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Supplementary Figure 1: Leave-one-out plot of SNPs related to GERD and sepsis.
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Supplementary Figure 2: Leave-one-out plot of SNPs related to GERD and sepsis (28 day death).
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Supplementary Figure 3: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (ARO.PWY..chorismate.biosynthesis.I).
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Supplementary Figure 4: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway

abundance (X1CMET2.PWY..N10.formyl.tetrahydrofolate.biosynthesis).
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Supplementary Figure 5: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (PWY.6163..chorismate.biosynthesis.from.3.dehydroquinate).
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Supplementary Figure 6: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (PWYO0.1296..purine.ribonucleosides.degradation).
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Supplementary Figure 7: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (TRNA.CHARGING.PWY..tRNA.charging).
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Supplementary Figure 8: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (COMPLETE.ARO.PWY..superpathway.of.aromatic.amino.acid.biosynthesis).
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Supplementary Figure 9: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (PWY.7219..adenosine.ribonucleotides.de.novo.biosynthesis).
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Supplementary Figure 10: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (PWY.2941..L.lysine.biosynthesis.II).
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Supplementary Figure 11: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (PWY.7187..pyrimidine.deoxyribonucleotides.de.novo.biosynthesis.II).



rs1334297
rs9542729
rs12598916
rs942065
rs4713692 X
152023878 - :
rs324769 : -
rs7206608
rs2744961
rs2734839
rs2815749
rs7612999
rs12453010
rs9517313 %
151011407 - :
rs7942368 - 2 -
rs11762636
rs9529055 :
rs569356 &
rs7685686 : -
rs7241572
rs3766823 : o
rs1431196 -
rs1592757
rs1479405
rs1883842
rs215614
rs9615905
rs4300861
rs3863241
rs2164300 <
rs7675588 A .
rs2396766
rs2396133 : .
rs4382592 o
rs12357321 : -
rs10133111 x
rs329122 . -
rs9396740 :
rs9636202 3 -
rs1716171 :
rs12997558 : -
rs10837002 .
rs9940128 -
rs2782641 .
rs1937450 - % -
rs2838771 .
rs12967855
rs2106353
rs11953061
rs773109
52043539
rs7032155 :
rs903959 0
rs3793577
rs2240326
rs2834005

]

LR

All

' ' v ' '
0.0 0.1 02 03 04 0.5
MR | it sensitivi ysis for
‘G reflux di || id:ebi-a-GCST0000514' on "COLANSYN.PWY..colanic.acid. ing.blocks.bi || id:ebi-a-GCST90027456"

Supplementary Figure 12: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (COLANSYN.PWY..colanic.acid.building.blocks.biosynthesis).
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Supplementary Figure 13: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (PWY.6737..starch.degradation.V).



9396740

rs1021
rs1176263€
rs794236

rs37 3 -
rs1011407 :
rs2782641 - -
51195306
rs672266

)
255
NaganE:

733
3

tty

D) ) =t b O
a0 B

22335
Sguce
8633?«

BN TS

=R

@
2o
BHE

oy 4
~-NON OO

2

0.0 02 0.4 06
MR le 1t sensi ysis for
‘G phageal reflux disease || id-ebi-a-GCST90000514' on PWY.7013..L.1.2 propanediol. degradation || id:ebi-a-GCST90027606'

Supplementary Figure 14: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (PWY.7013..L.1.2.propanediol.degradation).
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Supplementary Figure 15: Leave-one-out plot of SNPs related to GERD and gut bacterial pathway
abundance (PYRIDOXSYN.PWY..pyridoxal.5..phosphate.biosynthesis.I).



rs10873850

rs12707570

rs9974959

rs73200771

rs12656915

rs136110

rs8052034

rs62018962

rs38127

rs6782393

rs61915762

rs3797252

All
-0.1 0.0

-0.3 -0.2
MR leave-one-out sensitivity analysis for
'ARO.PWY..chorismate.biosynthesis.||| id:ebi-a-GCST90027450' on 'Sepsis || id:ieu-b-4980'

Supplementary Figure 16: Leave-one-out plot of SNPs related to gut bacterial pathway abundance
(ARO.PWY..chorismate.biosynthesis.I) and sepsis.
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Supplementary Figure 17: Leave-one-out plot of SNPs related to gut bacterial pathway abundance
(ARO.PWY..chorismate.biosynthesis.) and sepsis(28 day death).
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Supplementary Figure 18: Leave-one-out plot of SNPs related to gut bacterial pathway abundance

(PWY.7219..adenosine.ribonucleotides.de.novo.biosynthesis) and sepsis.
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Supplementary Figure 19: Leave-one-out plot of SNPs related to gut bacterial pathway abundance

(TRNA.CHARGING.PWY..tRNA.charging) and sepsis(28 day death).



