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Abstract
Background: Two groups of gain-of-function mutations in sodium channel NaV1.7, which are expressed in dorsal root 
ganglion (DRG) neurons, produce two clinically-distinct pain syndromes - inherited erythromelalgia (IEM) and 
paroxysmal extreme pain disorder (PEPD). IEM is characterized by intermittent burning pain and skin redness in the feet 
or hands, triggered by warmth or mild exercise, while PEPD is characterized by episodes of rectal, ocular and 
mandibular pain accompanied with skin flushing, triggered by bowel movement and perianal stimulation. Most of the 
IEM mutations are located within channel domains I and II, while most of the PEPD mutations are located within 
domains III and IV. The structural dichotomy parallels the biophysical effects of the two types of mutations, with IEM 
mutations shifting voltage-dependence of NaV1.7 activation in a hyperpolarized direction, and PEPD mutations shifting 
fast-inactivation of NaV1.7 in a depolarized direction. While four IEM and four PEPD mutations are located within 
cytoplasmic linkers joining segments 4 and 5 (S4-S5 linkers) in the different domains (IEM: domains I and II; PEPD: 
domains III and IV), no S4-S5 linker has been reported to house both IEM and PEPD mutations thus far.

Results: We have identified a new IEM mutation P1308L within the C-terminus of the DIII/S4-S5 linker of NaV1.7, ten 
amino acids from a known PEPD mutation V1298F which is located within the N-terminus of this linker. We used 
voltage-clamp to compare the biophysical properties of the two mutant channels and current-clamp to study their 
effects on DRG neuron excitability. We confirm that P1308L and V1298F behave as prototypical IEM and PEPD 
mutations, respectively. We also show that DRG neurons expressing either P1308L or V1298F become hyperexcitable, 
compared to DRG neurons expressing wild-type channels.

Conclusions: Our results provide evidence for differential roles of the DIII/S4-S5 linker N- and C-termini in channel 
inactivation and activation, and demonstrate the cellular basis for pain in patients carrying these mutations.

Background
Gain-of-function mutations of voltage-gated sodium
channel NaV1.7 have been linked to two familial pain dis-
orders: inherited erythromelalgia (IEM) and paroxysmal
extreme pain disorder (PEPD) [1,2], which have distinct
clinical characteristics. IEM is characterized by intermit-
tent burning pain and skin redness in the distal extremi-
ties, triggered by warmth or mild exercise [1,3]. In
contrast, PEPD is characterized by episodes of rectal,

ocular and mandibular pain accompanied by skin flush-
ing, triggered by bowel movement and perianal stimula-
tion [4]. IEM is usually unresponsive to
pharmacotherapy, while PEPD pain is often relieved by
carbamazepine [2,4-6].

NaV1.7 is preferentially expressed in dorsal root gan-
glion (DRG) neurons and sympathetic ganglion neurons,
for example superior cervical ganglia [7-9], and produces
tetrodotoxin (TTX)-sensitive and fast-inactivating
inward currents [8,10]. NaV1.7 channels respond to small,
slow depolarizations by producing ramp currents which
could boost weak stimuli to reach threshold for action
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potentials [11]. Thus, NaV1.7 channels contribute to set-
ting action potential threshold in DRG neurons [12].

All but one of the known IEM mutations are localized
to domains I and II of the Nav1.7 channel, while all but
one of the known PEPD mutations are localized to
domains III and IV [13]. All IEM mutations studied thus
far produce a hyperpolarizing shift of activation of
NaV1.7 [14-24]. In contrast, all PEPD mutations studied
thus far impair channel fast-inactivation [2,5,6,25].
Intriguingly, the clustered distribution of the IEM and
PEPD mutants along the channel's polypeptide parallels
the effects on channel gating. Both IEM and PEPD muta-
tions increase excitability of DRG neurons [5,6,18,24,26],
providing a cellular basis for pain symptoms in patients
with these pain disorders.

Here, we report a new IEM mutation in NaV1.7
(P1308L) within the C-terminus of the S4-S5 linker of
domain III (DIII/S4-S5). P1308L is 9-10 amino acids dis-
tal to three PEPD mutations (V1298F, V1299D, and
V1299F), which are located within the N-terminus of
DIII/S4-S5. To better understand how these mutations
within the same part of the channel cause distinct pain
symptoms, we compared electrophysiological properties
of P1308L (IEM) and V1298F (PEPD) mutant channels
using voltage- and current-clamp recordings. We show
that these two mutations, both within the DIII/S4-S5
linker of the channel, have differential effects on activa-
tion and inactivation, and demonstrate that both increase
the excitability of DRG neurons.

Results
Clinical phenotype and identification of the P1308L 
mutation in Exon 21
The proband is a Hispanic male of Puerto Rican origin
who presented with a history of episodes of burning pain
in both feet, beginning around the age of 2 years. The
patient reported that warmth triggers pain and that cool-
ing provides relief, and prefers wearing open toed shoes
without socks, even during the winter months. Pharma-
cotherapy has not relieved these symptoms. Three of the
proband's children display similar symptoms of pain in
the feet, evoked by warmth, with early age of onset (Fig-
ure 1A). Similar to the proband, the children's pain is
ameliorated by cooling their feet, and they do not tolerate
wearing socks or shoes.

Sequence analysis of SCN9A amplicons identified a
nucleotide change ca.3971C>T in Exon 21, which leads to
a substitution of proline 1308 of the reference NaV1.7
sequence [8] by leucine (P1308L). This mutation segre-
gates with the affected members in this family but not
with unaffected family members (Figure 1A) and was not
present in 100 control alleles. P1308 is located within the
C-terminus of the S4-S5 linker of domain III in NaV1.7

(DIII/S4-S5), and is highly conserved among all human
sodium channels (Figure 1B).

Three PEPD mutations (V1298F, V1298D, and V1299F)
have been reported within the N-terminus of the same
DIII/S4-S5 linker, 9-10 amino acids upstream from P1308
[2]. V1298 is also highly conserved among all human
sodium channels (Figure 1B).

Figure 1 Identification of the P1308L substitution in NaV1.7 in a 
family with IEM. A, The family pedigree of the proband carrying 
P1308L mutation. Circles denote females; squares denote males. The 
proband is indicated by an arrow. Blue symbols indicate subjects af-
fected with IEM. A (+) symbol denotes subjects heterozygous for the 
P1308L mutation in exon 21 and a (-) symbol denotes subjects without 
the mutation. B, Schematic of the topology of sodium channel and se-
quence alignment of DIII/S4-S5 linker of human sodium channels. The 
location of P1308L is indicated with blue symbol (filled blue circle), and 
sites of V1298F and V1299F are indicated with green and magenta 
symbols (filled green circle and filled pink circle), respectively. Se-
quence alignment revealed that both P1308 and V1298 are highly con-
served among human voltage-gated sodium channels.
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Voltage-clamp electrophysiology
The electrophysiological properties of wild-type (WT) or
mutant NaV1.7R channels were investigated using whole-
cell voltage-clamp recording in HEK293 cells stably
expressing WT, P1308L (IEM), or V1298F (PEPD) chan-
nels. Figure 2A shows representative inward Na+ currents
recorded from cells stably expressing WT, P1308L, or
V1298F NaV1.7R channels. Pilot experiments showed that
cells expressing mutant channels produced smaller cur-
rents than cells expressing WT channels. To determine
whether the reduced P1308L current density is the result
of intrinsic effects of the mutations or the effect of the site
of integration of the channel within the HEK 293 genome,
we measured the sodium current density in transiently
transfected HEK 293 cells. V1298F has previously been
reported [25] to produce smaller currents than WT chan-
nels in transiently transfected HEK 293 cells, and we did

