI) gene in temperature tolerance in the whitefly Bemisia tabaci. The research
showed that expression of this gene is inducible by thermal stress and silencing of the gene led to a
significantly reduced tolerance to both heat and cold stress. Another study investigated the role of
the β-N-acetylglucosaminidase 2 encoding gene (LsNAG2) in the development of the cigarette beetle
Lasioderma serricorne [26]. In 5th instar larvae, knockdown of LsNAG2 led to significantly reduced
expression of genes involved in chitin synthesis and eventually led to abnormal larval-pupal moulting.
Injection into pupa eventually led to abnormalities in adult eclosion and wing development.

These studies highlight the value of RNAi as a molecular tool, and while novel gene editing
techniques such as CRISPR-Cas9 will also revolutionize research in non-model insects, RNAi will
remain an important asset since it allows for transitive knockdown of a gene. Indeed, investigating
the function of genes which are crucial for the (early) development or for the survival of an organism
might be difficult using gene editing techniques. RNAi, on the other hand, allows researchers to—
to some degree—modulate the level of expression and the duration of knockdown by controlling the
dose of dsRNA that is administered.

3. RNAi-Based Insect Pest Control

Besides the application of RNAi in studying gene functions, its sequence-dependent mode of
action has, over the last decade, also drawn much interest to its exploitation for crop protection [27,28].
A growing number of research studies have confirmed that RNAi triggers such as artificial microRNAs
(amiRNAs), hairpin-structured RNAs (hpRNAs) and dsRNAs can be specifically designed to selectively
target the expression of specific genes or groups of similar gene sequences in a target organism. As such,
a target species or a group of species could be targeted while leaving non-target species unharmed [29,30].
This sequence-dependent mode of action, based on a natural molecule as the active ingredient, gives
RNAi unique features of efficiency and selectivity compared to other conventional agrochemicals.

For field application, the RNAi approach in the context of insect pest control can be applied
in planta, through the production of genetically modified (GM) crops expressing the RNAi trigger
against a target species. Several studies have highlighted the potential of this strategy in insect pest
control [18,19,31] and recently the first GM maize crop (MON87411), expressing dsRNA against the
western corn rootworm, Diabrotica virgifera virgifera, has received approval for cultivation in more
than 15 countries [32]. However, the GM RNAi-based approach faces several challenges ranging from
technical difficulties to transform some crop species, to expensive capital requirements and public
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acceptance of GM crops. These challenges have triggered research into alternative delivery strategies
that mainly rely on the exogenous application of dsRNA against target pests. Examples of such
delivery strategies include the spray of formulated dsRNA by itself or via microbes, root drenching,
seed soaking and trunk injection (reviewed by Taning et al. [27] and Joga et al. [28]). Exogenously
applied dsRNA via plants or directly on the target insect pest has been demonstrated in several studies
to induce RNAi-mediated silencing in the target pest.

In the current Special Issue, Lu et al. (2020) reported on the feasibility of significantly reducing
the survival of the pest beetle, Henosepilachna vigintioctopunctata, following exposure to exogenously
applied gene-specific dsRNA. By topically treating detached plant leaves with bacterially expressed
dsRNA targeting the Snf7 gene, which encodes an essential cellular component of endosomal sorting
complexes required for transport, they could successfully cause 98%, 88%, and 60% mortality in 1st
and 3rd instars, and adults after 10, 12, and 14 days, respectively. Similarly, Ullah et al. (2020) also
reported that survival and fecundity was significantly reduced by 41% and 48%, respectively, in the
cotton-melon aphid, Aphis gossypii, after exposure to dsRNA targeting the chitin synthase 1 gene.

These studies, among many others, highlight the potential of exploiting RNAi in pest control.
However, it should be noted that the choice and effectiveness of the RNAi-mediated delivery strategy
will ultimately depend on specific features of the target insect species in question, for example;
the effectiveness of the RNAi machinery, host–pathogen interaction mechanisms and structural
characteristics. One important barrier affecting RNAi efficacy for pest control is the stability of dsRNA
in the environment and in the insect digestive tract [33]. Proof of the impact of digestive nucleases
on RNAi efficacy was provided in the current Special Issue by Giesbrecht et al. [34] in the mosquito
Aedes aegypti. Co-delivery of dsRNA targeting two midgut-specific nucleases with dsRNA targeting a
reporter gene led to an increase in silencing efficiency compared to mosquitoes, which were not fed
the nuclease-specific dsRNA [34]. One way to address the dsRNA persistence issues could be the
application of bacteria producing insect-specific dsRNA, rather than application of naked dsRNA.
The bacteria could potentially lead to a longer persistence of the dsRNA in the environment and in the
insect. In the current Special Issue, Zhang et al. [35] provide proof that application of dsRNA-expressing
bacteria could be used to target the leaf beetle Plagiodera versicolora.

