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Abstract: Human dermal fibroblasts (HDFs) have the potential to differentiate into endothelial cells
(VECs). In our previous research, we reported that a hypochlorous acid (HOCl) probe CPP efficiently
induced the differentiation of HDFs into VECs, however, the mechanism of differentiation was not
clear. As an HOCI probe, CPP binds HOCI to modulate its effects. In this study, through Western
blotting, qPCR, and PHD2 enzyme activity assay, we found that CPP inhibited the enzyme activity
of prolyl-4-hydroxylase 2 (PHD2), thereby stabilizing HIF-1α. To further clarify the mechanism by
which CPP inhibits PHD2 enzyme activity, we constructed plasmids, and found that CPP inhibited
PHD2 activity to increase the HIF-1α level through the modulation of PHD2 at Cys302 by HOCl in
HDFs. Furthermore, RNA-seq experiments showed that CPP could induce the expression of HEY1,
which is not only a target gene regulated by HIF1α, but also a key transcription factor for VECs.
We used siRNA transfection and in vivo experiments to confirm that CPP could induce HDFs to
differentiate into VECs by HEY1. In summary, we identified a new inhibitor of PHD2, demonstrated
the new role of HOCl in cell differentiation, and elucidated the mechanism by which HOCl probe
CPP induced the differentiation of HDFs into VECs.

Keywords: differentiation; human dermal fibroblasts; vascular endothelial cells; hypochlorous acid
probe; PHD2/HIF-1α/HEY1 signal pathway

1. Introduction

Over the years, researchers have demonstrated that human dermal fibroblasts (HDFs)
can differentiate into vascular endothelial cells (VECs) through reprogramming tech-
nology [1]. Previously, we found that the small chemical molecule CPP ((E)-4-(4-(4-(7-
(diethylamino)-2-oxo-2H-chromene-3-carbonyl) piperazin-1-yl) styryl)-1-methylpyridin-1-
ium iodide) could induce HDFs to differentiate into vascular endothelial cells [2] (In press;
Identification of a new way to induce differentiation of dermal fibroblasts into vascular
endothelial cells; Stem Cell Research & Therapy). However, there was no clear mechanism
by which HDFs differentiate into VECs. As a hypochlorous acid (HOCl) probe, CPP is
suitable for studying HDF differentiation into VECs.
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HOCl is produced by the catalytic action of myeloperoxidase (MPO), a heme peroxi-
dase released by activated neutrophils that uses chloride anions and H2O2 as substrates [3].
The role of HOCl is a major component of reactive oxygen species (ROS). Current re-
search shows that HOCl can modulate signal transduction and cell fate by modifying
proteins [4–6]. However, it is unclear whether HOCl plays a vital role in regulating cell
differentiation. In previous studies in our lab, we found that an endoplasmic reticulum-
targeted hypochlorous acid probe (ZBM-H) inhibited the oxidation of Grp78 at lysine 353 by
binding HOCl [7]. In this study, as an HOCl probe and an inducer of HDFs differentiation
into VECs, CPP will be used to bind HOCl to study its impact on differentiation.

Studies have shown that hypoxia can promote the reprogramming of dermal fibrob-
lasts into iPSCs [8], and the combined treatment of hypoxia and ETV2 can induce differ-
entiation of dermal fibroblasts into endothelial progenitor cells [9]. Hypoxia-inducible
factor-1α (HIF-1α) is a nuclear protein with transcriptional activity, that can regulate the
expression of a series of target genes, including vascular endothelial growth factor (VEGF),
angiogenin (ANGPT), fibroblast growth factor 2 (FGF-2), placental growth factor (PlGF),
platelet-derived growth factor BB (PDGF-BB), HEY1, etc., and then regulate the survival,
migration and proliferation of vascular endothelial cells [10,11]. Prolyl hydroxylase domain
proteins (PHDs) are capable of hydroxylating HIF-1α on its oxygen-dependent degradation
domain (ODDD), which can promote the degradation of HIF-1α, and result in reduced
VEGF transcription and inhibition of angiogenesis [12]. Some studies have shown that the
formation of inter or intramolecular disulfide bonds in the cysteine326 of PHD2 may affect
its enzymatic function. Except for Cys326, Cys302 and Cys323 of PHD2 may also undergo
oxidative modification, but further proof is needed [13,14].

Similar to the HIF signaling pathway, the Notch signaling pathway is a crucial regu-
lator of gene expression, including genes that regulate cell differentiation. Studies have
shown that HIF-1α is an inducer of Notch signaling. HEY1, a member of the Notch signal-
ing pathway and a target gene of HIF-1α, plays an essential role in maintaining endothelial
cell function [15]. Studies have shown that the Hey1 deficiency causes lethal anomalies
of the thoracic great vessels [16]. However, it is unclear whether HEY1 is crucial for the
transformation of HDFs into VECs. In this study, we found that the HOCl probe CPP could
bind HOCl, inhibit the oxidation of PHD2 at cysteine 302, and raise the protein level of
HIF1a, which promoted the expression of HEY1 and caused the differentiation of dermal
fibroblasts into vascular endothelial cells. These results provide new ideas for the study of
dermal fibroblast differentiation.

2. Materials and Methods
2.1. Antibodies

Antibodies against VEGF (sc-7269), FGF-2 (sc-271847) were obtained from Santa
Cruz Biotechnology (Santa Cruz, CA, USA). Antibodies against HIF-1α (20960-1-AP) and
Collagen 1 (14695-1-AP) were obtained from Proteintech group (Wuhan, China). Antibodies
against CD31 (A19014) and Vimentin (A19607) were obtained from ABclonal (Wuhan,
China). Antibodies against CD133 (64326S) were obtained from Cell Signaling Technology
(Danvers, MA, USA). Antibodies against HEY1 (ab154077) were obtained from Abcam
(Cambridge, U.K.). The antibodies against β-actin were obtained from Sigma-Aldrich
(St. Louis, MO, USA). Horseradish peroxidase-conjugated secondary antibodies were
obtained from Jackson Immunoresearch (West Grove, PA, USA). The secondary antibodies
used for immunofluorescence were donkey anti-rabbit which was obtained from IgG Alexa
Fluor-546 (A-11037; Invitrogen, Carlsbad, CA, USA).

2.2. Cell Culture

Human primary HDFs were derived from the foreskin of children, and were isolated
according to our previous publication [17]. Briefly, the skin was cut into 5 × 5 mm strips
and incubated overnight at 4 ◦C in phosphate-buffered saline (PBS) (2.5 mg/mL; Sigma
Chem. Co). On the following day, forceps were used to separate the epidermis and dermis.
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After cutting the dermis with crossed scalpels, we incubated it in collagenase solution
(2.5 mg/mL, 37 ◦C) for 30 min. Next, the dermal solution was neutralized in Dulbecco’s
modified Eagle’s medium (DMEM) with 10% fetal bovine serum (FBS), passed through
100 µm filter, and the filtrate centrifuged and rinsed with PBS. A pellet of dermal cells was
plated in DMEM/F12 (3:1) supplemented with 2% B27 supplement, 5% FBS, 40 mg/mL
fungizone, 40 ng/mL FGF2, 40 ng/mL EGF and 40 ng/mL FGF2; at 80–90% confluence,
dermal cells were passaged. HDFs were maintained in DMEM Basic medium (C11995500BT,
Gibco, Grand Island, NY, USA) supplemented with 10% (v/v) bovine calf serum. All cell
lines were cultured at 37 ◦C in a 5% CO2 atmosphere. All cell lines were checked by DNA
short tandem repeat (STR) profiling and were confirmed to be mycoplasma negative. In this
study, the population doubling level (PDL) of cultured HDFs was less than 10 (PDL < 10).