not follow up on it in this study. The current density of
P1308L in transiently-transfected HEK 293 cells is signif-
icantly smaller than that of WT channels (WT: 285 ± 46
pA/pF, n = 9; P1308L: 90 ± 14, n = 11, p = 0.003, two-
tailed student's t test). To examine whether the smaller
current densities of mutant channels P1308L and V1298F
were due to lower protein expression, we used Western
blot to assay channel protein levels in transiently trans-
fected HEK 293 cells. When compared with WT channels
(set as 100%), the protein levels of mutant channels were
85 ± 12% (n = 3, p = 0.526) for P1308L and 123 ± 15% (n =
2, p = 0.352) for V1298F channels (Figure 2B), suggesting
that the smaller currents from mutant channels are not
caused by reduced channel synthesis in HEK 293 cells.

To minimize the difference of voltage error between
WT and mutant P1308L currents, HEK 293 cells produc-
ing currents larger than 10 nA (i.e. representing ≥ 4X the

Figure 2 P1308L and V1298F exhibit different effects on voltage-dependence of activation and fast inactivation. A, Representative families 
of traces of Na+ currents (INa) from voltage-clamped HEK293 cells stably expressing wild-type (WT), P1308L, or V1298F NaV1.7R channels. Cells were held 

at -100 mV, and Na+ currents were elicited by step depolarizations from -80 to +60 mV in 5 mV increments every 5 seconds. B. Western blot analysis 
of NaV1.7R WT and mutant channels in transfected HEK 293 cells. The loading variation was eliminated by normalizing the intensities of sodium chan-
nels with the intensities of β-actin of corresponding lanes. No statistic difference was observed between WT and mutant channels. C, Normalized peak 
current-voltage relationship for WT (n = 29), P1308L (n = 25), and V1298F (n = 26) NaV1.7R channels. D, Comparison of the voltage-dependent activa-
tion and steady-state fast inactivation of WT, P1308L, and V1298F channels. A hyperpolarizing shift (-9.6 mV) of activation was observed in the P1308L 
mutant channel, while the V1298F mutant channel showed a depolarizing shift (+16.1 mV) of steady-state fast-inactivation. E, Activation kinetics (mea-
sured as time-to-peak) of P1308L (n = 25) were faster at -20 mV and -15 mV, compared to WT channels (n = 29), whereas V1298F channels (n = 26) 
showed slower activation kinetics from -20 to +40 mV. F, Open-state fast-inactivation kinetics were measured by single-exponential fitting of the de-
cay phases of INa as shown in (A). When compared with wild-type channels (n = 25), V1298F mutant channels (n = 26) significantly slowed the inacti-
vation kinetics from -25 to +40 mV, whereas P1308L mutation (n = 19) showed faster inactivation kinetics at -30 and -25 mV.
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mean peak currents of P1308L channels) were excluded
from the analysis; none of the cells expressing P1308L or
V1298F channels produced sodium currents larger than
10 nA. Despite the exclusion of cells producing large WT
currents, the current densities of mutant channels were
still significantly smaller than that of WT channels (WT:
351 ± 25 pA/pF, n = 29; P1308L: 146 ± 15 pA/pF, n = 25, p
< 0.001 vs WT; V1298F: 183 ± 16 pA/pF, n = 26, p < 0.001
vs WT; non-parametric Kruskal-Wallis statistical test).

Like all IEM mutant channels characterized thus far,
P1308L mutation caused a hyperpolarizing shift (-9.6
mV) of activation (WT: V1/2,act = -21.8 ± 0.7 mV, k = 6.95 ±
0.11, n = 29; P1308L: V1/2,act = -31.4 ± 0.5 mV, k = 7.33 ±
0.09, n = 25; p < 0.001 for V1/2,act and p = 0.012 for k)
whereas V1298F, the PEPD mutation, had no effect on
activation (V1/2,act = -22.5 ± 0.7 mV, p = 0.680, and k = 6.83
± 0.07, p = 0.754, n = 26) (Figure 2C and 2D, Table 1).
P1308L mutation did not affect the midpoint (V1/2,fast) of
steady-state fast-inactivation, but altered the slope of
fast-inactivation curve (WT: V1/2,fast = -80.6 ± 1.1 mV, k =
6.32 ± 0.14, n = 13; P1308L: V1/2,fast = -78.9 ± 0.7 mV, p =
0.422, k = 5.65 ± 0.11, p = 0.002) (Figure 2D, Table 1). Like
other PEPD mutations characterized to date, V1298F
channels showed a depolarizing shift (+16.1 mV) of
steady-state fast-inactivation and a steeper inactivation
curve (V1/2,fast = -64.5 ± 0.9 mV, p < 0.001, k = 5.45 ± 0.15,
p < 0.001, n = 13) (Figure 2D, Table 1).

Activation kinetics (measured as time-to-peak) of
P1308L channels were faster at -20 and -15 mV, whereas
V1298F mutant channels were slower (between -20 to
+40 mV) compared to WT channels (Figure 2E). The
kinetics of open-state fast-inactivation were analyzed by
mono-exponential fit of the decaying phase of Na+ cur-
rents in Figure 2A. V1298F mutant channels exhibited
slower inactivation kinetics, compared to WT, from -25
to +40 mV, whereas P1308L channels showed faster
kinetics at -30 and -25 mV (Figure 2F). The faster inacti-
vation kinetics of P1308L may be due to enhanced activa-
tion of P1308L channels, since open-state fast-
inactivation is coupled to the activation state of channels
[27].

Deactivation kinetics reflect the transition of channels
from the open state to the closed state. As with most IEM
mutations, P1308L mutant channels showed slow deacti-
vation of Na+ currents at all potentials tested, indicating
that the mutant channel resides longer in the open state,
whereas V1298F mutation had no effect on deactivation
kinetics (Figure 3A).

Steady-state slow-inactivation develops over a long
time frame (from seconds to minutes) upon sustained
stimulation. The slow-inactivation of sodium channels
was evaluated using 30-s prepulses at potentials ranging
from -130 to +10 mV. P1308L did not significantly affect
the voltage-dependence of slow-inactivation of mutant
channels (WT: V1/2,slow = -63.8 ± 1.7 mV, n = 14; P1308L:
V1/2,slow = -68.4 ± 1.2 mV, n = 10; p = 0.072, Table 2, Figure
3B), while V1298F depolarized the slow-inactivation
curve of mutant channels by +6 mV (V1298F: V1/2,slow = -
57.8 ± 1.1 mV, n = 12; p = 0.011, Table 2, Figure 3B). Both
mutant channels decreased the slope factor of the inacti-
vation curve, and increased the fraction of channels resis-
tant to slow inactivation (Rresist, expressed as % of
maximal current and calculated as offset (A) × 100%. For
WT: k = 12.6 ± 0.3, Rresist = 14.0 ± 1.2%, n = 14; P1308L: k
= 10.5 ± 0.3, p < 0.001, Rresist = 19.1 ± 1.4%, n = 10, p =
0.03; V1298F: k = 9.2 ± 0.3, p < 0.001, Rresist = 25.6 ± 1.5%,
n = 12, p < 0.001) (Table 2, Figure 3B).