4. The Role of RNAi in Insect Immunity

Beyond pest control, RNAi can also be applied to protect beneficial insects against viral infections
or other pathogens, by aiding their natural immune system. As mentioned earlier, RNAi has evolved
naturally as an important first line of defence against viral pathogens in insects. Viral infections
generate virus-related dsRNAs, such as replication intermediates, the viral (dsRNA) genome itself,
virus-encoded siRNAs or viral transcript–genome hybrids. Those virus-related dsRNAs then trigger
the RNAi pathway, leading to a degradation of viral RNAs and eventually the restriction of viral
replication and protection of the host. In an attempt to use this natural pathway to improve the antiviral
response, several research papers have shown that injecting or even feeding bees with dsRNA that
specifically targets viral sequences can lead to lower infection rates [36–38]. This could lead to future
applications using RNAi to protect beneficial insects from viruses or other pathogens [39].

Further research on the role of RNAi in the innate immune response is also necessary to better
understand the cross-talking between RNAi and other immune pathways and to understand the effect
of viral or other infections on RNAi efficacy, as this can affect the potential application in pest control.
Further optimization and a more efficient RNAi induction by exogenous application of dsRNA is
needed for many insects. So far, research has always focused on the siRNA machinery in the search to
improve RNAi efficacy. However, from an immunity point of view, the picture is much more complex:
(1) the RNAi pathway includes three sub-pathways (siRNA, miRNA and piwiRNA). Application of
artificially synthesized dsRNA induces not only expression of the siRNA pathway core genes but also
those of the miRNA pathway, suggesting an interactive network of RNAi core genes in aphids [15].
In addition, the crosstalk between RNAi and other non-RNAi immune mechanisms (e.g., JAK/STAT)
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were also reported, reflecting the sophisticated immunity network of insects [40]. (2) Virus-encoded
suppressors can also inhibit the activity of the RNAi pathway. The increased use of next-generation
sequencing has led to the detection of novel viruses, especially RNA viruses, among which some have
been reported to closely interact with some components of the RNAi machinery. Additionally, insects
deal with various viruses. Studies in oriental fruit flies showed that multiple infections of various
virus species were detected and RNAi was comprehensively involved in processing the viral dsRNA,
thereby producing massive amounts of viral-derived siRNA [41]. Further studies are required to better
understand the detailed role of RNAi as a defence system against these newly reported viruses and
how these viruses counter the RNAi mechanism. (3) Since the siRNA pathway is first of all a key
antiviral pathway in insects, the fitness costs of exploiting this RNAi pathway on a large scale should
be considered. Could the exposure to RNAi-based products lead to effects in non-target organisms at
the level of the immune system? It has been described that exposure to non-specific dsRNAs leads to a
stimulation of the RNAi pathway and different immune pathways in bumblebees, for example [42,43].
However, whether this has any consequences in terms of fitness cost or whether it changes the capacity
to fight off viral or other infections has not been investigated so far.

For certain species, the insect–virome interactions vary, which may reflect different situations of
RNAi-based immunity in different insect pests. Therefore, further research into the characteristics
of RNAi’s natural role in insect immunity is required in various non-model species, including pests
and beneficial insects. This information will inform us on the role of the immune system on RNAi
efficacy and will help us in optimising the RNAi efficiency in coordination with RNAi’s nature role.
And vice versa, these investigations will also offer us more information on the effect of using the RNAi
technology on the immune system.

5. Conclusions

Here, we described some of the successes that have been achieved in RNAi insect research,
the promise RNAi holds in crop protection and the importance of RNAi in the insect antiviral
immune system. We also briefly discussed the studies published in the current RNAi Special Issue.
While RNAi-based pest control products are expected to come to the market in the next few years,
further research into the RNAi mechanism itself and the different barriers affecting RNAi efficacy will
be necessary to allow this technology to be used against a wider range of insect species. Furthermore,
challenges still lie ahead to assess and minimize the risk of off-target silencing and also to avoid the
possibility of resistance emergence to RNAi-based control. It is also worth noting that RNAi-based
control strategies are not envisaged as standalone pest control strategies, but should rather be part of a
synergistic approach in an integrated pest management (IPM) context, to improve the sustainability of
future pest control. Further research implementing this technology in IPM programs is therefore also
necessary in the future.