2.3. Western Blot Analysis

Cells were treated differently before adding lysate (Beyotime, Shanghai, China). Cell
lysates were centrifuged at 12,000 rpm for 15 min. The concentration of the supernatant was
tested using a BCA protein assay kit (Beyotime, Shanghai, China). Next, cell lysates (30 µg
protein per lane) with a loading buffer were separated by SDS-PAGE, and the proteins
were transferred to polyvinylidene difluoride membranes. After that, the membranes
were incubated with the primary antibodies at 4 ◦C overnight. The next day, membranes
were incubated with the secondary antibodies at room temperature for 1 h. An enhanced
chemiluminescence detection kit (34080, Thermo Fisher, Waltham, MA, USA) was used to
detect antibodies bound to proteins. Relative quantities of specific bands were analyzed by
Image J software and were normalized to loading controls.

2.4. Quantitative Real-Time PCR

RNA was isolated using the Trizol reagent method (Takara, Tokyo, Japan), and ex-
tracted total RNAs were obtained by reverse cDNA by the PrimeScript RT reagent kit with
gDNA Eraser (Takara). PCR reactions involved the use of SYBR Premix Ex Taq (Tli RNaseH
Plus, Takara) and levels of expressed genes were measured by the 2−∆∆Ct method with
MxPro 4.00 (Stratagene, La Jolla, CA, USA). Table S1 lists the primers used.

2.5. Co-Localization of CPP and Prolyl-4-hydroxylase 2 (PHD2) or HIF-1α

Cells were treated with CPP (10 µM) for 3, 6, 12, 24 and 48 h. The treated cells were
fixed in 4% paraformaldehyde for 30 min at room temperature and then washed twice
with PBS for 5 min each. Cells were permeabilized with 0.2% Triton-X100 for 2 min, then
blocked with 10% normal donkey serum for 30 min, and then incubated with the primary
antibodies at 4 ◦C overnight. Cells were then incubated with the secondary antibodies
(1:200) for 1 h at 37 ◦C, and fluorescence was detected using a laser scanning confocal
microscope Zeiss LSM700 (Jena, Germany).

2.6. PHD2 Enzyme Activity Assay

The treated HDFs were digested with 0.25% trypsin and then were disrupted by
repeated freeze–thaw cycles and centrifuged at 3000 rpm for 20 min. The supernatants
were collected, and PHD2 enzyme activity was tested using a human prolyl hydroxylase 2
(PHD2) ELISA detection kit (JL47645, J&L Biological Industrial Co., Ltd., Shanghai, China).

2.7. Plasmids and Overexpression

Full-length PHD2 was cloned into the pCDNA3.1 Zeo (+) plasmid (pCDNA-PHD2).
His6-tagged PHD2 plasmids, including his6-PHD2-wt (wild-type), his6-PHD2-mut1 (C302A)
(mutant), his6-PHD2-mut2 (C323A) (mutant) and his6-PHD2-mut3 (C326A) (mutant), were
constructed. HDFs at 70–80% confluence were transfected with those expression vectors
for 24 h using Lipofectamine 2000 (11668–019, Invitrogen, Waltham, MA, USA) according
to the manufacturer’s instructions. The cells were then treated with CPP for 48 h and then
harvested and analyzed by Western blot assay.
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2.8. siRNAs Transfection

Duplex oligonucleotides were chemically synthesized and purified by Tsingke Biotech-
nology (Beijing, China). The small interfering RNA (siRNA) duplexes used were HEY1:
siHEY1-1: 5′-CAGAAGUUGCGCGUUAUCUTT-3′ (forward) and 5′-AGAUAACGCGCAA
CUUCUGTT-3′(reverse); siHEY1-2: 5′-GACUGGUUUCGCAUCUCAATT-3′ (forward) and
5′-UUGAGAUGCGAAACCAGUCTT-3′(reverse). Cells were transfected with siRNA du-
plexes using Lipofectamine 2000 (11668-019, Invitrogen, Waltham, MA, USA) according to
the manufacturer’s instructions. The cells were changed to a fresh complete medium after
4–6 h, followed by CPP treatment. The above operations were repeated every 48 h, and
protein and RNA were extracted for relevant detection after being repeated three times.

2.9. RNA Sequencing Analysis

Total RNA from DMSO-treated HDFs and CPP-treated HDFs (6 days) was subjected
to RNA sequencing analysis (RNA-seq). RNA-seq was conducted by Novogene. An index
of the reference genome was built using Hisat2 v2.0.5 and paired-end clean reads were
aligned to the reference genome using Hisat2 v2.0.5. Differential expression analysis was
performed using the DESeq2 R package (1.20.0). The p values were adjusted using the
Benjamini and Hochberg method. Corrected p-value of 0.05 and absolute fold change of
2 were set as the threshold for significantly differential expression.

2.10. Colocalization between Different Proteins In Vivo

A total of 15, five-week-old and pathogen-free C57BL mice with a mean weight
of 20 g were randomly divided into three groups: (1) a PBS injection group; (2) a CPP
(1 mg/kg/day) injection group; and (3) a CPP (10 mg/kg/day) injection group. After
two weeks of continuous intraperitoneal injections, the mice were sacrificed and their
skin tissues were embedded in paraffin. Immunofluorescence analysis was conducted
to analyze the co-localization between HEY1 (ABclonal, Wuhan, China) and Vimentin
(ABclonal, Wuhan, China), CDH5 (ABclonal, Wuhan, China) and Vimentin, or CD31
(ABclonal, Wuhan, China) and Vimentin, in mouse skin. DAPI was indicated to the nucleus.
Next, ImageJ was used to analyze the co-localization of the different proteins.

2.11. Statistical Analysis

Data were reported as means ± SE from at least three separate experiments and
were analyzed by t-test with SPSS 17.0 (SPSS Inc., Chicago, IL, USA). Student’s t-test
was performed to compare the mean between two groups. One-way ANOVA followed by
multiple comparisons was used for comparison between more than two groups. Differences
with a p < 0.05 were recognized as statistically significant.

3. Results
3.1. CPP Induces the Differentiation of HDFs into Vascular Endothelial-Like Cells through
Increases of HIF-1α

HIF-1α regulates the expression of nearly 200 genes involved in biological processes,
and, therefore, is a key regulator in vascular endothelial cells [18]. Hypoxia is known
to induce HIF-1α levels, and more and more studies have confirmed that HIF-1α could
regulate stem cell differentiation into endothelial cells [19]. To elucidate the mechanism
of HDFs differentiation into vascular endothelial cells, we examined changes in HIF-1α
levels during CPP-induced differentiation of HDFs into vascular endothelial cells. First,
we treated HDFs with CPP at 1, 10 and 20 µM for 6 days or 10 days, and found that CPP
significantly increased the protein level of HIF-1α by Western blot analysis (Figure 1a–d).

Through the above experiments, we found that CPP up-regulated the protein level
of HIF-1α, but the mechanism was not clear. In order to understand how CPP increased
the protein level of HIF-1α, we tested and found an increased mRNA level of HIF-1α in
CPP-treated cells (Figure 1e). Interestingly, we also observed that CPP increased the protein
level of HIF-1α even in the presence of the protein synthesis inhibitor cycloheximide (CHX)
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(Figure 1f,g), which showed that CPP promoted the increase in the HIF-1α protein level,
at least in part by inhibiting its degradation.