Repriming kinetics reflect the recovery rate of channels
from fast-inactivation state, and in the case of NaV1.7,
repriming kinetics may regulate how fast a neuron can
repetitively fire [28]. The P1308L mutation had no signif-
icant effect on recovery fractions or on repriming kinetics
at tested potentials (Figure 4A, B, C, and 4D). In contrast,
V1298F mutant channels showed faster repriming kinet-
ics at all tested potentials (Figure 4D) and higher recovery
fraction at recovery potentials from -90 to -60 mV (Figure
4A, B and 4C). The larger recovered fraction of V1298F
channels is related to the depolarizing shift of fast-inacti-
vation, which increases the proportion of channels avail-
able for activation at these recovery potentials. Faster
repriming kinetics and larger recovery fraction of V1298F
channels are expected to endow neurons housing this

Table 1: Parameters of voltage-dependent activation and steady-state fast-inactivation of WT, P1308L, and V1298F NaV 

1.7R channels.

Activation Steady-state fast inactivation

V1/2, act k n V1/2, fast k n

WT -21.8 ± 0.7 6.95 ± 0.11 29 -80.6 ± 1.1 6.32 ± 0.13 14

P1308L -31.4 ± 0.5* 7.33 ± 0.09* 25 -78.9 ± 0.7 5.65 ± 0.11* 13

V1298F -22.5 ± 0.7 6.83 ± 0.07 26 -64.5 ± 0.9* 5.45 ± 0.15* 13

* p < 0.05 P1308L or V1298F channels vs WT NaV1.7R channels.
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mutation with the ability to fire at higher frequency com-
pared to wild type channels.

NaV1.7 channels activate in response to small, slow
depolarization, which allows them to amplify weak stim-
uli, e.g. generator potentials, bringing the membrane
potential closer to the threshold for initiation of action
potentials [11]. Therefore, we examined the effects of
mutations on the channel response to slow ramp depolar-
ization (600 ms ramp depolarization from -100 mV to
+20 mV; 0.2 mV/ms). Figure 5A shows representative
ramp currents recorded from cells expressing WT,
P1308L and V1298F channels. The ramp currents, mea-
sured as percentage of peak current, generated by P1308L
channels were about 4X larger than those of WT chan-
nels (WT: Iramp = 0.26 ± 0.03%, n = 12; P1308L: Iramp =
1.09 ± 0.11%, n = 15, p < 0.001) (Figure 5B). Consistent

with the hyperpolarized shift of voltage-dependence of
activation, P1308L mutation also shifted the peak of the
ramp currents to more negative potentials (WT: Vramp = -
44.8 ± 1.4 mV, n = 12; P1308L: Vramp = -51.1 ± 0.9 mV, n =
15, p < 0.001) (Figure 5C). Compared to WT channels,
V1298F channels also produced 2X larger ramp currents,
but had no effect on the voltage for peak ramp currents
(V1298F: Iramp = 0.58 ± 0.06%, n = 16, p = 0.015; Vramp = -
42.5 ± 0.8 mV, n = 16, p = 0.280) (Figure 5B, C).

Current-clamp electrophysiology
To examine the effects of the P1308L and V1298F muta-
tions on DRG neuron excitability, current-clamp record-
ings were performed on neonatal rat DRG neurons
transfected with WT, P1308L, or V1298F constructs
combined with GFP. The input resistance (Rinput), resting

Figure 3 The P1308L and V1298F mutations have different effects on channel deactivation and slow-inactivation. A, To measure deactivation 
kinetics, cells were held at -100 mV and tail currents were generated by a brief 0.5-ms depolarization to -20 mV followed by a series of repolarizations 
ranging from -100 to -40 mV to elicit tail currents. P1308L mutant channels (n = 11) showed slower deactivation kinetics than WT channels (n = 15) at 
all tested potentials, whereas V1298F had no effect on deactivation kinetics (n = 15). B, Steady-state slow-inactivation was examined by a series of 
prepulses (30 s) from -130 to +10 mV followed by 100-ms return pulse to -120 mV, then a 20-ms test pulse to -10 mV. The V1298F mutation shifted 
the slow-inactivation curve to more positive potential, whereas the P1308L mutation had no effect on V1/2,slow, slow. Both mutations increased the 
fraction of channels resistant to slow-inactivation (Rresist).

Table 2: Parameters of steady-state slow-inactivation of WT, P1308L, and V1298F NaV1.7R channels.

Steady-state slow inactivation

V1/2, slow k Rresist(%) n

WT -63.8 ± 1.7 12.6 ± 0.3 14.0 ± 1.2 14

P1308L -68.4 ± 1.2 10.5 ± 0.3* 19.1 ± 1.4* 10

V1298F -57.8 ± 1.1* 9.2 ± 0.3* 25.6 ± 1.5* 12

* p < 0.05 P1308L or V1298F channels vs WT NaV1.7R channels.
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membrane potential (RMP), current threshold of action
potential, and firing frequency in small DRG neurons
were examined. Expression of mutant channels did not
change Rinput and RMP of DRG neurons (Table 3). How-
ever, expression of P1308L channels decreased the cur-
rent threshold of action potential in DRG neurons (WT:
188 ± 14 pA, n = 38; P1308L: 122 ± 10 pA, n = 50, p <
0.001, Table 3, Figure 6A), whereas the action potential
threshold of DRG neurons expressing V1298F channels
was not significantly different from that of neurons

expressing WT channels (V1298F: 154 ± 18, n = 27, p =
0.215, Table 3, Figure 6A).

Previous studies have shown that DRG neurons are able
to fire repetitively in response to sustained depolarizing
stimuli [29-31]. In this study, 11 out of 38 (29%) small
DRG neurons expressing WT NaV1.7R channels pro-
duced 3 or more action potentials, whereas a larger pro-
portion of neurons expressing mutant channels were able
to fire 3 or more spikes (64% for P1308L, and 78% for
V1298F). Figure 6B shows the mean firing frequency of
DRG neurons in response to a series of 1-s current injec-

Figure 4 The P1308L and V1298F mutations have different effects on repriming. Cells were held at -100 mV, and fast-inactivation was initiated 
by a 20-ms depolarization to 0 mV, followed by a recovery period (2-300 ms) at a recovery potential. The available channels were then measured with 
a 10-ms test pulse at 0 mV. Recovery fraction was calculated by normalizing the peak currents in response to test pulses, to peak currents of prepulses 
after various recovery durations (2-300 ms) at different recovery potentials, and plotted as a function of recovery potentials. A, B, and C, V1298F mu-
tant channels show higher recovery fractions than WT channels at recovery potentials from -90 to -70 mV, whereas P1308L channels do not affect 
recovery fraction. D, Repriming kinetics was calculated by mono-exponential fits of the recovery rate at different recovery duration. V1298F channels 
showed faster repriming kinetics than WT channels at all testing potentials, whereas P1308L had no effect on the repriming kinetics.
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tions ranging from 25 to 500 pA in 25 pA increments, and
Figure 6C shows the responses elicited after injecting cur-
rents approximately 1.5X and 2X the threshold from the
same neurons. Both P1308L and V1298F increased the
firing frequency in transfected DRG neurons.