Funding: O.C. is a recipient of a postdoctoral fellowship by the Research Foundation—Flanders (FWO).
C.N.T.T. received funding from the Special Research Fund (BOF).

Acknowledgments: We thank all of the authors who contributed to this Special Issue.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Fire, A.; Xu, S.Q.; Montgomery, M.K.; Kostas, S.A.; Driver, S.E.; Mello, C.C. Potent and specific genetic
interference by double-stranded RNA in Caenorhabditis elegans. Nature 1998, 391, 806–811. [CrossRef]
[PubMed]

2. Montgomery, M.K. RNA interference—Historical overview and significance. In Methods in Molecular Biology;
Gott, J.M., Ed.; Humana Press: Totowa, NJ, USA, 2004; Volume 265, pp. 3–21.

3. Tabara, H.; Sarkissian, M.; Kelly, W.G.; Fleenor, J.; Grishok, A.; Timmons, L.; Fire, A.; Mello, C.C. The rde-1
gene, RNA interference, and transposon silencing in C. elegans. Cell 1999, 99, 123–132. [CrossRef]

http://dx.doi.org/10.1038/35888
http://www.ncbi.nlm.nih.gov/pubmed/9486653
http://dx.doi.org/10.1016/S0092-8674(00)81644-X


Insects 2020, 11, 415 5 of 6

4. Sijen, T.; Fleenor, J.; Simmer, F.; Thijssen, K.L.; Parrish, S.; Timmons, L.; Plasterk, R.H.A.; Fire, A. On the role
of RNA amplification in dsRNA-triggered gene silencing. Cell 2001, 107, 465–476. [CrossRef]

5. Parrish, S.; Fire, A. Distinct roles for RDE-1 and RDE-4 during RNA interference in Caenorhabditis elegans.
RNA 2001, 7, 1397–1402. [PubMed]

6. Alcazar, R.; Lin, R.; Fire, A. Transmission dynamics of heritable silencing induced by double-stranded RNA
in Caenorhabditis elegans. Genetics 2008, 180, 1275–1288. [CrossRef]

7. Winston, W.M.; Molodowitch, C.; Hunter, C.P. Systemic RNAi in C. elegans requires the putative
transmembrane protein SID-1. Science 2002, 295, 2456–2459. [CrossRef]

8. Feinberg, E.H.; Hunter, C.P. Transport of dsRNA into cells by the transmembrane protein SID-1. Science 2003,
301, 1545–1547. [CrossRef] [PubMed]

9. Winston, W.M.; Sutherlin, M.; Wright, A.J.; Feinberg, E.H.; Hunter, C.P. Caenorhabditis elegans SID-2 is required
for environmental RNA interference. Proc. Natl. Acad. Sci. USA. 2007, 104, 10565–10570. [CrossRef]

10. Hinas, A.; Wright, A.J.; Hunter, C.P. SID-5 Is an Endosome-Associated Protein Required for Efficient Systemic
RNAi in C. elegans. Curr. Biol. 2012, 22, 1938–1943. [CrossRef]

11. Tuschl, T.; Zamore, P.D.; Lehmann, R.; Bartel, D.P.; Sharp, P.A. Targeted mRNA degradation by
double-stranded RNA in vitro. Genes Dev. 1999, 13, 3191–3197. [CrossRef]

12. Schott, D.H.; Cureton, D.K.; Whelan, S.P.; Hunter, C.P. An antiviral role for the RNA interference machinery
in Caenorhabditis elegans. Proc. Natl. Acad. Sci. USA 2005, 102, 18420–18424. [CrossRef] [PubMed]

13. Lee, R.C.; Ambros, V. An extensive class of small RNAs in Caenorhabditis elegans. Science 2001, 294, 862–864.
[CrossRef] [PubMed]

14. Nishida, K.M.; Saito, K.; Mori, T.; Kawamura, Y.; Nagami-Okada, T.; Inagaki, S.; Siomi, H.; Siomi, M.C. Gene
silencing mechanisms mediated by Aubergine-piRNA complexes in Drosophila male gonad. RNA 2007,
13, 1911–1922. [CrossRef] [PubMed]