Figure 1. CPP induces the differentiation of HDFs into vascular endothelial cells by increasing
levels of HIF-1α. (a–d) HDFs were treated with CPP (0, 1, 10 or 20 µM) for 6 days (D6) or 10 days
(D10), after which Western blot analysis was used to measure the protein level of HIF-1α. β-actin
(ACTB) was used as a loading control. (e) HDFs were treated with CPP (0 or 10 µM) for 6 days (D6),
after which qRT-PCR was used to detect the mRNA level of HIF-1α. (f,g) In the presence or absence
of cycloheximide (CHX, 10 µg/mL), HDFs were treated with 10 µM CPP for 48 h, after which the
protein level of HIF-1α was detected by Western blot. β-actin (ACTB) was used as a loading control.
(h–p) HDFs were pretreated with LW6, an inhibitor of HIF-1α, for 12 h, and then treated with CPP
(10 µM) for 6 days (D6), and protein levels of CD31, HIF-1α, VEGF, FGF-2, Collagen 1 and Vimentin
were determined by Western blot. β-actin (ACTB) was used as a loading control. Data are presented
as means ± SEM, * p < 0.05, ** p < 0.01, *** p < 0.001, n = 3.
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Next, we investigated whether HIF-1α is involved in the differentiation of HDFs into
endothelial-like cells induced by CPP, and treated dermal fibroblasts with CPP combined
with the HIF-1α inhibitor LW6. We treated HDFS with CPP with or without LW6 to conduct
Western blot. Compared with DMSO-treated HDFs, the protein level of EC marker protein
CD31, and pro-angiogenic factors HIF-1α, FGF-2, VEGF, fibroblastic marker proteins
Vimentin and Collagen 1, were markedly changed in the group of CPP-treated HDFS, but
LW6 significantly abolished the changed protein levels induced by CPP (Figure 1h–p).
Furthermore, we tested the expression levels of EC genes (CD31, CD133, CDH5, vWF,
eNOS and ANGPT1), fibroblastic genes (Vimentin, Collagen 1, FAP, ACTA2 and FSP1), and
pro-angiogenic factors (FGF-2, VEGF, PDGF-BB), and obtained the same results (Figure 2).
In summary, these data suggested that CPP induced the differentiation of HDFs into
endothelial-like cells by promoting an increased protein level of HIF-1α.

Figure 2. The effect of CPP on related genes after treatment with an inhibitor of HIF-1α. (a–n) HDFs
were pretreated with LW6, an inhibitor of HIF-1α, for 12 h, and then treated with CPP (10 µM) for
6 days (D6), and qPCR was conducted to detect the expression of EC genes (CD31, CD133, CDH5,
vWF, eNOS and ANGPT1), fibroblastic genes (Vimentin, Collagen 1, FAP, ACTA2 and FSP1), and
pro-angiogenic factors (FGF-2, VEGF, PDGF-BB). Data are presented as means ± SEM, * p < 0.05,
** p < 0.01, *** p < 0.001, n = 3.

3.2. CPP Inhibits the Activity of PHD2, which Positively Regulates the Degradation of HIF-1α,
by Binding to Free HOCl

As a probe targeting HOCl, CPP can auto-fluoresce in cells [2]. In order to further
study whether CPP directly interacts with HIF-1α to up-regulate the protein level of HIF-1α,
immunofluorescence was used, and showed that the overlap coefficient of CPP and HIF1a
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was around 0.6, which is an extremely low value. Therefore, we deduced that CPP did not
directly regulate the function of HIF-1α (Figure 3a,b).

Figure 3. CPP inhibits PHD2 activity in HDFs. (a–c) HDFs were treated with CPP (10 µM) for 3,
6, 12 and 24 h, after which immunofluorescence was used to detect the co-localization of CPP and
HIF-1α, or CPP and PHD2. Scale bars: 20 µm. (d,e) CPP inhibited PHD2 activity in a dose- and
time-dependent manner. HDFs were treated with CPP at 0, 10 or 20 µM, for 6, 12, 24 h, or 4 days (D4)
or 6 days (D6), respectively, after which the effects of CPP on PHD2 activity were measured using a
PHD2 enzyme-linked immunoassay kit. Data are presented as means ± SEM, * p < 0.05, ** p < 0.01,
*** p < 0.001, n = 3.

Previous studies have revealed that prolyl-4-hydroxylase 2 (PHD2) can utilize oxygen
to hydroxylate and target the alpha subunit of HIFs for proteasomal degradation [20,21].
Interestingly, we observed that CPP co-localized with PHD2 in HDFs after 6, 12 and 24 h of
treatment with CPP, while the overlap coefficient was only 0.64 at 3 h of treatment with
CPP (Figure 3a,c). Next, we found that CPP significantly inhibited PHD2 activity in a dose-
and time-dependent manner (Figure 3d,e). Taken together, these data indicated that CPP
not only co-localizes with PHD2, but also inhibits its activity.

Previously, the HOCl probe ZBM-H demonstrated that it could bind HOCl to inhibit
lysine 353 oxidation of Grp78 [7], and the H2S probe CPC demonstrated that it could
scavenge endogenous H2S to regulate protein modification [22]. In order to understand
how CPP inhibits the activity of PHD2, we hypothesized that CPP could bind to HOCl
and inhibit the function of PHD2. To test that hypothesis, cells were incubated with HOCl
at different concentrations for 6, 12 and 24 h and then were analyzed for PHD2 activity.
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The data showed that the addition of HOCl significantly activated PHD2 at 6, 12 and 24 h
(Figure 4a–c). HDFs were treated with or without HOCl (50 µM) for 6 and 12 h, and were
then treated with or without CPP (10 µM) for 48 h, after which the enzyme activity of PHD2
was detected. The results showed that CPP did not inhibit the enzyme activity of PHD2
in the presence of exogenous HOCl (Figure 4d–i). Similarly, we tested the protein level of
HIF-1α and obtained the same results (Figure 4j–q).

Figure 4. Exogenous hypochlorous acid partially reversed the CPP-inhibited activity of PHD2
and the CPP-increased protein level of HIF1a. (a–c) HOCl activates PHD2. PHD2 activity was
examined using a PHD2 enzyme-linked immunoassay kit in HDFs treated with HOCl (0, 0.01, 0.1, 1,
10 or 50 µM) for 6, 12 or 24 h, respectively. (d–i) HDFs were pretreated with HOCl (50 µM) for 6 or 12
h, and then were treated with CPP (10 µM) for 48 h, after which PHD2 activity was examined using a
PHD2 enzyme-linked immunoassay kit. (j–q) Protein levels of HIF-1α were examined by Western
blot. Data are presented as means ± SEM, * p < 0.05, ** p < 0.01, n = 3.

3.3. CPP Inhibits PHD2 Enzyme Activity by Inhibiting the Oxidation of PHD2 at Cys302

Previous studies have reported that cysteines 302, 323 and 326 of PHD2 can be oxi-
dized [13]. To illustrate how the oxidation modification of those three cysteines of PHD2
might affect its activity, we transfected his6-PHD2-wt (wild-type), his6-PHD2-mut1 (C302A)
(mutant), his6-PHD2-mut2 (C323A) (mutant) and his6-PHD2-mut3 (C326A) (mutant) plas-
mids into dermal fibroblasts and then treated those cells with or without 10 µM CPP.
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The results revealed that CPP significantly inhibited PHD2 enzyme activity in the presence
of his6-PHD2-wt as well as his6-PHD2-mut2 and his6-PHD2-mut3, but not in the presence
of his6-PHD2-mut1 (Figure 5a). Further, we investigated the protein level of HIF-1α, the
downstream protein of PHD2, and found that CPP was not capable of enhancing the
protein level of HIF-1α in the presence of his6-PHD2-mut1. However, CPP did increase the
protein level of HIF-1α in the presence of his6-PHD2-wt as well as his6-PHD2-mut2 and
his6-PHD2-mut3 (Figure 5b–e).