Discussion
We have identified a new NaV1.7 mutation (P1308L)
which is only the second IEM mutation to be reported
outside domains I and II of NaV1.7. The P1308L muta-
tion, from a family with IEM displaying distal extremity
pain triggered by warmth, is located within the C-termi-
nus of the channel DIII/S4-S5 linker, and is separated by
only 9-10 amino acid residues from three PEPD muta-
tions - V1298F, V1298D, and V1299F - which are located
within the N-terminus of this linker. We show here that
despite their proximity within the same linker, the
P1308L and V1298F mutations have markedly different
effects on NaV1.7 channel gating properties. P1308L
hyperpolarizes activation and slows deactivation,
whereas V1298F depolarizes fast-inactivation and
enhances repriming. These data provide evidence for a
differential role of the N- and C-termini of the NaV1.7

DIII/S4-S5 linker in channel activation and fast-inactiva-
tion. Our data also show that both mutants produce
larger ramp currents and increase DRG neuronal excit-
ability, which provides a cellular basis for pain in patients
carrying these IEM and PEPD mutations.

The DIII/S4-S5 linker sequence is highly conserved
among sodium channels (Figure 1), suggesting a con-
served role in channel function. Crystal structures of a
few ion channels, and predicted models of others, depict
a voltage-sensor connected to the pore (segments S5 and
S6) via the S4-S5 linker [32-37]. The S4-S5 linker poten-
tially interacts with the C-terminal part of S6 which is
bent around a glycine "hinge residue" [37], leading to the
opening of the channel gate, and proximity of the S4-S5
linker to S6 within each domain has been verified in
hERG channels by cysteine substitution [38]. Thus, muta-
tions in S4-S5 linkers are expected to affect activation,
consistent with the findings that mutations in these link-
ers of NaV1.7 induce significant hyperpolarizing shifts of
channel activation [[17,20,21], and this study].

Several mechanisms may underlie the effect of PEPD
mutations within the N-terminal part of the DIII/S4-S5
linker on NaV1.7 fast-inactivation: the contribution of

Figure 5 The P1308L and V1298F mutations enhance the response to slow ramp depolarization. HEK293 cells were held at -100 mV and a de-
polarizing voltage ramp from -100 mV to +20 mV was applied at a rate of 0.2 mV/ms. A, Representative ramp currents from WT (black), P1308L (red), 
and V1208F (grey) channels. Currents were normalized to maximal peak currents elicited by step depolarizations in Figure 1B. B, Both P1308L and 
V1298F mutations significantly increase the relative amplitude of ramp currents (WT: 0.26 ± 0.03%, n = 12; P1308L: 1.09 ± 0.11%, n = 15, p < 0.001 vs 
WT; V1298F: 0.58 ± 0.06%, n = 16, p = 0.015 vs WT). C, The potential of peak ramp currents was more negative in P1308L mutant channels than in WT 
and V1298F channels (WT: -44.8 ± 1.4 mV, n = 12; P1308L: -51.1 ± 0.9 mV, n = 15, p < 0.001 vs WT; V1298F: -42.5 ± 0.8 mV, n = 16, p = 0.280 vs WT).

Table 3: Current clamp properties of DRG neurons transfected with WT, P1308L, or V1298F NaV1.7R construct.

Construct n Rinput(MΩ) RMP (mV) Threshold (pA)

WT 38 605 ± 57 -55.9 ± 1.1 188 ± 14

P1308L 50 749 ± 70 -52.4 ± 1.1 122 ± 10*

V1298F 27 598 ± 46 -55.1 ± 1.5 154 ± 18

* p < 0.05 vs WT NaV1.7R channels.
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residues within DIII- and DIV/S4-S5 linkers to the dock-
ing receptor for the fast-inactivation IFMT tetrapeptide
[39-42], or predicted mutant-induced perturbation of the
α-helical structure of the DIII/S4-S5 linker [25], or this
linker potential interaction with the plasma membrane

[43]. It is possible that the V1298 contributes to the IFMT
docking site, and that V1298F substitution interferes with
stable docking of the inactivation particle, impairing fast-
inactivation of the mutant channel. There is no direct evi-
dence, however, that N-terminal residues of DIII/S4-S5

Figure 6 Excitability is increased in DRG neurons transfected with the P1308L or V1298F mutant channels. A, Responses of DRG neurons ex-
pressing WT, P1308L, or V1298F channels to a series of current stimuli with 5-pA increment. DRG neurons expressing P1308L channels showed a lower 
action potential threshold (P1308L: 122 ± 10 pA, n = 50, p < 0.001 vs WT: 188 ± 14 pA, n = 38), while expression of V1298F did not significantly change 
the action potential threshold (V1298F: 154 ± 18 pA, n = 27, p = 0.215 vs WT). B, The mean firing frequency of DRG neurons expressing WT, P1308L, or 
V1298F channels in response to a series of 1-s current injections ranging from 25 to 500 pA with 25-pA increments. Both P1308L and V1298F elevated 
firing frequency of transfected DRG neurons. * indicates p < 0.05 for P1308L vs WT channels, * indicates p < 0.05 for V1298F vs WT channels. C, Repre-
sentative traces showing responses to current stimuli approximately 1.5× (top) and 2× (bottom) action potential threshold, recorded from DRG neu-
rons expressing WT, P1308L, or V1298F channels from (A).
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linker, including V1298, participate in forming the IFMT
docking site. Related to an indirect effect on interaction
of the IFMT peptide with its docking receptor is the pos-
sible effect of V1298F on the putative interactions of the
DIII/S4-S5 linker with the plasma membrane. X-ray crys-
tallographic modeling structure of voltage-gated potas-
sium channel KV1.2 places the S4-S5 linker parallel to the
membrane inner surface, facing aqueous and lipid envi-
ronment on opposite sides [43]. By analogy, sodium chan-
nel S4-S5 linkers may assume a similar topology, with
V1298 in the DIII/S4-S5 facing the membrane lipid layer.
Thus the partial positive charges that are present on the
hydrogen atoms of aromatic residues [44] may perturb
this arrangement in the case of the NaV1.7/V1298F
mutant, destabilizing the receptor for the fast-inactiva-
tion gate and impairing NaV1.7 fast-inactivation. This
view is supported by the impairment of fast-inactivation
by another PEPD mutation V1298D in which a charge is
introduced at this position [2,25]. Alternatively, the
V1298F substitution may produce an allosteric effect that
alters the S4-S5 linker α-helical structure, destabilizing
IFMT-receptor interaction, thus impairing fast-inactiva-
tion [25].

