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Abstract

Temperature-driven development and survival rates of the mealybug, Phenacoccus solenopsis Tinsley (Hemiptera:
Pseudococcidae) were examined at nine constant temperatures (15, 20, 25, 27, 30, 32, 35 and 40°C) on hibiscus
(Hibiscus rosa-sinensis L.). Crawlers successfully completed development to adult stage between 15 and 35°C,
although their survival was affected at low temperatures. Two linear and four nonlinear models were fitted to describe
developmental rates of P. solenopsis as a function of temperature, and for estimating thermal constants and
bioclimatic thresholds (lower, optimum and upper temperature thresholds for development: Tmin, Topt and Tmax,
respectively). Estimated thresholds between the two linear models were statistically similar. Ikemoto and Takai’s
linear model permitted testing the equivalence of lower developmental thresholds for life stages of P. solenopsis
reared on two hosts, hibiscus and cotton. Thermal constants required for completion of cumulative development of
female and male nymphs and for the whole generation were significantly lower on hibiscus (222.2, 237.0, 308.6
degree-days, respectively) compared to cotton. Three nonlinear models performed better in describing the
developmental rate for immature instars and cumulative life stages of female and male and for generation based on
goodness-of-fit criteria. The simplified β type distribution function estimated Topt values closer to the observed
maximum rates. Thermodynamic SSI model indicated no significant differences in the intrinsic optimum temperature
estimates for different geographical populations of P. solenopsis. The estimated bioclimatic thresholds and the
observed survival rates of P. solenopsis indicate the species to be high-temperature adaptive, and explained the field
abundance of P. solenopsis on its host plants.
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Introduction

Mealybugs (Hemiptera: Pseudococcidae) are important
pests worldwide causing economic damage to several crops.
The Solenopsis mealybug, Phenacoccus solenopsis Tinsley,
first described from New Mexico, USA [1] was reported to infest
cotton (Gossypium hirsutum L.) and 29 other hosts in Texas,
USA [2]. This invasive species currently has a worldwide
distribution spanning Central America, the Caribbean and
Ecuador [3], Brazil [4], Pakistan and India [5], China [6], Nigeria
[7] and Australia [8]. P. solenopsis is highly polyphagous with a
record of 194 host plants [9]. Hibiscus rosa-sinensis L. is an

evergreen herbaceous ornamental and landscape shrub, native
to China and widely distributed in the tropics and sub-tropics. In
the US, hibiscus is a popular flowering plant maintained in
greenhouses all over the country [10]. In India, it is a common
ornamental plant in the backyards and gardens nurtured for its
bright and large flowers as religious offering. Hibiscus is a
recorded host for P. solenopsis in Nigeria [7], China [6,11] and
the Indian subcontinent [9,12]. As a perennial host, hibiscus
appears to play an important role in the population dynamics of
P. solenopsis on cotton during the crop season. After harvest
of rainy season cotton by December, P. solenopsis survives
mostly on alternate hosts such as Abutilon indicum (L.) and
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Parthenium hysterophorus L. [9]. As these weeds dry up in the
hot summer during April-May in the rainfed tracts, P.
solenopsis is mostly found surviving on H. rosa-sinensis. With
the onset of monsoon rains in June, P. solenopsis population
spreads to adjacent weeds that spring up early, and
subsequently appears in adjoining fields planted to cotton [13].
Since H. rosa-sinensis is a popular and economically important
ornamental species worldwide, and it serves as a host for P.
solenopsis during summer time in the Indian subcontinent, the
present study on development and survival on hibiscus gains
significance.