Figure 5. CPP induces HDFs to differentiate into vascular endothelial cells by inhibiting the
oxidation of PHD2 at Cys302. (a) HDFs were transfected with pCDNA-his6 (ctr), pCDNA-his6-
PHD2 (wt), pCDNA-his6-PHD2-C302A (mut1), pCDNA-his6-PHD2-C323A (mut2) and pCDNA-
his6-PHD2-C326A (mut3) for 24 h, and then were treated with CPP (10 µM) for 48 h, after which
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the activity of PHD2 was tested using a human PHD2 ELISA detection kit. (b–e) Western blot analysis
of the protein level of HIF-1α in HDFs transfected with pCDNA-his6-PHD2 (wt), pCDNA-his6-PHD2-
C302A (mut1), pCDNA-his6-PHD2-C323A (mut2) or pCDNA-his6-PHD2-C326A (mut3) plasmids
and treated with CPP (10 µM). β-actin (ACTB) was used as a loading control. (f–j) HDFs were
transfected with pCDNA-his6 (ctr), pCDNA-his6-PHD2 (wt), pCDNA-his6-PHD2-C302A (mut1),
pCDNA-his6-PHD2-C323A (mut2) or pCDNA-his6-PHD2-C326A (mut3) for 24 h, and were then
treated with CPP (10 µM) for 48 h, after which the mRNA levels of Vimentin, CD31, VEGF, FGF-2
and PDGF-BB were analyzed by qRT-PCR. Data are presented as means ± SEM, * p < 0.05, ** p < 0.01,
*** p < 0.001, n = 3.

Next, in order to explore in depth whether Cys302 of PHD2 affects the CPP-induced
differentiation of HDFs into vascular endothelial-like cells, we transfected those plasmids
into HDFs and then treated those cells with or without 10 µM CPP for 48 h. qRT-PCR
analysis revealed that the mutation at cysteine 302 of PHD2 not only inhibited the decrease
in Vimentin mRNA level induced by CPP, but also inhibited the increase in CD31, VEGF,
FGF-2 and PDGF-BB mRNA levels (Figure 5f–j). Taken together, these data suggested that
CPP reduces PHD2 activity to increase the HIF-1α level through the modulation of PHD2
at cysteine 302 by HOCl in HDFs, which results in the differentiation of HDFs into vascular
endothelial cells.

3.4. RNA-seq Showed That CPP Induces the Expression of Endothelial Cell Transcription
Factor HEY1

To reveal the molecular mechanism associated with CPP-induced endothelial differ-
entiation, a DEG analysis was performed to identify gene expression changes between
HDFs and induced VECs. A total of DEGs (|fold change|>2) were detected between the
DMSO-treated HDFs and CPP-treated HDFs cDNA libraries, of which 1171 genes were
upregulated, and 1763 genes were downregulated (Figure 6a). This result indicated the
great alterations in gene expression during CPP-treated HDFs. By reviewing the literature,
we found 18 endothelial cell-related genes with significant differences, which play a role
in regulating endothelial cell function (Figure 6b–c). Indeed, we selected 18 significantly
elevated VECs-related genes from the CPP-treated HDFs and found that these genes were
involved in endothelial cell migration, endothelial barrier, angiogenesis, vascular develop-
ment and maturation. Among them, endothelial cell transcription factor HEY1 showed a
significant difference in expression.

3.5. CPP Induces the Differentiation of HDFs into VECs by Promoting the Expression of HEY1, a
Key Transcription Factor of VECs

Studies have shown that HEY1 is a key transcription factor for the maintenance of
VECs. Therefore, we used different concentrations of CPP to treat HDFs for 24 h, 48 h, D4,
D6 and D10, and then qPCR to verify the expression of HEY1. We found that starting from
48 h, the expression level of HEY1 increased (Figure 7a). Similarly, we tested the protein
level of HEY1 at D6 and D10 and obtained the same results (Figure 7b–e).

Next, we investigated whether HEY1 is involved in the differentiation of dermal
fibroblasts into endothelial-like cells induced by CPP. We knocked down the mRNA of HEY1
(Supplementary Figure S1). We detected the protein level of the markers of HDFs and VECs.
Western blot analysis revealed that siHEY1 significantly abolished the changed protein
levels of endothelial cell-associated proteins (CD31and CD133) and fibroblastic marker
proteins (Vimentin and Collagen 1) induced by CPP (Figure 7f–k). We also performed
qPCR to analyze the expression of VECs-related genes (CD31, CD133, eNOS, CDH5, vWF
and ANGPT1) and HDFs-related genes (Vimentin, Collagen 1, FAP, ACTA2 and FSP1).
Consistently, when we knocked down HEY1, CPP failed to regulate those genes (Figure 8).
Taken together, these data suggest that HEY1 plays an important role in the differentiation
of HDFs into VECs.
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Figure 6. Transcriptome analysis on CPP-treated HDFs and DMSO-treated HDFs via RNA se-
quencing. HDFs were CPP treated for 6 days, RNA-seq was conducted to detect the gene expres-
sion. (a) Differential gene volcano map. The abscissa is the log2FoldChange value, the ordinate is
-log10padj or -log10pvalue, and the blue dotted line represents the threshold line of the differential
gene screening criteria. (b) Heatmap representing EC-related genes. Expression values relative to the
average expression values across all samples are represented by colors from green to red (log2 scale).
(c) Differential genes related to endothelial cells in CPP-induced HDFs obtained by RNA-seq.
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Figure 7. CPP induces the differentiation of HDFs into vascular endothelial-like cells by promot-
ing the expression of HEY1. (a–e) HDFs were treated with CPP (0, 1, 10 or 20 µM) for 24 h, 48 h,
4 days (D4), 6 days (D6) and 10 days (D10), respectively, then qPCR and Western blot were conducted
to verify the expression of HEY1. (f–k) After knocking down HEY1 (siHEY1-1: 40 nM), HDFs were
treated with CPP (10 µM) for 6 days, and Western blot was used to detect the protein levels of HEY1
(33 kDa), CD31, CD133, Collagen 1 and Vimentin. Higher-molecular weight bands may represent
post-translationally modified HEY1 proteins. β-actin (ACTB) was used as a loading control. Data are
presented as means ± SEM, * p < 0.05, ** p < 0.01, *** p < 0.001, n = 3.
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Figure 8. The effect of CPP on related genes after knocking down HEY1. After knocking down
HEY1 (siHEY1-1:40 nM), HDFs were treated with CPP (10 µM) for 6 days, and then the levels of
vascular endothelial cell-related genes (CD31, CD133, CDH5, vWF, eNOS and ANGPT1) (a–f), and
HDFs-related genes (Vimentin, Collagen 1, FAP, ATA2 and FSP1) (g–k), and HEY1 (l), were analyzed
by qPCR. Data are presented as means ± SEM, * p < 0.05, ** p < 0.01, *** p < 0.001, n = 3.

3.6. CPP Promoted Increased Protein Levels of HEY1 in HDFs In Vivo

To further prove that CPP induces HDFs to differentiate into VECs by promoting the
expression of HEY1 in HDFs, we injected different concentrations of CPP (1 mg/kg/day,
10 mg/kg/day) into mice intraperitoneally. After two weeks of treatment, we found that
CPP wasn’t significantly toxic in vivo (Fig.S2). Next, we extracted mouse dorsal skin, and
performed paraffin sections and immunofluorescence. We labeled HDFs with Vimentin
and detected the protein level of HEY1 in Vimentin-positive HDFs. We found that the level
of HEY1 was significantly increased in the CPP-injected group compared with the PBS-
injected group (Figure 9a), and the co-localization of HEY1 with Vimentin was increased
(Figure 9b–d). These data demonstrated that CPP also promoted the accumulation of HEY1
in HDFs in vivo.
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Figure 9. CPP increased the protein levels of HEY1 in HDFs in vivo. (a) After two weeks of
continuous intraperitoneal injection of mice with different concentrations of 1 mg/kg/day and
10 mg/kg/day, of CPP and PBS, respectively, mouse dorsal skin was extracted, paraffin sections were
performed, and the protein levels of HEY1 and Vimentin were detected by immunofluorescence.
White arrows indicate cells expressing both Vimentin and HEY1. Scale bars: 100µm. (b–d) ImageJ
analysis of co-localization of Vimentin and HEY1.