The important roles of V1298 and P1308, located at
opposite ends of the DIII/S4-S5 linker, in regulating chan-
nel gating are further supported by identification of dis-
ease-causing mutations of corresponding residues in
other channels: NaV1.1/V1335M (corresponding to
NaV1.7/V1298), NaV1.4/P1158S (corresponding to
NaV1.7/P1308), and NaV1.5/P1332L (corresponding to
NaV1.7/P1308). NaV1.1/V1335M mutation in patients
with severe myoclonic epilepsy of infancy replaces the
hydrophobic valine residue with the polar methionine,
but the effects of this mutation on channel gating has not
been studied by patch-clamp [45]. Interestingly, NaV1.4/
P1158S and NaV1.5/P1332L produce hyperpolarizing
shift of activation as does NaV1.7/P1308L [46-48] and a
larger Rresist of slow-inactivation, but note that NaV1.4/
P1158S shows a depolarized shift of V1/2,slow; slow-inacti-
vation of NaV1.5/P1332L was not tested. However, unlike
NaV1.7/P1308L, NaV1.5/P1332L hyperpolarizes steady-
state fast-inactivation of the mutant channels [46]. Taken
together, these data suggest an important role for a pro-
line amino acid within the C-terminus of the DIII/S4-S5
linker in channel activation, although the effects of this
residue on inactivation states appear to be isoform-
dependent.

Expression of either P1308L or V1298F induced hyper-
excitability of DRG neurons, compared to neurons
expressing WT channels. P1308L reduced the current
threshold for single action potential (WT: 188 ± 14 pA;
P1308L: 122 ± 10 pA), consistent with the role of NaV1.7

as a threshold channel [11,12]. While V1298F increased
ramp currents, similar to the P1308L channels, it did not
cause a statistically-significant reduction in the threshold
for single action potentials (WT: 188 ± 14 pA; V1298F:
154 ± 18 pA). However, expression of either P1308L or
V1298F increased the number of DRG neurons that fired
≥ 3 spikes in response to a 1-s stimulus (Fig. 6). The abil-
ity of both types of mutation to induce DRG neuron
hyperexcitability is in agreement with our previous find-
ings of a similar effect of other IEM and PEPD mutations
[5,6,18,19,24,26], and provides a cellular basis for pain in
patients carrying these mutations.

In summary, the present study shows that the V1298F
(PEPD) and P1308L (IEM) mutations, both substituting
single amino acids within the DIII/S4-S5 linker of NaV1.7
channel, increase DRG neuronal excitability by affecting
different biophysical properties of NaV1.7. Our results
implicate the N- and C-termini of the DIII/S4-S5 linker in
different aspects of NaV1.7 channel gating, and demon-
strate that mutations at those sites differentially affect
channel properties.

Methods
Exon Screening
Patients were recruited under an approved institutional
protocol for research on human subjects. Human varia-
tion control DNA panel (25 white males, 25 white females
for a total of 100 alleles; Coriell Institute, Camden, NJ)
was the source of control samples. All coding exons and
flanking intronic sequences, were amplified and
sequenced as described previously [18]. Genomic
sequences were compared with the reference NaV1.7
cDNA [8] using the basic local alignment search tool
(BLAST; National Library of Medicine, Bethesda, MD)
and Lasergene (DNAStar, Madison, WI). Sequencing was
performed at the Howard Hughes Medical Institute/Keck
Biotechnology Center at Yale University (New Haven,
CT).

Plasmids
The TTX-R human NaV1.7R expression plasmid con-
struct generated by Y362S substitution in the cDNA
insert described in Klugbauer et al [8] was described pre-
viously [28]. The V1298F and P1308L substitutions were
introduced into NaV1.7R using QuickChange XL site-
directed mutagenesis (Stratagene, La Jolla, CA).

Western blot analysis
To examine the expression level of WT or mutant chan-
nels, HEK 293 cells were transiently transfected WT or
mutant construct together with human β1- and β2-sub-
units. After 24-hr incubation, cells were washed once
with PBS and lysated with sample buffer. Cell lysates were
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incubated at 37°C for 25 min followed by brief sonication
on ice. Supernatants (10 μl) of cell lysates were loaded on
a 4-12% Bis-Tris Gel (Invitrogen) for electrophoresis and
transferred onto a Nitrocellulose membrane (30 V for 2
hr). The membrane was blocked with 10% dry milk in
TBS-tween (0.1%) overnight at 4°C. After washing, the
membrane was cut in half and each half (upper, wells
side) and lower (bottom side) were incubated with appro-
priate primary (room temperature for 2 hr) and second-
ary antibodies (room temperature for 1 hr). The primary
antibody for the upper portion of the membrane was
mouse anti-pan sodium channel (Sigma; 1:1000), and for
the lower half was the rabbit anti-β-actin (Abcam;
1:5000). The secondary antibodies were polyclonal goat
anti-mouse HRP (1:10,000) and goat anti-rabbit HRP
(1:10,000), respectively. The blots were washed six times
with TBS-tween 20 buffer. The luminescence was
induced by Western Lightning Chemiluminescent
Reagent (Perkin Elmer Life Sciences, Boston, MA) and
detected by film exposure (BioMax XAR, Kodak, Roches-
ter, NY). Band intensities were measured using KODAK
MI™ software. The intensities of WT, P1308L, V1298F
channels were normalized with the intensities of β-actin
of the corresponding lanes to eliminate sample loading
variability. The normalized intensity of WT channels was
set as 100%, and the level of mutant channels was
expressed as the percentage of that of WT channels.
Non-transfected HEK 293 cells were used as negative
control for antibody specificity.

Voltage-clamp recordings
Whole-cell voltage-clamp recordings of HEK293 cells
expressing wild type (WT), V1298F, or P1308L mutant
NaV1.7R channels were obtained with an Axopatch 200B
amplifier (Axon Instruments, Foster City, CA). All exper-
iments were conducted at room temperature (20-22°C).
Fire-polished electrodes (0.6-1.3 MΩ) were fabricated
from 1.6 mm outer diameter borosilicate glass micropi-
pettes (World Precision Instruments, Sarasota, FL). The
pipette potential was adjusted to zero before seal forma-
tion, and liquid junction potential was not corrected.
Capacity transients were cancelled and voltage errors
were minimized with 80-90% series resistance compensa-
tion. Currents were acquired with Clampex 9.2, 6 min
after establishing whole-cell configuration, sampled at a
rate of 50 or 100 kHz, and filtered at 5 kHz.

For characterizing channel biophysical properties,
HEK293 cells stably expressing either WT or mutant
(V1298F or P1308L) NaV1.7R channels were generated as
described previously [21]. For current-voltage relation-
ships, cells were held at -100 mV and stepped to a range
of potentials (-80 to +60 mV in 5 mV increments) for 100
ms. Peak inward currents (I) were plotted as a function of
depolarization potential to generate I-V curves. Activa-

tion curves were obtained by converting I to conductance
(G) at each voltage (V) using the equation G = I/(V-Vrev),
where Vrev is the reversal potential that was determined
for each cell individually. Activation curves were then fit
with Boltzmann functions in the form of G = Gmax/
{1+exp [(V1/2, act-V)/k]}, where Gmax is the maximal
sodium conductance, V1/2,act is the potential at which
activation is half-maximal, V is the test potential, and k is
the slope factor.

Steady-state fast-inactivation was achieved with a series
of 500 ms prepulses (-140 to -10 mV in 10 mV incre-
ments) and the remaining non-inactivated channels were
activated by a 40 ms step depolarization to -10 mV.
Steady-state slow-inactivation was determined with 30 s
prepulses at voltages ranging from -130 to +10 mV fol-
lowed by a 100 ms hyperpolarization at -120 mV to
remove fast-inactivation. Remaining available channels
were activated by a 20 ms test pulse to -10 mV. Peak
inward currents obtained from steady-state fast-inactiva-
tion and slow-inactivation protocols were normalized
with the maximal peak current (Imax) and fit with Boltz-
man functions:

where A represents the offset, V represents the inacti-
vating prepulse potential, and V1/2 represents the mid-
point of the inactivation curve. In the text, V1/2,fastand V1/

2,slow were used to represent the midpoints for steady-
state fast-inactivation and slow-inactivation, respectively.

