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Fig. S1. Schematic diagrams of V. cholerae T3SS2a gene cluster. Alignment of genomic island with T3SS2 gene cluster was performed and visualized
using AliTV v.1.0.6 (Ankenbrand MJ, Hohlfeld S, Hackl T, Forster F. AliTV—interactive visualization of whole genome comparisons. PeerJ Comput
Sci 2017;3:e116). T3SS2 genes and trh gene were listed at the top. Genes on T3SS2 core region are shown in red. Genes conserved in V. cholerae are

shown in grey.
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Fig. S2. Immunoblot analysis of VspB2/VopD2 in culture supernatants (Sup) and bacterial pellets (Pellet). The production and secretion of effector
protein was observed in patient- and food-derived 0144 strains, but not in strains of other serogroup strains without T3SS gene cluster.
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