Temperature is one of the major environmental factors
influencing insects. Development, survival, adult longevity and
fecundity data are vital for understanding the population
dynamics of any insect species on a particular host [14].
Development of the polyphagous mealybug species,
Maconellicoccus hirsutus (Green) at the same temperature was
different when reared on five different hosts [15].
Understanding phenology of an insect species at different
temperatures is crucial for predicting its seasonal occurrence
and planning for integrated management. Many mathematical
models describe insect developmental rate as a function of
temperature [16-19]. Linear model [20] is widely used to
explain the straight line relationship between the
developmental rate and temperature in the limited range
(15-30°C) and calculate lower developmental thresholds and
thermal constants required to complete development of life
stages. To describe the developmental rate more realistically
and over a wider temperature range, several nonlinear models
have been applied [21,22] to provide estimated values for
optimum and maximum temperatures for development.
However, estimation of thermal constant cannot be achieved
by nonlinear models. They usually give a good fit to most
experimental data, and many of them incorporate physiological
and biochemical constants [16,17,21]. The biophysical
explanation for the temperature-development relationship is
that enzymes catalyze reactions such as those responsible for
development within organisms. Exposure to extreme
temperatures affects rates of enzyme activity by changing their
conformation, and in some cases denaturing the proteins that
regulate the biophysical processes of development, thereby
stunting developmental rates [23-25].

In this paper, we applied several mathematical functions to
describe the developmental rate of P. solenopsis on H. rosa-
sinensis at nine constant temperatures (15 to 40°C).
Development of P. solenopsis on cotton was proportional to
temperature in the linear portion of the developmental rate
curve [26]. We hypothesized a similar relationship on hibiscus
and fitted linear models to the developmental rate data in the
temperature range of 15-32°C to calculate the lower thresholds
and thermal summation values useful to predict timing and
phenology of life cycle events of P. solenopsis. As
developmental times were longer at the upper temperature
(35°C), we applied nonlinear models to describe this
relationship and estimate the optimum and upper threshold
temperatures for development. Prolific development of P.
solenopsis field populations on hibiscus in the hot summer
indicated a higher survival at warmer temperatures. We

compared our results on the developmental thresholds, thermal
constants and survival of P. solenopsis on hibiscus with that on
cotton in India [26], on pumpkin and hibiscus in China [11,27].
Better understanding of the life history parameters of P.
solenopsis on its key off-season host, hibiscus could provide
leads to improve its prediction on cotton during the cropping
season.

Materials and Methods

Mealybug colony establishment
Initial cultures of P. solenopsis collected on cotton (RRS No.

777-792/11, Insect Identification Service, IARI, New Delhi)
were maintained for three generations on twigs of H. rosa-
sinensis (bloom - pinkish red, no spots or splashes with eye
zone small and red; leaves - semi-glossy, ovate with serrated
margins). Different stages of P. solenopsis required for various
experiments were drawn from this culture maintained at 27 ±
1°C, 65±5% relative humidity (RH) and 12: 12 h (L:D)
photoperiod. In all the experiments, leaves of H. rosa-sinensis
were used as host tissue. Fully expanded healthy leaves were
excised, wiped with wet tissue and petioles were individually
wrapped around with wet adsorbent cotton and placed in petri
dishes (9 cm diameter) prior to release of insects. Leaves were
changed every 3 to 4 days at 15-30°C and daily at 32-40°C.

Development and survival
Development and survival of P. solenopsis was assessed at

9 constant temperatures: 15, 18, 20, 25, 27, 30, 32, 35 and
40°C (±1°C). For each temperature experiment, 20 mated
females (30-35 d old) were transferred individually onto
hibiscus leaves in petri dishes, and placed in an environmental
growth chamber (MLR 350H, Sanyo, Japan) set at the test
temperatures, 65 ± 5% RH, and a photoperiod of 12: 12 h
(L:D). Neonate crawlers emerging from an ovisac of a mated
female were transferred to a freshly prepared hibiscus leaf in a
separate petri dish (10 crawlers/dish) and returned to the set
temperature in the growth chamber. Twenty such replicates
were maintained for each temperature. Petri dishes were
examined daily using a stereomicroscope for shed exuviae
which marked the successful completion of the current instar
duration. Sex of each nymph was determined at the time of the
second molt. From this point onwards, developmental times of
males and females were recorded separately in segregated
petri dishes. Daily mortality was recorded and instar survival in
each replicate was determined as the percentage of surviving
individuals at the start of each instar for female nymphs. For
males, survival was assessed as the percentage of winged
males that emerged from puparia formed at the end of the
second molt. Survival from crawler to adult emergence was
calculated as the percentage of crawlers that survived to adult
stage. The percentage of female adults was calculated as a
secondary sex ratio estimate. Preoviposition period was
assessed by individually pairing each newly emerged female
(<2 d) with 1-2 adult males developed at the same
temperature.