Deactivation was examined using a short (0.5 ms)
depolarizing pulse to -20 mV followed by a 50 ms repolar-
izing pulse to potentials ranging from -100 to -40 mV in 5
mV increments. Deactivation kinetics were calculated by
fitting the decaying currents with a single exponential
function. Ramp currents were elicited with a slow depo-
larizing voltage ramp from -100 to +20 mV at a rate of 0.2
mV/ms. The absolute ramp current amplitude was nor-
malized to the maximal peak current obtained by the I-V
protocol.

The recovery of NaV1.7R channels from fast-inactiva-
tion (repriming) was examined using a two-pulse proto-
col with the interpulse intervals varying from 2 ms to 300
ms. Repriming was studied at four recovery potentials (-
100, -90, -80, and -70 mV) for all three channels, and
V1298F was also tested at an additional recovery poten-
tial of -60 mV. Recovery rates were measured by normal-
izing the peak current elicited by the test pulse with that
of prepulse at 0 mV after various recovery durations (2-
300 ms) at different recovery potentials, and plotted as a
function of recovery potentials. Recovery time constants

I I A A exp V V kmax/ ( ) /{ [( ) / ]},/= + − + −1 1 1 2
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were calculated using mono-exponential fits of the recov-
ery rates at different recovery duration.

The pipette solution contained (in mM): 140 CsF, 10
NaCl, 1 EGTA, 10 dextrose, and 10 HEPES, pH 7.32
(adjusted with CsOH), and the osmolarity was adjusted to
308 mOsmol/L with sucrose. The extracellular bath solu-
tion for voltage-clamp contained (in mM): 140 NaCl, 3
KCl, 1 MgCl2, 1 CaCl2, 10 dextrose, 10 HEPES, pH 7.35
(adjusted with NaOH), and the osmolarity was adjusted
to 315 mOsmol/L with sucrose. Tetrodotoxin (TTX, 300
nM) was added to the bath solution to block endogenous
voltage-gated sodium currents in HEK293 cells, permit-
ting currents from WT or V1298F or P1308L mutant
NaV1.7R channels to be recorded in isolation.

Isolation and transfection of DRG neurons; current-clamp 
recordings
DRG neurons were isolated from 1- to 4-day-old Sprague
Dawley rats as described previously [49]. WT or mutant
NaV1.7R channels were electroporated into DRG neurons
together with GFP constructs (channel:GFP ratio of 5:1)
using Rat Neuron Nucleofector Solution (Lonza, Walk-
ersville, MD) as described previously [49]. Small (20-25
μm) DRG neurons with robust green fluorescence were
selected for current-clamp recording 18-48 hr post trans-
fection. Whole-cell configuration was obtained in volt-
age-clamp mode before starting current-clamp recording.
Input resistance was determined as the slope of the linear
fit of the hyperpolarizing responses to a series of current
steps from 5 to 40 pA in 5 pA increments. Current
threshold for action potential generation was determined
by a series of depolarizing currents in 5 pA increments.
Repetitive firing frequency was examined in response to a
series of 1-s current steps from 25 to 500 pA in 25 pA
increments.

The pipette solution for current-clamp recording con-
tained (in mM): 140 KCl, 0.5 EGTA, 3 Mg-ATP, and 5
HEPES, pH 7.3 (adjusted with KOH), and the osmolarity
was adjusted to 308 mOsmol/L with sucrose. The extra-
cellular bath solution for current-clamp recording con-
tained (in mM): 140 NaCl, 3 KCl, 2 MgCl2, 2 CaCl2, 10
dextrose, 10 HEPES, pH 7.3 (adjusted with NaOH), and
the osmolarity was adjusted to 315 mOsmol/L with
sucrose.

Data analysis
Data were analyzed using Clampfit 9.2 (Molecular
Devices) and OriginPro 8 (Microcal Software,
Northampton, MA), and presented as means ± SE. Unless
otherwise noted, we used one-way ANOVA followed by
Tukey post hoc test for multi-group analysis for statistical
significance. For comparison of firing frequency between
neurons transfected with WT and mutant channels was
performed with Mann-Whitney test. We report exact p

values except when they were smaller than 0.001, which
were reported as p < 0.001.

Abbreviations
IEM: inherited erythromelalgia; PEPD: paroxysmal extreme pain disorder; DRG:
dorsal root ganglion; SCG: superior cervical ganglion; TTX: tetrodotoxin; RMP:
resting membrane potential; TTX-S: tetrodotoxin-sensitive; TTX-R: tetrodo-
toxin-resistant.

Competing interests
The authors declare that they have no competing interests.

Authors' contributions
XC collected, analyzed and interpreted electrophysiological data. SDD-H par-
ticipated in the experimental design and interpretation of the data. LT identi-
fied the P1308L mutation in genomic DNA, generated the mutant P1398L and
V1298F constructs, and established the stable cell lines. DAW and TZF collected
and interpreted patients' clinical data and confirmed an IEM diagnosis. SGW
conceived the project, participated in the experimental design and interpreta-
tion. XC, SDD-H, TZF, and SGW participated in writing of the manuscript. All
authors read and approved the final manuscript.

Acknowledgements
We thank Drs. Mark Estacion, Jin-Sung Choi, Chongyang Han, Andreas Gasser, 
and Severine Stamboulian for valuable discussions, and Emmanuella M. East-
man, Larry Macala, Bart Toftness, for technical assistance. This work was sup-
ported in part by grants from the Rehabilitation Research Service and Medical 
Research Service, Department of Veterans Affairs, and the Erythromelalgia 
Association. The Center for Neuroscience and Regeneration Research is a Col-
laboration of the Paralyzed Veterans of America and the United Spinal Associa-
tion with Yale University.

Author Details
1Department of Neurology and Center for Neuroscience & Regeneration 
Research, Yale University School of Medicine, New Haven, CT, USA, 
2Rehabilitation Research Center, Veterans Affairs Connecticut Healthcare 
System, West Haven, CT, USA and 3Division of Rheumatology & Immunology, 
Children's Hospital of Central California, Madera, CA, USA

References
1. Dib-Hajj SD, Cummins TR, Black JA, Waxman SG: From genes to pain: 

NaV1.7 and human pain disorders.  Trends Neurosci 2007, 30:555-563.
2. Fertleman CR, Baker MD, Parker KA, Moffatt S, Elmslie FV, Abrahamsen B, 

Ostman J, Klugbauer N, Wood JN, Gardiner RM, Rees M: SCN9A mutations 
in paroxysmal extreme pain disorder: allelic variants underlie distinct 
channel defects and phenotypes.  Neuron 2006, 52:767-774.

3. Drenth JP, Waxman SG: Mutations in sodium-channel gene SCN9A 
cause a spectrum of human genetic pain disorders.  J Clin Invest 2007, 
117:3603-3609.

