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Abstract

The healthy cornea is remarkably resistant to infection, quickly clearing deliberately inocu-

lated bacteria such as Pseudomonas aeruginosa and Staphylococcus aureus. Contrasting

with the adjacent conjunctiva and other body surfaces, it also lacks a resident viable bacte-

rial microbiome. Corneal resistance to microbes depends on intrinsic defenses involving

tear fluid and the corneal epithelium. Dry eye, an ocular surface disease associated with dis-

comfort and inflammation, can alter tear fluid composition and volume, and impact epithelial

integrity. We previously showed that experimentally-induced dry eye (EDE) in mice does not

increase corneal susceptibility to P. aeruginosa infection. Here, we explored if EDE alters

corneal resistance to bacterial colonization. EDE was established in mice using scopol-

amine injections and dehumidified air-flow, and verified by phenol-red thread testing after 5

and 10 days. As expected, EDE corneas showed increased fluorescein staining versus con-

trols consistent with compromised epithelial barrier function. Confocal imaging using mT/

mG knock-in mice with red-fluorescent membranes revealed no other obvious morphologi-

cal differences between EDE corneas and controls for epithelium, stroma, and endothelium.

EDE corneas were imaged ex vivo and compared to controls after alkyne-functionalized D-

alanine labeling of metabolically-active colonizing bacteria, or by FISH using a universal

16S rRNA gene probe. Both methods revealed very few viable bacteria on EDE corneas

after 5 or 10 days (median of 0, upper quartile of� 1 bacteria per field of view for each group

[9–12 eyes per group]) similar to control corneas. Furthermore, there was no obvious differ-

ence in abundance of conjunctival bacteria, which included previously reported filamentous

forms. Thus, despite reduced tear flow and apparent compromise to corneal barrier function

(fluorescein staining), EDE murine corneas continue to resist bacterial colonization and

maintain the absence of a resident viable bacterial microbiome.

Introduction

Resident microbial communities (microbiomes) exist on most mucosal surfaces and play an

important role in maintaining tissue homeostasis. Remarkably, the murine cornea is devoid of
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a resident viable bacterial microbiome despite being constantly exposed to the environment

[1]. Its neighboring tissue, the conjunctiva, supports a population of resident bacteria (in mice

and in humans), albeit in fewer numbers compared to other mucosal surfaces, and these

microbes can contribute to ocular surface defense against infection [1–3]. Resistance of the

murine cornea to microbial colonization involves IL-1R and MyD88 [1], but multiple intrinsic

defenses likely contribute. These include; physical removal by tear fluid and eye-lid blinking

[4], antimicrobial properties of tear fluid [5], antimicrobial peptides expressed by ocular sur-

face epithelia [6–8], epithelial barrier function [9] and other components of innate immunity

[10, 11]. Ultimately, resistance to bacterial colonization is likely an important component of

the cornea maintaining a clarity critical for vision.

Dry eye is a multifactorial disease of the ocular surface characterized by loss of tear film

leading to symptoms of discomfort, inflammation and damage to the ocular surface [12]. Dry

eye disease (DED) is associated with several factors that could compromise corneal defenses

against microbial colonization. These include; altered tear film composition with decreased

antimicrobial factors [13], a loss of conjunctival goblet cells [14], and poor epithelial integrity

[15]. Indeed, it has been hypothesized that bacterial colonization may contribute to ocular sur-

face damage and inflammation observed during DED. Support for this hypothesis was derived

from several observations; a) low-dose tetracycline antibiotics that can help improve DED

symptoms inhibit bacterial virulence factor expression [16], b) increased dendritic cell density

in various forms of DED [17], and c) upregulation of the TLR4 receptor for bacterial lipopoly-

saccharide in DED [18].

Few studies have looked at the presence of ocular surface bacteria in association with DED.

One study used culture methods and 16S rRNA gene sequencing to look at the posterior lid

margin and lower conjunctival sac of human patients with DED compared to healthy controls

[19]. Conventional culture showed a slight increase in overall bacterial numbers in severe

DED, but no significant difference in the number of positive PCR swabs in normal versus

DED subjects [19]. Another study assessed differences in the ocular surface microbiome using

16S rRNA gene sequencing of conjunctival swabs in patients with DED associated with Sjog-

ren’s Syndrome, but found no difference in bacterial constituents between those patients and

controls [20]. Since both of these studies were conducted in human subjects, only the conjunc-

tiva was evaluated. It is not known if DED causes any changes in the ability of microbes to

associate with the human cornea.