Development and Survival of Mealybug on Hibiscus
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Linear models
Two models were evaluated to estimate the linear

relationship between ecologically relevant temperatures and
the rate of development of P. solenopsis. The first was the
thermal summation model [20] which is given by the
expression:

r T =a+bT (1)

where, r is the rate of development (=1/ Development time
(D) in days), T is ambient temperature ( oC); intercept (a) and
slope (b) are the model parameters. Thermal constant, k (=
1/b), is the number of degree-days (DDs) or heat units above
the threshold needed for completion of an instar (Table S1).
Lower temperature threshold (Tmin) was determined as the x-
intercept (= - a/b) which is the estimated lower temperature at
which the rate of development is either zero or no measurable
development occurs. Standard error (SE) values of Tmin and k
were calculated as described by Campbell [20].

The second linear model by Ikemoto and Takai [28] is given
as:

DT=k+TminD (2)

where, DT is the product of the duration of development, D
(days), and temperature, T ( oC), k is thermal constant and Tmin

is the lower developmental threshold.

Nonlinear models
Three empirical nonlinear models were fitted to the instar

specific developmental rate data to estimate the optimum
temperature threshold (Topt) and upper temperature threshold
(Tmax). Topt is the threshold temperature at which developmental
rate is maximal, while Tmax is the lethal threshold at which
development ceases. Lactin-2 model [21], Briere-1 model [22]
and simplified β type distribution function [29] were applied to
assess the nonlinear relationship. In addition, a thermodynamic
model referred to as the Sharpe-Schoolfield-Ikemoto model
(SSI model) was used to estimate intrinsic optimum
temperature for P. solenopsis [30]. All the nonlinear models
described the relationship between developmental rate (1/D)
and temperature (T).

The Lactin-2 model [21] is given by the expression:

1
D =eρ×T−e ρ×Tmax− Tmax−T ÷Δ +λ (3)

where, D is the mean development duration in days, ρ is the
composite value for critical enzyme-catalyzed biochemical
reactions as T increases to Topt, Δ is the difference between Topt

and Tmax when thermal breakdown becomes the overriding
influence and λ is a fitted coefficient that forces the nonlinear
curve to intersect the x-axis and allows the estimation of lower
developmental threshold. Although Tmax is a parameter in the
Lactin-2 model, it does not actually represent the upper
temperature at which growth rate equals to zero (the upper
developmental threshold). The true developmental threshold
predicted by the model can be obtained only by simulation [31].
Thus both Tmin and Tmax were numerical approximations
obtained as the roots of the fitted model by running the

Newton-Raphson algorithm (SAS 9.2). Similarly, Topt was
obtained from the Lactin-2 equation by iterating the
temperature parameter until the developmental rate was
maximized [31].

The Briere-1 model [22] is given by the expression:

r T =aT T−Tmin Tmax−T (4)

where, r is the developmental rate as a function of
temperature (T), and ‘a’ is an empirical constant.

The simplified β type distribution function [29] fitted to the
data is given by the expression:

1
D =k α− T

10
T
10

β
(5)

where k, α and β are model parameters estimated by
Marquardt’s nonlinear method. In this model, Tmax and Topt

could not be derived directly from the equation as parameters.
Tmax was estimated graphically from the rapid decline of the
right descending branch [29] and Topt was derived using
optimization [26].