15. Yang, L.; Tian, Y.; Peng, Y.-Y.; Niu, J.; Wang, J.-J. Expression Dynamics of Core RNAi Machinery Genes in
Pea Aphids upon Exposure to Artificially Synthesized dsRNA and miRNAs. Insects 2020, 11, 70. [CrossRef]
[PubMed]

16. Gammon, D.B.; Mello, C.C. RNA interference-mediated antiviral defense in insects. Curr. Opin. Insect Sci.
2015, 8, 111–120. [CrossRef]

17. Belles, X. Beyond Drosophila: RNAi In Vivo and Functional Genomics in Insects. Annu. Rev. Entomol. 2010,
55, 111–128. [CrossRef]

18. Baum, J.A.; Bogaert, T.; Clinton, W.; Heck, G.R.; Feldmann, P.; Ilagan, O.; Johnson, S.; Plaetinck, G.;
Munyikwa, T.; Pleau, M.; et al. Control of coleopteran insect pests through RNA interference. Nat. Biotechnol.
2007, 25, 1322–1326. [CrossRef]

19. Mao, Y.-B.; Cai, W.-J.; Wang, J.-W.; Hong, G.-J.; Tao, X.-Y.; Wang, L.-J.; Huang, Y.-P.; Chen, X.-Y. Silencing a
cotton bollworm P450 monooxygenase gene by plant-mediated RNAi impairs larval tolerance of gossypol.
Nat. Biotechnol. 2007, 25, 1307–1313. [CrossRef] [PubMed]

20. Christiaens, O.; Dzhambazova, T.; Kostov, K.; Arpaia, S.; Joga, M.R.; Urru, I.; Sweet, J.; Smagghe, G. Literature
review of baseline information on RNAi to support the environmental risk assessment of RNAi-based GM
plants. EFSA Supporting Publ. 2018, 15, 1424E. [CrossRef]

21. Beye, M.; Hartel, S.; Hagen, A.; Hasselmann, M.; Omholt, S.W. Specific developmental gene silencing in the
honey bee using a homeobox motif. Insect Mol. Biol. 2002, 11, 527–532. [CrossRef] [PubMed]

22. Infanger, L.C.; Rocheleau, T.A.; Bartholomay, L.C.; Johnson, J.K.; Fuchs, J.; Higgs, S.; Chen, C.C.;
Christensen, B.M. The role of phenylalanine hydroxylase in melanotic encapsulation of filarial worrris in
two species of mosquitoes. Insect Biochem. Mol. Biol. 2004, 34, 1329–1338. [CrossRef] [PubMed]

23. Fabrick, J.A.; Kanost, M.R.; Baker, J.E. RNAi-induced silencing of embryonic tryptophan oxygenase in the
pyralid moth, Plodia interpunctella. J. Insect Sci. 2004, 4, 1–9. [CrossRef]

24. Aljamali, M.N.; Bior, A.D.; Sauer, J.R.; Essenberg, R.C. RNA interference in ticks: A study using histamine
binding protein dsRNA in the female tick Amblyomma americanum. Insect Mol. Biol. 2003, 12, 299–305.
[CrossRef]

25. Ji, S.-X.; Wang, X.-D.; Shen, X.-N.; Liang, L.; Liu, W.-X.; Wan, F.-H.; Lü, Z.-C. Using RNA Interference to
Reveal the Function of Chromatin Remodeling Factor ISWI in Temperature Tolerance in Bemisia tabaci Middle
East–Asia Minor 1 Cryptic Species. Insects 2020, 11, 113. [CrossRef]