In a previous study, we showed that experimentally-induced dry eye (EDE) did not increase

murine corneal susceptibility to colonization by deliberately-inoculated Pseudomonas aerugi-
nosa, and that corneal defense under EDE conditions involved surfactant protein D (SP-D)

[21]. More recently, we also showed that the healthy murine cornea and conjunctiva exhibit

very different microbial constituents, the cornea lacking a microbiome of viable resident bacte-

ria, the conjunctiva hosting viable bacterial filamentous forms [1]. Here, we tested if murine

EDE would compromise corneal resistance to colonization by viable environmental bacteria,

or those from the skin or conjunctiva, i.e. corneal resistance to hosting a resident viable bacte-

rial microbiome.

Results and discussion

EDE was established in female C57BL/6J mice, and eyes imaged by confocal microscopy after

using an alkyne-functionalized D-alanine (alkDala) to label metabolically-active bacteria (pep-

tidoglycan synthesis), and fluorescent in situ hybridization (FISH) with a universal bacterial

16S rRNA gene probe to detect viable bacteria in situ independently of peptidoglycan

synthesis.
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To establish EDE, mice were subjected to a 5-day or 10-day regimen of scopolamine injec-

tions and housed in dehumidified conditions (see Methods). After 5 or 10 days, aqueous tear

production was assessed using phenol red thread tear tests. EDE mice showed a 54.3% decrease

in tear production compared to controls after 10 days: a median of 0.5 mm thread wetness

(lower quartile 0.5 mm; upper quartile 0.875 mm) at 5 days, and median of 0.8 mm (lower

quartile 0.5 mm; upper quartile 1.0 mm) at 10 days versus a median of 1.75 mm (lower quartile

1.45 mm; upper quartile 2.2 mm) in 10 day controls (5 day controls were similar to 10 day con-

trols, not shown) (Fig 1A). Increased fluorescein staining in 10 day treated mice also indicated

the establishment of EDE (Fig 1B). However, those EDE mice did not exhibit any gross mor-

phological corneal defects in the epithelium, stroma or endothelium versus controls (Fig 1C).

Since dry eye disease has been associated with compromise to some defense mechanisms at

the ocular surface and the presence of epithelial defects, we hypothesized that EDE would

enable greater bacterial colonization on the otherwise ‘colonization-resistant’ cornea. Indeed,

an increased presence of bacteria could help explain inflammation and irritation associated

with dry eye disease. Eyes with EDE were subjected to alkDala labeling (see Methods) to detect

metabolically-active bacteria (Fig 2A). EDE mice corneas rarely had live bacteria detected: a

median of 0 bacteria per field of view (upper quartile of 1) after 5 days, a median of 0 bacteria

per field of view (upper quartile of 0) after 10 days both of which did not differ from control

corneas with a median of 0 bacteria per field of view (upper quartile of 1) after 10 days (Fig

2B). FISH labeling using a universal bacterial 16S rRNA gene probe corroborated the results

with alkDala in that viable bacteria were seldom detected on EDE mice or controls: each group

showed a median of 0 bacteria per field of view (upper quartiles� 1) (Fig 2C). Thus, both

methods showed that EDE did not enable corneal susceptibility to colonization by viable bacte-

ria from the environment or from neighboring tissues (i.e. skin and conjunctiva).

The abundance of viable bacteria on the conjunctiva of EDE mice and controls was also

examined using alkDala labeling since previous studies using 16S rRNA gene sequencing may

not have found differences in bacterial constituents on the conjunctiva due to detection of

nucleic acids and not live microbes [19, 20]. Similarly, standard culture methods have signifi-

cant limitations in the number and type of bacteria detected. Here, we determined if the pres-

ence of metabolically-active bacteria, including filamentous bacteria that we identified

previously in the murine conjunctiva [1], differed in EDE mice versus controls. AlkDala label-

ing revealed numerous metabolically-active bacteria, including those of filamentous morphol-

ogy, in the conjunctiva of EDE mice after 10 days, similar to controls (Fig 2D and 2E). Thus,

EDE did not appear to render the conjunctival surface more susceptible to bacterial coloniza-

tion. A caveat to this experiment, however, is that only the presence or absence of live bacteria

was tested. It remains possible that dry eye disease results in changes in the species of bacteria

present on the conjunctiva, as well as on the surrounding lid margins. Those changes, in turn,

could influence the nature of microbial components affecting ocular surface inflammatory

responses.