To further demonstrate whether CPP can promote the protein expression of CD31 and
CDH5 in HDFs while increasing HEY1 levels in vivo, we conducted immunofluorescence
to detect the co-localization of Vimentin and CD31, and Vimentin and CDH5. Consistently,
the results showed that the co-localization of Vimentin and CD31, and Vimentin and
CDH5, were up-regulated (Figure 10). Taken together, these data indicated that CPP could
up-regulate the protein levels that maintain endothelial cell function in HDFs in vivo.
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Figure 10. CPP increased the protein levels of CD31 and CDH5 in HDFs in vivo. (a) and (e): After
two weeks of continuous intraperitoneal injection of mice with different concentrations (1 mg/kg/day,
10 mg/kg/day) of CPP and PBS, paraffin sections from mouse dorsal skin were performed, and
immunofluorescence was conducted to detect the co-localization of CD31 and Vimentin or CDH5
and Vimentin. White arrows indicate cells expressing both Vimentin and HEY1. Scale bars: 100µm.
(b–d) and (f–h): ImageJ analysis the co-localization of different proteins.
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4. Discussion

Small chemical molecules can regulate cell phenotypes by targeting signaling path-
ways, epigenetic modifications, and metabolic processes [23,24]. Previous studies proved
that CPP could induce HDFs to differentiate into vascular endothelial cells with a high
differentiation rate. Researchers are increasingly using different methods to induce HDFs to
differentiate into VECs [9,25,26], but the differentiation mechanism has been unclear. Here,
we reported that CPP could bind to HOCl and inhibit the oxidative modification of proteins,
thereby inducing HDFs to differentiate into vascular endothelial-like cells. Simultaneously,
CPP, as a fluorescent probe, has the advantage of auto-fluorescence in cells and becomes a
powerful tool for studying the detailed molecular mechanism of cell differentiation. Using
the fluorescent characteristics of CPP, we could directly assess the co-localization of CPP
and related proteins through immunofluorescence.

HOCl generated during the oxidation of Cl− by H2O2 produced by myeloperoxidase
(MPO) mainly occurs inside activated neutrophils [27]. Studies have shown that endoge-
nous HOCl can be used as an essential signaling molecule to regulate many critical physi-
ological processes, such as apoptosis, atherosclerosis, chronic inflammation, etc., [28–30].
However, it is unclear whether HOCl plays a role in the differentiation of dermal fibroblasts
into vascular endothelial-like cells. CPP can bind HOCl to inhibit the effects of HOCl,
and has become a valuable tool for studying the impact of HOCl on the differentiation of
HDFs into vascular endothelial cells. In this study, experiments using the co-localization of
CPP and PHD2 showed that CPP targeted PHD2. We also found that CPP inhibited the
enzyme activity of PHD2 during the CPP-induced differentiation of HDFs into vascular
endothelial-like cells. In contrast, HOCl activated PHD2. When HDFs were treated with
CPP and HOCl, CPP no longer inhibited the enzyme activity of PHD2. PHD2 is considered
to be the main down-regulating factor of HIF-1α during normoxia, therefore, it plays
an important role in regulating cell differentiation. Studies have shown that conditional
deletion of the PHD2 gene in chondrocytes promoted the differentiation of progenitors
into hypertrophic chondrocytes [31]. In previous studies, the HOCl-induced oxidation of
proteins led to changes in protein functions and cell fates [32–34]. We mutated the three
oxidatively modified cysteines in the dioxygenase domain of PHD2, and found that the mu-
tation at Cys302 disrupted the ability of CPP to induce HDFs to differentiate into vascular
endothelial cells [13,35]. Simultaneously, we found that the mutation at Cys302 caused CPP
to fail to inhibit the enzyme activity of PHD2 and to promote the increased level of HIF-1α
protein. Therefore, our study is the first to demonstrate that CPP inhibits the oxidative
modification of PHD2 at Cys302 by binding HOCl. Other studies have reported that the
proline mutation to arginine at position 317 of PHD2 significantly reduces its enzymatic
activity. In addition, residues A371, H374 and R383 are also vital to maintaining PHD2
function [21,36]. Here, we report that residue Cys302 of PHD2 is also essential to inhibiting
enzyme activity.

Studies have shown that prolyl hydroxylase domain-containing enzyme (PHD) iso-
form 2 (EGLN1) can hydroxylate HIF-1α, thereby promoting the degradation of HIF-1α [37].
Hypoxia-inducible factor (HIF-1) is a heterodimeric transcription factor protein consisting
of HIF-1α and HIF-1β domains. However, under hypoxic conditions, HIF-1α can remain
stable and, as a transcription factor, enters the nucleus to regulate the expression of related
angiogenic genes, thereby promoting angiogenesis [10,38]. However, HIF-1α regulates cell
fate differently in different cells. Studies have shown that HIF-1 involves multiple aspects
of tumor progression, such as metastasis, angiogenesis, and immune evasion [39]. How-
ever, in recent years, more and more studies have found that hypoxia is critical for stem
cell differentiation into endothelial cells, which is inseparable from the fact that hypoxia
promotes the binding of HIF-1α to its angiogenesis-related target genes [19,40,41]. Thus, the
role of HIF1a in regulating cell fate is uncertain. Here, we found that CPP can significantly
promote the increase in HIF-1α protein level and the expression of pro-angiogenic factors,
which further indicates that HIF-1α can regulate the differentiation of HDFs into VECs.
In addition, we also tested the mRNA level of HIF-1α and found that its mRNA level was
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also elevated. Interestingly, experiments using cycloheximide, a protein synthesis inhibitor,
showed that CPP still increased the protein level of HIF-1α, which suggests that CPP pro-
motes the increase in HIF-1α levels by inhibiting the enzyme activity of PHD2. However, in
this experiment, we observed that after HDFs were treated with CHX, although CPP could
still increase the protein level of HIF-1α, it did not recover to the original level. We think
the reason was that HIF-1 promoted the expression of its α-subunit in an epigenetically
regulated transactivation loop [42]. Therefore, we inferred that CPP promoted the increase
in the mRNA level of HIF-1α due to the regulation of HIF-1.

Studies have shown that HIF-1α can induce the expression of HEY1 [43–46]. HEY1 is a
crucial transcription factor for the maintenance of VECs [47]. Researchers have used HEY1
and other transcription factors to directly reprogram HDFs into VECs [25]. Consistently,
studies have found that the knockout of HEY1 in the VECs of mice can cause abnormalities
in the structure of large blood vessels, while HEY1 double knockout with HEY2 can cause
severe mortality [15,48]. Similarly, researchers found that the expression of HEY1 is elevated
during the differentiation of endothelial progenitor cells into arterial endothelial cells [49].
However, although studies have shown a loss of expression of the arterial endothelial
markers CD44, neuropilin1 and ephrinB2 in Hey1/Hey2 KO mice, little research has been
conducted on HEY1 targets. In the study of HEY1 promoting angiogenesis, researchers
found that HEY1 can inhibit the proliferation and migration of endothelial cells by inhibiting
the expression of VEGF, thereby involving induction and/or maintenance of the mature,
quiescent vascular phenotypes [47]. In our research, we found that CPP could induce
the expression of HEY1, and knockdown of HEY1 prevented CPP from inducing the
differentiation of HDFs to form VECs, which further demonstrated that HEY1 played a
crucial role in the differentiation of HDFs into vascular endothelial cells. To prove that
CPP can also play a role in vivo, we used Vimentin (+) to label HDFs and found that CPP
could also promote the expression of HEY1 in HDFs in vivo. In addition, we observed that
HEY1 contained other equally strong bands around 40 kDa and 55 kDa in Western blot,
and we suspected post-translational modification, such as sumoylation, since sumoylation
of nucleoproteins is most common [50].

5. Conclusions

In summary, we discovered that the HOCl probe CPP reduces HOCl levels to inhibit
PHD2 activity through regulation of Cys302, which results in an increased HIF-1a level
that efficiently induces the expression of HEY1 and the differentiation of HDFs into VECs
(shown schematically in Figure 11). Therefore, these results provide new ideas for the study
of HDFs differentiation, and also provide a new mechanism of hypochlorous acid in the
differentiation process of HDFs into VECs.
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Figure 11. The mechanism of CPP-induced differentiation of HDFs into VECs. CPP can bind to
HOCl, inhibiting the oxidation of PHD2 at cysteine 302, thereby inhibiting the activity of PHD2. The
inhibition of PHD2 enzyme activity promotes the increased protein level of HIF-1α, which promotes
the expression of HEY1, therefore, increases the expression of VEGF, FGF-2 and PDGF-BB, and
induces the differentiation of HDFs into VECs.