http://dx.doi.org/10.1016/S0092-8674(01)00576-1
http://www.ncbi.nlm.nih.gov/pubmed/11680844
http://dx.doi.org/10.1534/genetics.108.089433
http://dx.doi.org/10.1126/science.1068836
http://dx.doi.org/10.1126/science.1087117
http://www.ncbi.nlm.nih.gov/pubmed/12970568
http://dx.doi.org/10.1073/pnas.0611282104
http://dx.doi.org/10.1016/j.cub.2012.08.020
http://dx.doi.org/10.1101/gad.13.24.3191
http://dx.doi.org/10.1073/pnas.0507123102
http://www.ncbi.nlm.nih.gov/pubmed/16339901
http://dx.doi.org/10.1126/science.1065329
http://www.ncbi.nlm.nih.gov/pubmed/11679672
http://dx.doi.org/10.1261/rna.744307
http://www.ncbi.nlm.nih.gov/pubmed/17872506
http://dx.doi.org/10.3390/insects11020070
http://www.ncbi.nlm.nih.gov/pubmed/31973072
http://dx.doi.org/10.1016/j.cois.2015.01.006
http://dx.doi.org/10.1146/annurev-ento-112408-085301
http://dx.doi.org/10.1038/nbt1359
http://dx.doi.org/10.1038/nbt1352
http://www.ncbi.nlm.nih.gov/pubmed/17982444
http://dx.doi.org/10.2903/sp.efsa.2018.EN-1424
http://dx.doi.org/10.1046/j.1365-2583.2002.00361.x
http://www.ncbi.nlm.nih.gov/pubmed/12421410
http://dx.doi.org/10.1016/j.ibmb.2004.09.004
http://www.ncbi.nlm.nih.gov/pubmed/15544946
http://dx.doi.org/10.1673/031.004.1501
http://dx.doi.org/10.1046/j.1365-2583.2003.00416.x
http://dx.doi.org/10.3390/insects11020113


Insects 2020, 11, 415 6 of 6

26. Yang, W.-J.; Xu, K.-K.; Yan, X.; Li, C. Knockdown of β-N-acetylglucosaminidase 2 Impairs Molting and Wing
Development in Lasioderma serricorne (Fabricius). Insects 2019, 10, 396. [CrossRef] [PubMed]

27. Taning, C.N.; Arpaia, S.; Christiaens, O.; Dietz-Pfeilstetter, A.; Jones, H.; Mezzetti, B.; Sabbadini, S.;
Sorteberg, H.G.; Sweet, J.; Ventura, V. RNA-based biocontrol compounds: Current status and perspectives to
reach the market. Pest Man. Sci. 2019, 76, 841–845. [CrossRef] [PubMed]

28. Joga, M.R.; Zotti, M.J.; Smagghe, G.; Christiaens, O. RNAi efficiency, systemic properties, and novel delivery
methods for pest insect control: What we know so far. Front. Physiol. 2016, 7, 553. [CrossRef]

29. Whyard, S.; Singh, A.D.; Wong, S. Ingested double-stranded RNAs can act as species-specific insecticides.
Insect Biochem. Mol. Biol. 2009, 39, 824–832. [CrossRef] [PubMed]

30. Bachman, P.M.; Bolognesi, R.; Moar, W.J.; Mueller, G.M.; Paradise, M.S.; Ramaseshadri, P.; Tan, J.;
Uffman, J.P.; Warren, J.; Wiggins, B.E.; et al. Characterization of the spectrum of insecticidal activity
of a double-stranded RNA with targeted activity against Western Corn Rootworm (Diabrotica virgifera virgifera
LeConte). Transgenic Res. 2013, 22, 1207–1222. [CrossRef] [PubMed]

31. Pitino, M.; Coleman, A.D.; Maffei, M.E.; Ridout, C.J.; Hogenhout, S.A. Silencing of Aphid Genes by dsRNA
Feeding from Plants. PLoS ONE 2011, 6, e25709. [CrossRef]

32. ISAAA. GM Approval Database. Available online: https://www.isaaa.org/gmapprovaldatabase/event/default.
asp?EventID=367 (accessed on 12 June 2020).

33. Christiaens, O.; Whyard, S.; Vélez, A.M.; Smagghe, G. Double-stranded RNA technology to control insect
pests: Current status and challenges. Front. Plant Sci. 2020, 11, 451. [CrossRef] [PubMed]

34. Giesbrecht, D.; Heschuk, D.; Wiens, I.; Boguski, D.; LaChance, P.; Whyard, S. RNA Interference Is Enhanced
by Knockdown of double-stranded RNases in the Yellow Fever Mosquito Aedes aegypti. Insects 2020, 11, 327.
[CrossRef]

35. Zhang, Y.; Xu, L.; Li, S.; Zhang, J. Bacteria-Mediated RNA Interference for Management of Plagiodera versicolora
(Coleoptera: Chrysomelidae). Insects 2019, 10, 415. [CrossRef] [PubMed]