In summary, we used this EDE model previously to show that EDE did not compromise

corneal defenses against colonization by deliberately-inoculated P. aeruginosa [21]. This study

shows that EDE also does not compromise the ‘colonization-resistant’ state of the murine cor-

nea, i.e. the absence of a resident viable bacterial microbiome. The ability of the EDE cornea to

resist bacterial colonization, either from the environment or from bacterial residents of neigh-

boring tissues, skin of the eyelids and conjunctiva, occurs despite reduced tear production, epi-

thelial defects, and perhaps other reported compromise to ocular defenses, e.g. loss of

conjunctival goblet cells [14]. These findings may reflect a functional redundancy of multiple

corneal defenses in the context of EDE, and/or upregulation of others, e.g. surfactant protein-

D as shown by us previously in this model [21], or defensin antimicrobial peptides [22] to

PLOS ONE Cornea resistance to bacterial colonization in dry eye

PLOS ONE | https://doi.org/10.1371/journal.pone.0234013 May 29, 2020 3 / 9

https://doi.org/10.1371/journal.pone.0234013


Fig 1. Induction of experimental dry eye. A) Tear volumes in the eyes of C57BL/6J mice under dry eye (EDE) conditions

versus normal controls were measured using the phenol red thread tear test. EDE resulted in a significant decrease in tear

volume after 5 and 10 days of treatment versus 10 day controls. Tears were collected from the lateral canthus using a cotton

thread and reported as millimeters of wetted thread. Data are expressed as the median with lower and upper quartiles. ����

= P< 0.0001, Mann-Whitney U test, ns = not significant (5 mice per group). B) After induction of dry eye for 10 days,

representative photographs taken under the dissecting microscope demonstrate no overt changes to the ocular surface

with EDE (upper panels). However, increased fluorescein staining in the EDE mice (lower panels) indicate reduced

epithelial integrity. C) Transgenic C57BL/6J mice with red fluorescent cell membranes were sacrificed, then eyes

enucleated and glued onto a glass cover slip and covered in DMEM to retain viability. Eyes were imaged at 0.5 μm intervals

through the entire cornea. No differences in corneal morphology were detected between EDE and controls. Representative

examples of the epithelium, stroma, endothelium, and a 3D reconstruction are shown. All images were taken at 10 days.

https://doi.org/10.1371/journal.pone.0234013.g001
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compensate for EDE-induced pathological changes. Indeed, we previously showed that the

absence of a resident viable bacterial microbiome on the healthy murine cornea was associated

with IL-1R-dependent antimicrobial activity [1]. However, the identity of the factor(s)

involved in maintaining the colonization-resistant state of the murine cornea under healthy or

EDE conditions remains to be determined.

Materials and methods

Ethics statement

All procedures involving mice were carried out in accordance with a protocol (AUP-2016-08-

9021) approved by the Animal Care and Use Committee, University of California, Berkeley

which is an AAALAC accredited institution. The protocol adheres to PHS policy on the

humane care and use of laboratory animals, and the guide for the care and use of laboratory

animals. Procedures adhered to the ARVO Statement for the use of Animals in Ophthalmic

Vision Research.

Experimentally-induced dry eye (EDE) murine model

Six to twelve week old wild-type female C57BL/6J mice were used. In some studies, transgenic

mice with fluorescent red cell membranes (mT/mG knock-in mice) [23] mice were used.

These studies only involved female mice because in humans females have a higher incidence

and severity of the dry eye disease [24], and male mice tested did not tolerate the EDE protocol

requiring discontinuation of their inclusion. At the conclusion of experiments, mice were

euthanized by intraperitoneal injection of ketamine (80–100 mg/Kg) and xylazine (5–10 mg/

Kg) followed by cervical dislocation.

EDE was induced in mice as previously described [21]. Mice were given subcutaneous

injections of scopolamine hydrobromide three times a day (0.1 mL of 10 mg/mL for the first

three days and then 0.1 mL of 5 mg/mL for the next 2–7 days), alternating between right and

left flanks for a total of five or ten days. Animals were housed in mesh-sided cages and exposed

to continuous fan-generated air drafts with low humidity (35–40%). Litter matched controls

were housed in normal conditions. Each experimental group contained 5 to 6 mice. Aqueous

tear production was assessed by placing a phenol red cotton thread (Zone-Quick; FCI

Ophthalmics) in the lateral canthus for 1 min and reported as millimeters of wetted thread.

Fluorescein staining was done as previously described [1]. Eyes were rinsed with PBS after

induction of anesthesia. A drop (5 μL) of fluorescein solution (0.02%) was then added to the

ocular surface, and corneal epithelial integrity examined using a slit lamp. Each experiment

provided up to 12 eyes per group for analysis.