Supplementary Materials: The following supporting information can be downloaded at https://
www.mdpi.com/article/10.3390/cells11193126/s1. Figure S1: Verification of the interference ef-
ficiency of two small interfering RNAs on HEY1 in HDFs cells. Figure S2: In vivo toxicology
experiment. Table S1: The qPCR primers.

Author Contributions: Conceptualization, J.M., X.W. and B.Z.; methodology, X.C., J.W., N.L. and
X.H.; validation, X.C.; investigation, X.C. and J.W.; resources, B.Z., X.W. and S.Z.; writing—original
draft preparation, X.C.; writing—review and editing, J.M.; project administration, J.M.; funding
acquisition, J.M., X.W. All authors have read and agreed to the published version of the manuscript.

Funding: This study was supported by the National Natural Science Foundation of China (No.
32170744, 81772093, 82073470, 82273554), and the Natural Science Foundation of Shandong Province
(ZR2019ZD36).

https://www.mdpi.com/article/10.3390/cells11193126/s1
https://www.mdpi.com/article/10.3390/cells11193126/s1


Cells 2022, 11, 3126 19 of 21

Institutional Review Board Statement: The study was conducted according to the guidelines
of the Declaration of Helsinki, and approved by the Ethics Committee in Shandong University
(No. SYDWLL-2021-22, Data: 02/03/2021). The procedure for obtaining human foreskin tissues
from discarded hospital specimens without any personal identity information, was approved by the
Medical Ethical Committee of the School of Stomatology, Shandong University (NO.GR201711, Date:
17 February 2017).

Informed Consent Statement: Because the procedure for obtaining human foreskin tissues from
discarded hospital specimens without any personal identity information. Written informed consent
for participation was not required for this study in accordance with the national legislation and the
institutional requirements.

Data Availability Statement: All data generated or analyzed during this study are included in
this published article. RNA-seq generated datasets are available in the NCBI repository BioProject
accession number of RNA-seq is PRJNA849353.

Acknowledgments: We thank Public technology platform for large scale instruments of Shandong
University for Laser scanning confocal microscope.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Limbourg, A.; Korff, T.; Napp, L.C.; Schaper, W.; Drexler, H.; Limbourg, F.P. Evaluation of postnatal arteriogenesis and

angiogenesis in a mouse model of hind-limb ischemia. Nat. Protoc. 2009, 4, 1737–1746. [CrossRef] [PubMed]
2. Zhang, L.-J.; Zhao, X.; Yang, D.; Jia, Z.-Z.; Han, X.; Sun, L.-Q.; Yu, L.-L.; Liu, J.-T.; He, X.-D.; Miao, J.-Y.; et al. A new water-soluble

and mitochondria-targeted fluorescence probe for ratiometric detection of hypochlorous acid in living cells. Sens. Actuators B
Chem. 2018, 276, 8–12. [CrossRef]

3. Winterbourn, C.C.; Kettle, A.J. Biomarkers of myeloperoxidase-derived hypochlorous acid. Free Radic. Biol. Med. 2000, 29,
403–409. [CrossRef]

4. Hawkins, C.L. Hypochlorous acid-mediated modification of proteins and its consequences. Essays Biochem. 2020, 64, 75–86.
[CrossRef]

5. Schieven, G.L.; de Fex, H.; Stephenson, L. Hypochlorous acid activates tyrosine phosphorylation signal pathways leading to
calcium signaling and TNFalpha production. Antioxid. Redox Signal. 2002, 4, 501–507. [CrossRef]

6. Mainnemare, A.; Megarbane, B.; Soueidan, A.; Daniel, A.; Chapple, I.L. Hypochlorous acid and taurine-N-monochloramine in
periodontal diseases. J. Dent. Res. 2004, 83, 823–831. [CrossRef]

7. Ning, J.; Lin, Z.; Zhao, X.; Zhao, B.; Miao, J. Inhibiting lysine 353 oxidation of GRP78 by a hypochlorous probe targeting
endoplasmic reticulum promotes autophagy in cancer cells. Cell Death Dis. 2019, 10, 858. [CrossRef]

8. Yoshida, Y.; Takahashi, K.; Okita, K.; Ichisaka, T.; Yamanaka, S. Hypoxia enhances the generation of induced pluripotent stem
cells. Cell Stem Cell 2009, 5, 237–241. [CrossRef]

9. Van Pham, P.; Vu, N.B.; Nguyen, H.T.; Huynh, O.T.; Truong, M.T. Significant improvement of direct reprogramming efficacy of
fibroblasts into progenitor endothelial cells by ETV2 and hypoxia. Stem Cell Res. Ther. 2016, 7, 104. [CrossRef]

10. Kim, S.; Lee, M.; Choi, Y.K. The Role of a Neurovascular Signaling Pathway Involving Hypoxia-Inducible Factor and Notch in the
Function of the Central Nervous System. Biomol. Ther. 2020, 28, 45–57. [CrossRef]

11. Kim, J.A.; Choi, D.K.; Min, J.S.; Kang, I.; Kim, J.C.; Kim, S.; Ahn, J.K. VBP1 represses cancer metastasis by enhancing HIF-1alpha
degradation induced by pVHL. FEBS J. 2018, 285, 115–126. [CrossRef] [PubMed]

12. Wilson, J.W.; Shakir, D.; Batie, M.; Frost, M.; Rocha, S. Oxygen-sensing mechanisms in cells. FEBS J. 2020, 287, 3888–3906.
[CrossRef] [PubMed]

13. Lee, G.; Won, H.S.; Lee, Y.M.; Choi, J.W.; Oh, T.I.; Jang, J.H.; Choi, D.K.; Lim, B.O.; Kim, Y.J.; Park, J.W.; et al. Oxidative
Dimerization of PHD2 is Responsible for its Inactivation and Contributes to Metabolic Reprogramming via HIF-1alpha Activation.
Sci. Rep. 2016, 6, 18928. [CrossRef] [PubMed]

14. Semenza, G.L. The Genomics and Genetics of Oxygen Homeostasis. Annu. Rev. Genom. Hum. Genet. 2020, 21, 183–204. [CrossRef]
[PubMed]

15. Watanabe, Y.; Seya, D.; Ihara, D.; Ishii, S.; Uemoto, T.; Kubo, A.; Arai, Y.; Isomoto, Y.; Nakano, A.; Abe, T.; et al. Importance
of endothelial Hey1 expression for thoracic great vessel development and its distal enhancer for Notch-dependent endothelial
transcription. J. Biol. Chem. 2020, 295, 17632–17645. [CrossRef] [PubMed]

16. Fujita, M.; Sakabe, M.; Ioka, T.; Watanabe, Y.; Kinugasa-Katayama, Y.; Tsuchihashi, T.; Utset, M.F.; Yamagishi, H.; Nakagawa, O.
Pharyngeal arch artery defects and lethal malformations of the aortic arch and its branches in mice deficient for the Hrt1/Hey1
transcription factor. Mech. Dev. 2016, 139, 65–73. [CrossRef]