36. Desai, S.D.; Eu, Y.J.; Whyard, S.; Currie, R.W. Reduction in deformed wing virus infection in larval and
adult honey bees (Apis mellifera L.) by double-stranded RNA ingestion. Insect Mol. Biol. 2012, 21, 446–455.
[CrossRef] [PubMed]

37. Piot, N.; Snoeck, S.; Vanlede, M.; Smagghe, G.; Meeus, I. The Effect of Oral Administration of dsRNA on
Viral Replication and Mortality in Bombus terrestris. Viruses 2015, 7, 3172–3185. [CrossRef] [PubMed]

38. Hunter, W.; Ellis, J.; Engelsdorp, D.v.; Hayes, J.; Westervelt, D.; Glick, E.; Williams, M.; Sela, I.; Maori, E.;
Pettis, J.; et al. Large-scale field application of RNAi technology reducing Israeli Acute Paralysis Virus
disease in honey bees (Apis mellifera, Hymenoptera: Apidae). PLoS Pathog. 2010, 6, se1001160. [CrossRef]

39. Niu, J.; Meeus, I.; Cappelle, K.; Piot, N.; Smagghe, G. The immune response of the small interfering RNA
pathway in the defense against bee viruses. Curr. Opin. Insect Sci. 2014, 6, 22–27. [CrossRef]

40. Kingsolver, M.B.; Hardy, R.W. Making connections in insect innate immunity. Proc. Natl. Acad. Sci. USA
2012, 109, 18639–18640. [CrossRef]

41. Zhang, W.; Gu, Q.; Niu, J.; Wang, J.-J. The RNA Virome and Its Dynamics in an Invasive Fruit Fly,
Bactrocera dorsalis, Imply Interactions between Host and Viruses. Microb. Ecol. 2020, in press. [CrossRef]

42. Wang, H.; Meeus, I.; Smagghe, G. Israeli acute paralysis virus associated paralysis symptoms, viral tissue
distribution and Dicer-2 induction in bumblebee workers (Bombus terrestris). J. Gen. Virol. 2016, 97, 1981–1989.
[CrossRef]

43. Wang, H.; Smagghe, G.; Meeus, I. The role of a single gene encoding the Single von Willebrand factor
C-domain protein (SVC) in bumblebee immunity extends beyond antiviral defense. Insect Biochem. Mol. Biol.
2017, 91, 10–20. [CrossRef] [PubMed]

© 2020 by the authors. Licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.3390/insects10110396
http://www.ncbi.nlm.nih.gov/pubmed/31717288
http://dx.doi.org/10.1002/ps.5686
http://www.ncbi.nlm.nih.gov/pubmed/31743573
http://dx.doi.org/10.3389/fphys.2016.00553
http://dx.doi.org/10.1016/j.ibmb.2009.09.007
http://www.ncbi.nlm.nih.gov/pubmed/19815067
http://dx.doi.org/10.1007/s11248-013-9716-5
http://www.ncbi.nlm.nih.gov/pubmed/23748931
http://dx.doi.org/10.1371/journal.pone.0025709
https://www.isaaa.org/gmapprovaldatabase/event/default.asp?EventID=367
https://www.isaaa.org/gmapprovaldatabase/event/default.asp?EventID=367
http://dx.doi.org/10.3389/fpls.2020.00451
http://www.ncbi.nlm.nih.gov/pubmed/32373146
http://dx.doi.org/10.3390/insects11060327
http://dx.doi.org/10.3390/insects10120415
http://www.ncbi.nlm.nih.gov/pubmed/31766384
http://dx.doi.org/10.1111/j.1365-2583.2012.01150.x
http://www.ncbi.nlm.nih.gov/pubmed/22690671
http://dx.doi.org/10.3390/v7062765
http://www.ncbi.nlm.nih.gov/pubmed/26110584
http://dx.doi.org/10.1371/journal.ppat.1001160
http://dx.doi.org/10.1016/j.cois.2014.09.014
http://dx.doi.org/10.1073/pnas.1216736109
http://dx.doi.org/10.1007/s00248-020-01506-9
http://dx.doi.org/10.1099/jgv.0.000516
http://dx.doi.org/10.1016/j.ibmb.2017.10.002
http://www.ncbi.nlm.nih.gov/pubmed/29074090
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	RNAi as a Functional Genomics Tool in Insect Research 
	RNAi-Based Insect Pest Control 
	The Role of RNAi in Insect Immunity 
	Conclusions 
	References