The nonlinear thermodynamic SSI model [23-25] is given by
the expression:

r T =
ρφ

T
Tφ

exp
ΔHA

R
1

Tφ
− 1

T

1+exp
ΔHL

R
1

TL
− 1

T +exp
ΔHH

R
1

TH
− 1

T

(6)

where, developmental rate (r) is a function of temperature, T
(in absolute temperature, K) (273.15K = 0°C), R is the gas
constant (1.987 cal/deg/mol), ΔHA is the enthalpy of activation
of the reaction that is catalyzed by the enzyme (cal/mol), ΔHL is
the change in enthalpy associated with low-temperature
inactivation of the enzyme (cal/mol), ΔHH is the change in
enthalpy associated with high-temperature inactivation of the
enzyme (cal/mol), TL is the temperature at which the enzyme is
half active and half low-temperature inactive (K), TH is the
temperature at which the enzyme is half active and half high-
temperature inactive (K), Tϕ is the intrinsic optimum
temperature at which the probability of enzyme being in the
active state is maximal (K), and ρϕ is the mean development
rate at the intrinsic optimum temperature (Tϕ) assuming no
enzyme inactivation (day-1).

Statistical analysis
Generalized linear model with logit link function was used to

model survival data with temperature as a fixed factor. The
developmental duration data was checked for normality and
found to be positively skewed. Cramer-von Mises and
Anderson-Darling goodness-of-fit tests confirmed that the
developmental duration data followed the gamma distribution.
PROC GLIMMIX was applied to the nested design by
assuming temperature as a fixed effect, and female-Id and
crawlers nested within female-Id as random effects. Further,
mean survival and development durations were separated
using the Tukey-Kramer HSD (honestly significant difference)
test at 5% level of significance.

Development and Survival of Mealybug on Hibiscus
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Regression (Equation 1) was performed with replicate data
using PROC REG to determine linear relationship between
developmental rate (1/D) and temperature (T) to obtain a and b
as regression parameters. Also the product of duration (D) and
temperature (T) was regressed (Equation 2) on duration (D) to
obtain Tmin and k as the regression parameters. The two linear
models were tested for significant differences in the estimates
of Tmin and thermal constants for different life stages by
nonparametric Wilcoxon Signed Rank test.

PROC NLIN was performed to estimate parameters of
nonlinear equation 3 (λ, ρ, Tmax and Δ) and equation 4 (a, Tmin

and Tmax). PROC OPTMODEL was used to estimate the Topt of
the fitted models. Similarly, parameters of equation 5 (k, α and
β) were estimated using PROC NLIN [32] and were used to
derive Topt. The SSI model parameters in equation 6 were
estimated by using the OptimSSI function in SSI package
version 2.7 in R software using the default option of setting
lower developmental threshold as the initial value of TL (optTL =
1). Confidence intervals (95%) for Tϕ were estimated by the
modified accelerated and bias corrected bootstrap method [30].
Model performance evaluation of the four nonlinear models
was made based on goodness-of-fit statistics: Akaike
information criterion (AIC), adjusted R2 and root mean square
error (RMSE). To compare developmental thresholds, thermal
constants and survival among geographical populations of P.
solenopsis, we extracted mean developmental data from
published data sets [11,27]. Each author applied a different
model to development duration data making it difficult to
compare parameter estimates of different populations.
Therefore, we adopted equation 6 to recalculate the lower
developmental threshold (LDT, same as Tmin) and sum of
effective temperature (SET, same as k) for different
populations for a meaningful comparison. In one case, we
could obtain replicate data sets of development duration at
different temperatures from our previous study on cotton from
the same laboratory [26] and hence it was possible to test the
equality of LDTs and SETs for the local Warangal population
on the two hosts: hibiscus in this study with those on cotton
using equation 2 through analysis of covariance (ANCOVA)
[33-35].

Pair-wise comparison of intrinsic optimum temperatures
estimated from equation 6 for the same life stage between two
geographical populations (data sets from [11,27]) or the local
Warangal population on two hosts (this study and data set from
[26]) was tested by calculating the 95% confidence interval (CI)
of the difference between two groups of bootstrap replications
of Tϕ [30]. If the interval of difference contained 0, intrinsic
optimum temperatures (Tϕ) of the first and second population
were not statistically different [25].