Fluorescence in situ hybridization (FISH)

Enucleated mouse eyes were fixed in paraformaldehyde (2%) for 1 h with shaking at room

temperature (RT). Bacterial hybridization was performed using a universal 16S rRNA gene

Fig 2. EDE did not alter the bacterial environment on the ocular surface. A) Representative confocal images of mouse corneas (upper panels)

and alkDala labeling (lower panels, using same image as above with the red channel removed) in control (10 days) and EDE corneas after 5 and

10 days. Bacteria were rarely identified on the corneas in either group. B) and C) Quantification of the number of bacteria detected per field of

view on the cornea of each eye imaged after AlkDala labeling (B) or FISH (C) expressed as the median with lower and upper quartiles for each

group (9–12 eyes per group). Control data shown = 10 days. NS, not significant, Kruskal-Wallis test with Dunn’s multiple comparison test. D)

Representative confocal images of alkDala labeling on the conjunctiva of 10 day control mice (upper panels) versus 10 day EDE mice (lower

panels). E) No significant differences were detected between control and EDE mouse conjunctivae at 10 days with regard to alkDala labeling

measured as average GFP intensity: control group median 24.62 (lower quartile 13.53; upper quartile 58.39) versus the EDE group median 18.18

(lower quartile 7.06; upper quartile 45.5) (9 eyes per group). NS, not significant, Mann-Whitney U test.

https://doi.org/10.1371/journal.pone.0234013.g002
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probe [Alexa488]-GCTGCCTCCCGTAGGAGT-[Alexa488] (Eurofins Genomics) as previously

described [1, 2]. Briefly, eyes were washed in 80% EtOH, 95% EtOH, and then PBS for 10 min

each with shaking at RT. Eyes were then placed in a hybridization buffer solution [NaCl (0.9

M), Tris-HCl (20 mM, pH 7.2) and SDS (0.01%)] and incubated at 55˚C for 30 min. The probe

was added to final concentration of 100 nM and incubated at 55˚C overnight. Eyes were then

transferred to wash buffer solution [NaCl (0.9 M) and Tris-HCl (20 mM, pH 7.2)] and washed

3 times for 10 min each with shaking at RT.

Alkyne functionalized D-alanine labeling

Labeling of live bacteria using an alkyne functionalized D-alanine (alkDala) biorthogonal

probe [25] on the ocular surface was done as previously described [1]. Enucleated eyes were

incubated in a solution of alkDala (10 mM) in Dulbecco’s Modified Eagle Medium (DMEM)

at 37˚C for 2 h. Eyes were then transferred to pre-chilled 70% EtOH and fixed for 20 min at

-20˚C. After rinsing, eyes were permeabilized in PBS containing Triton-X100 (0.5%) for 10

min with shaking at RT, then washed 3 times for 5 min each in PBS containing Triton-X100

(0.1%) and BSA (3%) with shaking at RT. Eyes were then transferred to the Click-labeling

cocktail [in PBS, TBTA (100 μM), CuSO4 (1 mM), sodium ascorbate (2 mM), 488 nm azide

fluorophore (10 μM), BSA (0.1 mg/mL)] for 1 h with shaking at RT.

Confocal microscopy

Murine eyeballs were imaged ex vivo as previously described [1, 10, 11]. Briefly, eyes were

fixed to a 12 mm glass coverslip with cyanoacrylate glue. The coverslip with eyeball was placed

in a 47 mm Petri dish and filled with PBS to cover the eyeball completely. Confocal imaging

was performed using an Olympus FV1000 confocal microscope. A 488 nm laser was used for

detection of bacteria labeled with alkDala or FISH, and a 559 nm laser used for detection of

red-fluorescent cellular membranes when appropriate, and a 635 nm laser used to obtain cor-

neal reflectance (excitation and emission at the same wavelength) when mice without fluores-

cent membranes were used. At least four randomly-chosen fields were imaged for each eye

(each field ~ 0.04 mm2) and fields examined from the corneal surface through the entire epi-

thelium in 0.5 μm steps. The total number of bacteria detected was then expressed as bacteria

per field of view. Three-dimensional images were reconstructed from z-stacks using IMARIS

software (Bitplane) which was also used to quantify detected bacteria.

Statistical analysis

Numerical data were expressed as a median with lower and upper quartiles for each experi-

mental group. Statistical significance of differences between was determined using the Mann-

Whitney U test (2 groups) or the Kruskal–Wallis test with Dunn’s multiple comparison test (3

groups). P values of< 0.05 were considered significant. In vivo EDE experiments were

repeated at least once.

Acknowledgments

Thanks to Dr. Karsten Gronert and Dr. Becca Flitter (University of California, Berkeley) for

assistance with the EDE model, and Dr. Carolyn Bertozzi (Stanford University) for provision

of the reagents for alkDala labeling.