17. Wu, X.; Scott, L., Jr.; Washenik, K.; Stenn, K. Full-thickness skin with mature hair follicles generated from tissue culture expanded
human cells. Tissue Eng. Part A 2014, 20, 3314–3321. [CrossRef]

http://doi.org/10.1038/nprot.2009.185
http://www.ncbi.nlm.nih.gov/pubmed/19893509
http://doi.org/10.1016/j.snb.2018.08.071
http://doi.org/10.1016/S0891-5849(00)00204-5
http://doi.org/10.1042/EBC20190045
http://doi.org/10.1089/15230860260196308
http://doi.org/10.1177/154405910408301101
http://doi.org/10.1038/s41419-019-2095-y
http://doi.org/10.1016/j.stem.2009.08.001
http://doi.org/10.1186/s13287-016-0368-2
http://doi.org/10.4062/biomolther.2019.119
http://doi.org/10.1111/febs.14322
http://www.ncbi.nlm.nih.gov/pubmed/29121446
http://doi.org/10.1111/febs.15374
http://www.ncbi.nlm.nih.gov/pubmed/32446269
http://doi.org/10.1038/srep18928
http://www.ncbi.nlm.nih.gov/pubmed/26740011
http://doi.org/10.1146/annurev-genom-111119-073356
http://www.ncbi.nlm.nih.gov/pubmed/32255719
http://doi.org/10.1074/jbc.RA120.015003
http://www.ncbi.nlm.nih.gov/pubmed/33454003
http://doi.org/10.1016/j.mod.2015.11.002
http://doi.org/10.1089/ten.tea.2013.0759


Cells 2022, 11, 3126 20 of 21

18. Pezzuto, A.; Carico, E. Role of HIF-1 in Cancer Progression: Novel Insights. A Review. Curr. Mol. Med. 2018, 18, 343–351.
[CrossRef]

19. Podkalicka, P.; Stepniewski, J.; Mucha, O.; Kachamakova-Trojanowska, N.; Dulak, J.; Loboda, A. Hypoxia as a Driving Force of
Pluripotent Stem Cell Reprogramming and Differentiation to Endothelial Cells. Biomolecules 2020, 10, 1614. [CrossRef]

20. Semenza, G.L. Oxygen sensing, hypoxia-inducible factors, and disease pathophysiology. Annu. Rev. Pathol. 2014, 9, 47–71.
[CrossRef]

21. Li, A.; Zhang, Y.; Wang, Z.; Dong, H.; Fu, N.; Han, X. The roles and signaling pathways of prolyl-4-hydroxylase 2 in the tumor
microenvironment. Chem.-Biol. Interact. 2019, 303, 40–49. [CrossRef]

22. Li, N.; Wang, J.; Zang, X.; Wang, Z.; Zhang, T.; Zhao, B.; Miao, J.; Lin, Z. H2S probe CPC inhibits autophagy and promotes
apoptosis by inhibiting glutathionylation of Keap1 at Cys434. Apoptosis Int. J. Program. Cell Death 2021, 26, 111–131. [CrossRef]
[PubMed]

23. Li, W.; Ding, S. Small molecules that modulate embryonic stem cell fate and somatic cell reprogramming. Trends Pharmacol. Sci.
2010, 31, 36–45. [CrossRef] [PubMed]

24. Federation, A.J.; Bradner, J.E.; Meissner, A. The use of small molecules in somatic-cell reprogramming. Trends Cell Biol. 2014, 24,
179–187. [CrossRef] [PubMed]

25. Lee, S.; Park, C.; Han, J.W.; Kim, J.Y.; Cho, K.; Kim, E.J.; Kim, S.; Lee, S.J.; Oh, S.Y.; Tanaka, Y.; et al. Direct Reprogramming of
Human Dermal Fibroblasts Into Endothelial Cells Using ER71/ETV2. Circ. Res. 2017, 120, 848–861. [CrossRef]

26. Sanchez-Munoz, I.; Granados, R.; Holguin Holgado, P.; Garcia-Vela, J.A.; Casares, C.; Casares, M. The use of adipose mesenchymal
stem cells and human umbilical vascular endothelial cells on a fibrin matrix for endothelialized skin substitute. Tissue Eng. Part A
2015, 21, 214–223. [CrossRef]

27. Peng, H.; Zhang, K.; Liu, Z.; Xu, Q.; You, B.; Li, C.; Cao, J.; Zhou, H.; Li, X.; Chen, J.; et al. VPO1 Modulates Vascular
Smooth Muscle Cell Phenotypic Switch by Activating Extracellular Signal-regulated Kinase 1/2 (ERK 1/2) in Abdominal Aortic
Aneurysms. J. Am. Heart Assoc. 2018, 7, e010069. [CrossRef]

28. Winterbourn, C.C.; Kettle, A.J.; Hampton, M.B. Reactive Oxygen Species and Neutrophil Function. Annu. Rev. Biochem. 2016, 85,
765–792. [CrossRef]

29. Bauer, G. HOCl and the control of oncogenesis. J. Inorg. Biochem. 2018, 179, 10–23. [CrossRef]
30. Rayner, B.S.; Zhang, Y.; Brown, B.E.; Reyes, L.; Cogger, V.C.; Hawkins, C.L. Role of hypochlorous acid (HOCl) and other

inflammatory mediators in the induction of macrophage extracellular trap formation. Free Radic. Biol. Med. 2018, 129, 25–34.
[CrossRef]

31. Cheng, S.; Pourteymoor, S.; Alarcon, C.; Mohan, S. Conditional Deletion of the Phd2 Gene in Articular Chondrocytes Accelerates
Differentiation and Reduces Articular Cartilage Thickness. Sci. Rep. 2017, 7, 45408. [CrossRef] [PubMed]

32. Drazic, A.; Miura, H.; Peschek, J.; Le, Y.; Bach, N.C.; Kriehuber, T.; Winter, J. Methionine oxidation activates a transcription factor
in response to oxidative stress. Proc. Natl. Acad. Sci. USA 2013, 110, 9493–9498. [CrossRef] [PubMed]

33. Abdo, A.I.; Rayner, B.S.; van Reyk, D.M.; Hawkins, C.L. Low-density lipoprotein modified by myeloperoxidase oxidants induces
endothelial dysfunction. Redox Biol. 2017, 13, 623–632. [CrossRef] [PubMed]

34. Muller, A.; Langklotz, S.; Lupilova, N.; Kuhlmann, K.; Bandow, J.E.; Leichert, L.I. Activation of RidA chaperone function by
N-chlorination. Nat. Commun. 2014, 5, 5804. [CrossRef]

35. Chowdhury, R.; Flashman, E.; Mecinovic, J.; Kramer, H.B.; Kessler, B.M.; Frapart, Y.M.; Boucher, J.L.; Clifton, I.J.; McDonough, M.A.;
Schofield, C.J. Studies on the reaction of nitric oxide with the hypoxia-inducible factor prolyl hydroxylase domain 2 (EGLN1).
J. Mol. Biol. 2011, 410, 268–279. [CrossRef]

36. Percy, M.J.; Zhao, Q.; Flores, A.; Harrison, C.; Lappin, T.R.; Maxwell, P.H.; McMullin, M.F.; Lee, F.S. A family with erythrocytosis
establishes a role for prolyl hydroxylase domain protein 2 in oxygen homeostasis. Proc. Natl. Acad. Sci. USA 2006, 103, 654–659.
[CrossRef]

37. Masoud, G.N.; Li, W. HIF-1alpha pathway: Role, regulation and intervention for cancer therapy. Acta Pharm. Sinica. B 2015, 5,
378–389. [CrossRef]

38. Laddha, A.P.; Kulkarni, Y.A. VEGF and FGF-2: Promising targets for the treatment of respiratory disorders. Respir. Med. 2019, 156,
33–46. [CrossRef]

39. You, L.; Wu, W.; Wang, X.; Fang, L.; Adam, V.; Nepovimova, E.; Wu, Q.; Kuca, K. The role of hypoxia-inducible factor 1 in tumor
immune evasion. Med. Res. Rev. 2021, 41, 1622–1643. [CrossRef]

40. Tsang, K.M.; Hyun, J.S.; Cheng, K.T.; Vargas, M.; Mehta, D.; Ushio-Fukai, M.; Zou, L.; Pajcini, K.V.; Rehman, J.; Malik, A.B.
Embryonic Stem Cell Differentiation to Functional Arterial Endothelial Cells through Sequential Activation of ETV2 and NOTCH1
Signaling by HIF1alpha. Stem Cell Rep. 2017, 9, 796–806. [CrossRef]