To know how well the estimated bioclimatic thresholds
explained the field abundance of P. solenopsis, we monitored
the field incidence of the mealybug regularly on cotton during
the crop season and on other hosts during off-season at
identified locations in the south-central (18-22° N) and in the
northern belt (28-32° N). Daily air temperatures were collected
from the nearest meteorological observatory.

Results

Survival
Phenacoccus solenopsis successfully completed its

development from crawler to adult emergence at all the
temperatures between 15-35°C (Table 1). At 40°C, only eggs
were produced which did not hatch. Crawlers were the most
susceptible to temperature extremes while second and third
instar females exhibited a high degree of survival. In case of
male nymphs, no mortality was observed and adult males
emerged from puparia at all temperatures (15-35°C). Overall,
survival of crawlers to adult emergence was at its lowest
(10.2%) at 15°C and at its highest (72.6%) at 32°C. Further,
sex ratio in terms of proportion of females was >70% with
higher female bias in the lower temperature range.

Development
Temperature significantly influenced the development of P.

solenopsis nymphal instars and their cumulative development
to adulthood (Table 2). However, maternal influence was not
significant when included as a random effect in the analysis. In
the temperature range of 15-32°C, developmental duration
decreased with increase in temperature for both female and
male nymphs. Time spent in each instar was the longest at
15°C and shortest at 32°C. Fastest developmental times were
recorded for the second instar in females and pupal instar in

Table 1. Mean percent survival (± SEM) of different life
stages of P. solenopsis females on hibiscus at constant
temperatures and proportion of females.

Temperature
(± 1°C) Crawler II Instar III Instar

Crawler to
adult

Proportion of
females (%)

15
42.5 ±
1.0c

57.7 ±
3.3b

46.7 ±
3.3b

10.2 ± 0.1c -*

18
55.0 ±
1.2bc

87.8 ±
2.5a

90.6 ±
2.4a

42.5 ± 1.6b 94.5 ± 2.2a

20
62.5 ±
1.2bc

84.2 ±
2.1a

91.6 ±
2.5a

45.4 ±
1.8ab

85.2 ± 4.3ab

25
69.5 ±
1.1abc

88.4 ±
2.6a

88.6 ±
2.4a

50.7 ±
2.1ab

78.7 ± 3.4ab

27
72.0 ±
1.2ab

89.2 ±
2.4a

89.1 ±
2.5a

52.5 ±
1.4ab

74.8 ± 2.9b

30
79.5 ±
0.5ab

87.5 ±
1.7a

94.3 ±
2.0a

61.0 ±
1.3ab

70.2 ± 0.8b

32
86.5 ±
1.3a

93.4 ±
1.7a

95.2 ±
1.7a

72.6 ± 1.3a 71.0 ± 2.6b

35
70.0 ±
1.3ab

90.5 ±
2.0a

92.8 ±
2.7a

54.7 ±
1.8ab

78.6 ± 1.5ab

F 15.98 7.73 9.81 18.51 3.82
df 7, 152 7, 152 7, 152 7, 152 6, 133
P <0.0001 <0.0001 <0.0001 <0.0001 0.0015

Means within a column followed by the same letters are not significantly different at
α = 0.05 (Tukey-Kramer HSD test).
*. Low survival, hence not calculated.
doi: 10.1371/journal.pone.0075636.t001
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males. Developmental durations of all nymphal instars
increased above 32°C except for male prepupa. Cumulative
development of female and male nymphs decreased from 57.5
and 61.5 d at 15°C to 10 and 12 d at 32°C, respectively.
Duration of males was longer than females at all temperatures.
Preoviposition period decreased from 35 d at 15°C to < 7 d at
30-32°C.