Author Contributions

Conceptualization: Stephanie J. Wan, David J. Evans, Suzanne M. J. Fleiszig.

PLOS ONE Cornea resistance to bacterial colonization in dry eye

PLOS ONE | https://doi.org/10.1371/journal.pone.0234013 May 29, 2020 7 / 9

https://doi.org/10.1371/journal.pone.0234013


Data curation: Stephanie J. Wan, Sophia Ma.

Formal analysis: Stephanie J. Wan, David J. Evans, Suzanne M. J. Fleiszig.

Funding acquisition: David J. Evans, Suzanne M. J. Fleiszig.

Investigation: Stephanie J. Wan, Sophia Ma, David J. Evans, Suzanne M. J. Fleiszig.

Methodology: Stephanie J. Wan, Sophia Ma, David J. Evans, Suzanne M. J. Fleiszig.

Project administration: David J. Evans, Suzanne M. J. Fleiszig.

Resources: David J. Evans, Suzanne M. J. Fleiszig.

Supervision: Stephanie J. Wan, David J. Evans, Suzanne M. J. Fleiszig.

Validation: Stephanie J. Wan, David J. Evans, Suzanne M. J. Fleiszig.

Visualization: Stephanie J. Wan, Sophia Ma.

Writing – original draft: Stephanie J. Wan, David J. Evans, Suzanne M. J. Fleiszig.

Writing – review & editing: Stephanie J. Wan, David J. Evans, Suzanne M. J. Fleiszig.

References
1. Wan SJ, Sullivan AB, Shieh P, Metruccio MMEE, Evans DJ, Bertozzi CR, et al. IL-1R and MyD88 con-

tribute to the absence of a bacterial microbiome on the healthy murine cornea. Front Microbiol. 2018;

9:1117.

2. St. Leger AJ, Desai JV., Drummond RA, Kugadas A, Almaghrabi F, Silver P, et al. An ocular commensal

protects against corneal infection by driving an interleukin-17 response from mucosal γδ T cells. Immu-

nity. 2017; 47:148-58.e5.

3. Doan T, Akileswaran L, Andersen D, Johnson B, Ko N, Shrestha A, et al. Paucibacterial microbiome

and resident DNA virome of the healthy conjunctiva. Investig Ophthalmol Vis Sci. 2016; 57:5116–26.

4. Selinger DS, Selinger RC, Reed WP. Resistance to infection of the external eye: The role of tears. Surv

Ophthalmol. 1979; 24:33–8.

5. Kwong MSF, Evans DJ, Ni M, Cowell BA, Fleiszig SMJ. Human tear fluid protects against Pseudomo-

nas aeruginosa keratitis in a murine experimental model. Infect Immun. 2007; 75:2325–32.

6. McDermott AM. The role of antimicrobial peptides at the ocular surface. Ophthalmic Res. 2009; 41:60–

75.

7. McNamara NA, Van R, Tuchin OS, Fleiszig SMJ. Ocular surface epithelia express mRNA for human

beta defensin-2. Exp Eye Res. 1999; 69:483–90.

8. Tam C, Mun JJ, Evans DJ, Fleiszig SMJ. Cytokeratins mediate epithelial innate defense through their

antimicrobial properties. J Clin Invest. 2012; 122:3665–77.

9. Alarcon I, Tam C, Mun JJ, LeDue J, Evans DJ, Fleiszig SMJ. Factors impacting corneal epithelial barrier

function against Pseudomonas aeruginosa traversal. Invest Ophthalmol Vis Sci. 2011; 52:1368–77.

10. Sullivan AB, Connie Tam KP, Metruccio MME, Evans DJ, Fleiszig SMJ. The importance of the Pseudo-

monas aeruginosa type III secretion system in epithelium traversal depends upon conditions of host

susceptibility. Infect Immun. 2015; 83:1629–40.

11. Metruccio MME, Tam C, Evans DJ, Xie AL, Stern ME, Fleiszig SMJ. Contributions of MyD88-dependent

receptors and CD11c-positive cells to corneal epithelial barrier function against Pseudomonas aerugi-

nosa. Sci Rep. 2017; 7:13829.

12. Craig JP, Nichols KK, Akpek EK, Caffery B, Dua HS, Joo CK, et al. TFOS DEWS II definition and classi-

fication report. Ocul Surf. 2017; 15:276–83.

13. Caffery B, Joyce E, Boone A, Slomovic A, Simpson T, Jones L, et al. Tear lipocalin and lysozyme in
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