41. Lee, S.W.; Jeong, H.K.; Lee, J.Y.; Yang, J.; Lee, E.J.; Kim, S.Y.; Youn, S.W.; Lee, J.; Kim, W.J.; Kim, K.W.; et al. Hypoxic priming of
mESCs accelerates vascular-lineage differentiation through HIF1-mediated inverse regulation of Oct4 and VEGF. EMBO Mol.
Med. 2012, 4, 924–938. [CrossRef] [PubMed]

42. Asby, D.J.; Cuda, F.; Hoakwie, F.; Miranda, E.; Tavassoli, A. HIF-1 promotes the expression of its alpha-subunit via an epigenetically
regulated transactivation loop. Mol. Biosyst. 2014, 10, 2505–2508. [CrossRef] [PubMed]

http://doi.org/10.2174/1566524018666181109121849
http://doi.org/10.3390/biom10121614
http://doi.org/10.1146/annurev-pathol-012513-104720
http://doi.org/10.1016/j.cbi.2019.02.019
http://doi.org/10.1007/s10495-020-01652-y
http://www.ncbi.nlm.nih.gov/pubmed/33389358
http://doi.org/10.1016/j.tips.2009.10.002
http://www.ncbi.nlm.nih.gov/pubmed/19896224
http://doi.org/10.1016/j.tcb.2013.09.011
http://www.ncbi.nlm.nih.gov/pubmed/24183602
http://doi.org/10.1161/CIRCRESAHA.116.309833
http://doi.org/10.1089/ten.tea.2013.0626
http://doi.org/10.1161/JAHA.118.010069
http://doi.org/10.1146/annurev-biochem-060815-014442
http://doi.org/10.1016/j.jinorgbio.2017.11.005
http://doi.org/10.1016/j.freeradbiomed.2018.09.001
http://doi.org/10.1038/srep45408
http://www.ncbi.nlm.nih.gov/pubmed/28349987
http://doi.org/10.1073/pnas.1300578110
http://www.ncbi.nlm.nih.gov/pubmed/23690622
http://doi.org/10.1016/j.redox.2017.08.004
http://www.ncbi.nlm.nih.gov/pubmed/28818791
http://doi.org/10.1038/ncomms6804
http://doi.org/10.1016/j.jmb.2011.04.075
http://doi.org/10.1073/pnas.0508423103
http://doi.org/10.1016/j.apsb.2015.05.007
http://doi.org/10.1016/j.rmed.2019.08.003
http://doi.org/10.1002/med.21771
http://doi.org/10.1016/j.stemcr.2017.07.001
http://doi.org/10.1002/emmm.201101107
http://www.ncbi.nlm.nih.gov/pubmed/22821840
http://doi.org/10.1039/C4MB00351A
http://www.ncbi.nlm.nih.gov/pubmed/25091694


Cells 2022, 11, 3126 21 of 21

43. Kung-Chun Chiu, D.; Pui-Wah Tse, A.; Law, C.T.; Ming-Jing Xu, I.; Lee, D.; Chen, M.; Kit-Ho Lai, R.; Wai-Hin Yuen, V.; Wing-Sum
Cheu, J.; Wai-Hung Ho, D.; et al. Hypoxia regulates the mitochondrial activity of hepatocellular carcinoma cells through
HIF/HEY1/PINK1 pathway. Cell Death Dis. 2019, 10, 934. [CrossRef] [PubMed]

44. Kiriakidis, S.; Henze, A.T.; Kruszynska-Ziaja, I.; Skobridis, K.; Theodorou, V.; Paleolog, E.M.; Mazzone, M. Factor-inhibiting HIF-1
(FIH-1) is required for human vascular endothelial cell survival. FASEB J. Off. Publ. Fed. Am. Soc. Exp. Biol. 2015, 29, 2814–2827.
[CrossRef] [PubMed]

45. Esser, J.S.; Steiner, R.E.; Deckler, M.; Schmitt, H.; Engert, B.; Link, S.; Charlet, A.; Patterson, C.; Bode, C.; Zhou, Q.; et al.
Extracellular bone morphogenetic protein modulator BMPER and twisted gastrulation homolog 1 preserve arterial-venous
specification in zebrafish blood vessel development and regulate Notch signaling in endothelial cells. FEBS J. 2018, 285, 1419–1436.
[CrossRef] [PubMed]

46. Wiese, C.; Heisig, J.; Gessler, M. Hey bHLH factors in cardiovascular development. Pediatr. Cardiol. 2010, 31, 363–370. [CrossRef]
[PubMed]

47. Henderson, A.M.; Wang, S.J.; Taylor, A.C.; Aitkenhead, M.; Hughes, C.C. The basic helix-loop-helix transcription factor HESR1
regulates endothelial cell tube formation. J. Biol. Chem. 2001, 276, 6169–6176. [CrossRef]

48. Xie, J.; Lin, L.S.; Huang, X.Y.; Gan, R.H.; Ding, L.C.; Su, B.H.; Zhao, Y.; Lu, Y.G.; Zheng, D.L. The NOTCH1-HEY1 pathway
regulates self-renewal and epithelial-mesenchymal transition of salivary adenoid cystic carcinoma cells. Int. J. Biol. Sci. 2020, 16,
598–610. [CrossRef]

49. Obi, S.; Yamamoto, K.; Shimizu, N.; Kumagaya, S.; Masumura, T.; Sokabe, T.; Asahara, T.; Ando, J. Fluid shear stress induces
arterial differentiation of endothelial progenitor cells. J. Appl. Physiol. 2009, 106, 203–211. [CrossRef]

50. Brun, M.; Jain, S.; Monckton, E.A.; Godbout, R. Nuclear Factor I Represses the Notch Effector HEY1 in Glioblastoma. Neoplasia
2018, 20, 1023–1037. [CrossRef]

http://doi.org/10.1038/s41419-019-2155-3
http://www.ncbi.nlm.nih.gov/pubmed/31819034
http://doi.org/10.1096/fj.14-252379
http://www.ncbi.nlm.nih.gov/pubmed/25837583
http://doi.org/10.1111/febs.14414
http://www.ncbi.nlm.nih.gov/pubmed/29473997
http://doi.org/10.1007/s00246-009-9609-9
http://www.ncbi.nlm.nih.gov/pubmed/20033145
http://doi.org/10.1074/jbc.M008506200
http://doi.org/10.7150/ijbs.36407
http://doi.org/10.1152/japplphysiol.00197.2008
http://doi.org/10.1016/j.neo.2018.08.007

	Introduction 
	Materials and Methods 
	Antibodies 
	Cell Culture 
	Western Blot Analysis 
	Quantitative Real-Time PCR 
	Co-Localization of CPP and Prolyl-4-hydroxylase 2 (PHD2) or HIF-1 
	PHD2 Enzyme Activity Assay 
	Plasmids and Overexpression 
	siRNAs Transfection 
	RNA Sequencing Analysis 
	Colocalization between Different Proteins In Vivo 
	Statistical Analysis 

	Results 
	CPP Induces the Differentiation of HDFs into Vascular Endothelial-Like Cells through Increases of HIF-1 
	CPP Inhibits the Activity of PHD2, which Positively Regulates the Degradation of HIF-1, by Binding to Free HOCl 
	CPP Inhibits PHD2 Enzyme Activity by Inhibiting the Oxidation of PHD2 at Cys302 
	RNA-seq Showed That CPP Induces the Expression of Endothelial Cell Transcription Factor HEY1 
	CPP Induces the Differentiation of HDFs into VECs by Promoting the Expression of HEY1, a Key Transcription Factor of VECs 
	CPP Promoted Increased Protein Levels of HEY1 in HDFs In Vivo 

	Discussion 
	Conclusions 
	References