Developmental thresholds and thermal constants
The linear relationship between developmental rate and

temperatures in the range of 15 to 32°C for female and male
instars and their cumulative development was explained well
by both the linear models (R2 > 0.91, P < 0.0001) except for
male pupa (Table 3). However, the linear relationship was
much stronger for the combined instars of male prepupa and
pupa (data not shown, R2 = 0.94, P < 0.0001). Equation 2 gave
consistently narrower estimates of standard errors of Tmin for all
the instars. Thermal constants (k) estimated from equation 1
were 222.2 and 237.0 DDs compared to 230.4 and 246.7 DDs
from equation 2 for cumulative female and cumulative male,
respectively. Thermal constants for generation estimated by
the two linear models were close (308.6 and 306.3 DDs).
Wilcoxon signed rank test revealed that Tmin (S = 14.5, P =
0.1602) and SET (S=16.5, P = 0.1055) for all individual
nymphal instars and their cumulative life stages obtained from
linear equation 1 were not significantly different from those
obtained from linear equation 2. ANCOVA test confirmed rate
isomorphy as the interaction term (development duration ×
host) was not significant (P > 0.05) for cumulative female (F =
3.51, P = 0.06), cumulative male (F = 0.17, P = 0.68) and for
generation (F = 0.02, P = 0.89) (Table 4). Thus, there was no
significant difference in the slopes of equation 2 corresponding
to the two hosts, hibiscus and cotton. However, ANCOVA
without the interaction term, gave p-values of slopes <0.05.
Hence, the thermal constants for these stages of the local
population were significantly lower on hibiscus compared to
cotton.

The nonlinear relationship between developmental rate and
temperature for different life stages of P. solenopsis on
hibiscus was fitted well by all the four nonlinear models viz.,
Lactin-2, Briere-1 and β type distribution function and SSI
model by additionally including rates at 35 and 40°C (Figures 1
and 2, Table 5). Tmin estimated using nonlinear Briere-1 and
Lactin-2 models for cumulative female were close to the linear
model estimates, but the standard error values of Tmin provided
by Briere-1 model were higher. Optimum temperature (Topt)
thresholds obtained were in the range of 33.9 to 34.6°C from
Lactin-2 model, while they were 32.9 to 33.9°C with Briere-1
and 31.7 to 33.1°C with the simplified β type distribution
function. SSI model estimated the intrinsic optimum
temperature (Tϕ) between 21.0-24.5°C for all instars except the
first (16.2°C). Empirical nonlinear models estimated the upper
developmental threshold (Tmax) between 40 and 40.5°C for all
the individual nymphal instars and for their cumulative
development. SSI model estimates of TH were in the range of
35.1 to 38.6°C. Higher values of adjusted R2 (0.976 to 0.992),
lower RMSE (0.0094 to 0.0221) and lower AIC (-81.3 to -65.9)
were obtained with Lactin-2 model for the male immature
instars and the third instar female (Table 5) indicating a better
fit compared to the other nonlinear models. Lactin-2 and β type
distribution function performed better in case of cumulative
female (adjusted R2 = 0.96, RMSE = 0.007 and AIC range =
-86.7 to -87.0). In case of the cumulative male, both SSI and
Lactin-2 models performed better while for generation, beta
type distribution function performed better based on the
goodness-of-fit criteria.

Metaanalysis of mean development data by applying SSI
model to the published data sets yielded estimates of intrinsic
optimum temperature for different geographical populations of
P. solenopsis. Tϕ estimates for cumulative development of the
female nymphs for the local population was 22.9°C on hibiscus,
22.8°C on cotton; 23.0°C for the Guangzhou population on
hibiscus, and 18.7°C for the Zhejiang population reared on
pumpkin (Table 6). Tϕ estimates were comparatively higher for
cumulative development of male on all the hosts.

Table 2. Mean durations (d ± SEM) of P. solenopsis nymphal instars, their cumulative preimaginal development, and adult
preoviposition reared on hibiscus at constant temperatures.