4. Fertleman CR, Ferrie CD, Aicardi J, Bednarek NA, Eeg-Olofsson O, Elmslie 
FV, Griesemer DA, Goutières F, Kirkpatrick M, Malmros IN, Pollitzer M, 
Rossiter M, Roulet-Perez E, Schubert R, Smith VV, Testard H, Wong V, 
Stephenson JB: Paroxysmal extreme pain disorder (previously familial 
rectal pain syndrome).  Neurology 2007, 69:586-595.

5. Dib-Hajj SD, Estacion M, Jarecki BW, Tyrrell L, Fischer TZ, Lawden M, 
Cummins TR, Waxman SG: Paroxysmal extreme pain disorder M1627K 
mutation in human NaV1.7 renders DRG neurons hyperexcitable.  Mol 
Pain 2008, 4:37.

6. Estacion M, Dib-Hajj SD, Benke PJ, Te Morsche RH, Eastman EM, Macala LJ, 
Drenth JP, Waxman SG: NaV1.7 gain-of-function mutations as a 
continuum: A1632E displays physiological changes associated with 
erythromelalgia and paroxysmal extreme pain disorder mutations and 
produces symptoms of both disorders.  J Neurosci 2008, 
28:11079-11088.

7. Black JA, Dib-Hajj S, McNabola K, Jeste S, Rizzo MA, Kocsis JD, Waxman SG: 
Spinal sensory neurons express multiple sodium channel alpha-
subunit mRNAs.  Brain Res Mol Brain Res 1996, 43:117-131.

Received: 22 January 2010 Accepted: 29 April 2010 
Published: 29 April 2010
This article is available from: http://www.molecularpain.com/content/6/1/24© 2010 Cheng et al; licensee BioMed Central Ltd. This is an Open Access article distributed under the terms of the Creative Commons Attribution License (http://creativecommons.org/licenses/by/2.0), which permits unrestricted use, distribution, and reproduction in any medium, provided the original work is properly cited.Molecular Pain 2010, 6:24

http://www.molecularpain.com/content/6/1/24
http://creativecommons.org/licenses/by/2.0
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17950472
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17145499
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=18060017
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17679678
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=18803825
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=18945915
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=9037525


Cheng et al. Molecular Pain 2010, 6:24
http://www.molecularpain.com/content/6/1/24

Page 12 of 12
8. Klugbauer N, Lacinova L, Flockerzi V, Hofmann F: Structure and 
functional expression of a new member of the tetrodotoxin-sensitive 
voltage-activated sodium channel family from human neuroendocrine 
cells.  EMBO J 1995, 14:1084-1090.

9. Toledo-Aral JJ, Moss BL, He ZJ, Koszowski AG, Whisenand T, Levinson SR, 
Wolf JJ, Silos-Santiago I, Halegoua S, Mandel G: Identification of PN1, a 
predominant voltage-dependent sodium channel expressed 
principally in peripheral neurons.  Proc Natl Acad Sci USA 1997, 
94:1527-1532.

10. Sangameswaran L, Fish LM, Koch BD, Rabert DK, Delgado SG, Ilnicka M, 
Jakeman LB, Novakovic S, Wong K, Sze P, Tzoumaka E, Stewart GR, Herman 
RC, Chan H, Eglen RM, Hunter JC: A novel tetrodotoxin-sensitive, 
voltage-gated sodium channel expressed in rat and human dorsal root 
ganglia.  J Biol Chem 1997, 272:14805-14809.

11. Cummins TR, Howe JR, Waxman SG: Slow closed-state inactivation: a 
novel mechanism underlying ramp currents in cells expressing the 
hNE/PN1 sodium channel.  J Neurosci 1998, 18:9607-9619.

12. Rush AM, Cummins TR, Waxman SG: Multiple sodium channels and their 
roles in electrogenesis within dorsal root ganglion neurons.  J Physiol 
2007, 579:1-14.

13. Dib-Hajj SD, Cummins TR, Black JA, Waxman SG: Sodium channels in 
normal and pathological Pain.  Ann Rev Neurosci 2010 in press.

14. Cheng X, Dib-Hajj SD, Tyrrell L, Waxman SG: Mutation I136V alters 
electrophysiological properties of the NaV1.7 channel in a family with 
onset of erythromelalgia in the second decade.  Mol Pain 2008, 4:1.

15. Choi JS, Dib-Hajj SD, Waxman SG: Inherited erythermalgia: limb pain 
from an S4 charge-neutral Na channelopathy[see comment].  
Neurology 2006, 67:1563-1567.

16. Choi JS, Zhang L, Dib-Hajj SD, Han C, Tyrrell L, Lin Z, Wang X, Yang Y, 
Waxman SG: Mexiletine-responsive erythromelalgia due to a new 
NaV1.7 mutation showing use-dependent current fall-off.  Exp Neurol 
2009, 216:383-389.

17. Cummins TR, Dib-Hajj SD, Waxman SG: Electrophysiological properties 
of mutant NaV1.7 sodium channels in a painful inherited neuropathy.  J 
Neurosci 2004, 24:8232-8236.

18. Dib-Hajj SD, Rush AM, Cummins TR, Hisama FM, Novella S, Tyrrell L, 
Marshall L, Waxman SG: Gain-of-function mutation in NaV1.7 in familial 
erythromelalgia induces bursting of sensory neurons.  Brain 2005, 
128:1847-1854.

19. Han C, Dib-Hajj SD, Lin Z, Li Y, Eastman EM, Tyrrell L, Cao X, Yang Y, 
Waxman SG: Early- and late-onset inherited erythromelalgia: 
genotype-phenotype correlation.  Brain 2009, 132:1711-1722.

20. Han C, Rush AM, Dib-Hajj SD, Li S, Xu Z, Wang Y, Tyrrell L, Wang X, Yang Y, 
Waxman SG: Sporadic onset of erythermalgia: a gain-of-function 
mutation in NaV1.7.  Ann Neurol 2006, 59:553-558.

21. Lampert A, Dib-Hajj SD, Tyrrell L, Waxman SG: Size matters: 
Erythromelalgia mutation S241T in NaV1.7 alters channel gating.  J Biol 
Chem 2006, 281:36029-36035.

22. Sheets PL, Jackson JO II, Waxman SG, Dib-Hajj SD, Cummins TR: A NaV1.7 
channel mutation associated with hereditary erythromelalgia 
contributes to neuronal hyperexcitability and displays reduced 
lidocaine sensitivity.  J Physiol 2007, 581:1019-1031.

23. Fischer TZ, Gilmore ES, Estacion M, Eastman E, Taylor S, Melanson M, Dib-
Hajj SD, Waxman SG: A novel NaV1.7 mutation producing 
carbamazepine-responsive erythromelalgia.  Ann Neurol 2009, 
65:733-741.

24. Harty TP, Dib-Hajj SD, Tyrrell L, Blackman R, Hisama FM, Rose JB, Waxman 
SG: NaV1.7 mutant A863P in erythromelalgia: effects of altered 
activation and steady-state inactivation on excitability of nociceptive 
dorsal root ganglion neurons.  J Neurosci 2006, 26:12566-12575.

25. Jarecki BW, Sheets PL, Jackson JO II, Cummins TR: Paroxysmal extreme 
pain disorder mutations within the D3/S4-S5 linker of NaV1.7 cause 
moderate destabilization of fast inactivation.  J Physiol 2008, 
586:4137-4153.

26. Rush AM, Dib-Hajj SD, Liu S, Cummins TR, Black JA, Waxman SG: A single 
sodium channel mutation produces hyper- or hypoexcitability in 
different types of neurons.  Proc Natl Acad Sci USA 2006, 103:8245-8250.

27. Armstrong CM: Na channel inactivation from open and closed states.  
Proc Natl Acad Sci USA 2006, 103:17991-17996.

28. Herzog RI, Cummins TR, Ghassemi F, Dib-Hajj SD, Waxman SG: Distinct 
repriming and closed-state inactivation kinetics of NaV1.6 and NaV1.7 
sodium channels in mouse spinal sensory neurons.  J Physiol 2003, 
551:741-750.

29. Blair NT, Bean BP: Role of tetrodotoxin-resistant Na+ current slow 
inactivation in adaptation of action potential firing in small-diameter 
dorsal root ganglion neurons.  J Neurosci 2003, 23:10338-10350.

30. Choi JS, Dib-Hajj SD, Waxman SG: Differential slow inactivation and use-
dependent inhibition of NaV1.8 channels contribute to distinct firing 
properties in IB4+ and IB4- DRG neurons.  J Neurophysiol 2007, 
97:1258-1265.

31. Renganathan M, Cummins TR, Waxman SG: Contribution of NaV1.8 
sodium channels to action potential electrogenesis in DRG neurons.  J 
Neurophysiol 2001, 86:629-640.

32. Bezanilla F: The voltage-sensor structure in a voltage-gated channel.  
Trends Biochem Sci 2005, 30:166-168.

33. Jiang Y, Lee A, Chen J, Ruta V, Cadene M, Chait BT, MacKinnon R: X-ray 
structure of a voltage-dependent K+ channel.  Nature 2003, 423:33-41.

34. Long SB, Campbell EB, Mackinnon R: Crystal structure of a mammalian 
voltage-dependent Shaker family K+ channel.  Science 2005, 
309:897-903.

35. Mackinnon R: Structural biology. Voltage sensor meets lipid 
membrane.  Science 2004, 306:1304-1305.

36. Sato C, Ueno Y, Asai K, Takahashi K, Sato M, Engel A, Fujiyoshi Y: The 
voltage-sensitive sodium channel is a bell-shaped molecule with 
several cavities.  Nature 2001, 409:1047-1051.

37. Yarov-Yarovoy V, Baker D, Catterall WA: Voltage sensor conformations in 
the open and closed states in ROSETTA structural models of K+ 

channels.  Proc Natl Acad Sci USA 2006, 103:7292-7297.
38. Ferrer T, Rupp J, Piper DR, Tristani-Firouzi M: The S4-S5 linker directly 

couples voltage sensor movement to the activation gate in the human 
ether-α-go-go-related gene (hERG) K+ channel.  J Biol Chem 2006, 
281:12858-12864.

39. Patton DE, West JW, Catterall WA, Goldin AL: Amino acid residues 
required for fast Na+-channel inactivation: charge neutralizations and 
deletions in the III-IV linker.  Proc Natl Acad Sci USA 1992, 89:10905-10909.

40. Popa MO, Alekov AK, Bail S, Lehmann-Horn F, Lerche H: Cooperative 
effect of S4-S5 loops in domains D3 and D4 on fast inactivation of the 
Na+ channel.  J Physiol 2004, 561:39-51.

41. Smith MR, Goldin AL: Interaction between the sodium channel 
inactivation linker and domain III S4-S5.  Biophys J 1997, 73:1885-1895.

42. West JW, Patton DE, Scheuer T, Wang Y, Goldin AL, Catterall WA: A cluster 
of hydrophobic amino acid residues required for fast Na+-channel 
inactivation.  Proc Natl Acad Sci USA 1992, 89:10910-10914.

43. Long SB, Campbell EB, Mackinnon R: Voltage sensor of KV1.2: structural 
basis of electromechanical coupling.  Science 2005, 309:903-908.

44. Burley SK, Petsko GA: Aromatic-aromatic interaction: a mechanism of 
protein structure stabilization.  Science 1985, 229:23-28.

45. Zucca C, Redaelli F, Epifanio R, Zanotta N, Romeo A, Lodi M, Veggiotti P, 
Airoldi G, Panzeri C, Romaniello R, De Polo G, Bonanni P, Cardinali S, 
Baschirotto C, Martorell L, Borgatti R, Bresolin N, Bassi MT: Cryptogenic 
epileptic syndromes related to SCN1A: twelve novel mutations 
identified.  Arch Neurol 2008, 65:489-494.

46. Ruan Y, Liu N, Bloise R, Napolitano C, Priori SG: Gating properties of 
SCN5A mutations and the response to mexiletine in long-QT 
syndrome type 3 patients.  Circulation 2007, 116:1137-1144.

47. Sugiura Y, Makita N, Li L, Noble PJ, Kimura J, Kumagai Y, Soeda T, 
Yamamoto T: Cold induces shifts of voltage dependence in mutant 
SCN4A, causing hypokalemic periodic paralysis.  Neurology 2003, 
61:914-918.

48. Webb J, Cannon SC: Cold-induced defects of sodium channel gating in 
atypical periodic paralysis plus myotonia.  Neurology 2008, 70:755-761.

49. Dib-Hajj SD, Choi JS, Macala LJ, Tyrrell L, Black JA, Cummins TR, Waxman 
SG: Transfection of rat or mouse neurons by biolistics or 
electroporation.  Nat Protoc 2009, 4:1118-1126.

doi: 10.1186/1744-8069-6-24
Cite this article as: Cheng et al., Mutations at opposite ends of the DIII/S4-S5 
linker of sodium channel NaV1.7 produce distinct pain disorders Molecular 
Pain 2010, 6:24

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=7720699
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=9037087
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=9169448
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=9822722
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17158175
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=20367448
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=18171466
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=16988069
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=19162012
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15385606
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15958509
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=19369487
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=16392115
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17008310
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17430993
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=19557861
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17135418
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=18599537
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=16702558
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17101981
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12843211
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=14614093
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17108087
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=11495938
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15817390
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12721618
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=16002581
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15550651
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=11234014
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=16648251
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=16524878
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1332059
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15459238
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=9336184
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1332060
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=16002579
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=3892686
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=18413471
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17698727
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=14557559
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=17898326
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=19617884


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /All
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile ()
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /Description <<
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000500044004600206587686353ef901a8fc7684c976262535370673a548c002000700072006f006f00660065007200208fdb884c9ad88d2891cf62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef653ef5728684c9762537088686a5f548c002000700072006f006f00660065007200204e0a73725f979ad854c18cea7684521753706548679c300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /DAN <>
    /DEU <>
    /ESP <>
    /FRA <>
    /ITA <>
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020b370c2a4d06cd0d10020d504b9b0d1300020bc0f0020ad50c815ae30c5d0c11c0020ace0d488c9c8b85c0020c778c1c4d560002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken voor kwaliteitsafdrukken op desktopprinters en proofers. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /PTB <>
    /SUO <>
    /SVE <>
    /ENU (Use these settings to create Adobe PDF documents for quality printing on desktop printers and proofers.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /NoConversion
      /DestinationProfileName ()
      /DestinationProfileSelector /NA
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure true
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles true
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /NA
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /LeaveUntagged
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