Temperature (± 1°C) I instar Female Male Cumulative Preoviposition
  II instar III instar II instar Prepupa Pupa Female Male  
15 20.82 ± 0.14a 17.82 ± 0.16a 18.85 ± 0.22a 17.50 ± 0.50a 15.50 ± 0.65a 7.75 ± 0.48a 57.48 ± 0.38a 61.57 ± 1.34a 35.0 ± 0.6a
18 14.48 ± 0.04b 10.80 ± 0.07b 12.26 ± 0.12b 10.60 ± 0.24b 12.40 ± 0.24b 6.40 ± 0.24a 37.54 ± 0.14b 43.88 ± 0.49b -
20 11.38 ± 0.03c 9.00 ± 0.06c 10.06 ± 0.08c 8.10 ± 0.07c 8.53 ± 0.15c 4.23 ± 0.13b 30.43 ± 0.12c 32.25 ± 0.16c 21.2 ± 0.8b
25 6.55 ± 0.03d 5.42 ± 0.04d 6.72 ± 0.06d 5.04 ± 0.03d 5.57 ± 0.12d 3.46 ± 0.16bc 18.69 ± 0.09d 20.59 ± 0.15d  9.9 ± 0.3c
27 5.45 ± 0.03e 4.58 ± 0.03e 5.33 ± 0.07e 4.24 ± 0.07e 4.64 ± 0.08e 3.01 ± 0.11bcd 15.35 ± 0.09e 17.32 ± 0.15e 8.8 ± 0.4c
30 4.14 ± 0.04f 3.48 ± 0.06f 4.81 ± 0.03f 3.13 ± 0.06f 3.78 ± 0.08f 2.58 ± 0.08cde 12.43 ± 0.07f 13.62 ± 0.13f 6.8 ± 0.1d
32 3.01 ± 0.03h 2.97 ± 0.03h 3.89 ± 0.04h 2.95 ± 0.05f 3.68 ± 0.06f 2.16 ± 0.05e 9.87 ± 0.06h 11.79 ± 0.08h 6.0 ± 0.1e
35 3.70 ± 0.04g 3.25 ± 0.03g 4.35 ± 0.03g 3.15 ± 0.09f 3.53 ± 0.11f 2.23 ± 0.13de 11.29 ± 0.06g 12.60 ± 0.18g 6.25 ± 0.2de
F 9584.00 4636.06 3633.02 595.44 335.93 59.79 14860.10 1896.24 262.45
df 7, 152 7, 152 7, 104 7, 104 7, 104 7, 104 7, 152 7, 104 6, 95
P <0.0001 <0.0001 <0.0001 <.0001 <0.0001 <0.0001 <0.0001 <0.0001 <0.0001

Means within a column followed by the same letter are not significantly different at α = 0.05 (Tukey-Kramer HSD test); - not recorded
doi: 10.1371/journal.pone.0075636.t002
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Discussion

Survival and development
Temperature is the most important environmental factor that

influences insect development and survival. Due to its invasive
spread to distant places from its origin in USA and ability to
survive on different host plants, many recent studies focused
on the temperature dependent biology of P. solenopsis
populations from different geographical areas. Constant
temperature response experiments were used to estimate
parameters of phenology models to bring out the thermal
differences in development times or their inverse, development
rates. However, these studies differed in host plants, constant
temperature range and models used. Two studies adopted the
widely used equation 1 [11,26], while another study [27] used

the logistic model. Few other studies confined their results to
application of ANOVA to the developmental duration data of life
stages [36,37]. The geographical populations of P. solenopsis
showed variation in development time, lower threshold and
thermal constant. These differences can be attributed to
multiple factors such as experimental conditions, host-plant
quality and thermal adaptation to the geographical area [38].
Survival during the life stage is another factor measured in
experiments designed to estimate development time using
constant temperatures. The resultant observations of survival
are typically modal with poorest survival at low and high
temperatures [39]. The causes of reduced survival near
threshold temperatures can include heat or cold injury as well
as bottlenecks when discrete developmental events such as
egg hatch or nymphal moult cannot occur. Among mealybug
species, P. solenopsis could successfully complete its

Table 3. Lower temperature threshold (Tmin) and thermal constant (k) estimates for life stages of P. solenopsis on hibiscus
from linear models at selected constant temperature rangesa.

Life stage Equation Temperature range (°C) Linear regressiona R2 df F P Tmin (°C) ± SE k (DD) ± SE
Crawler 1 18-30 r(T) = -0.193 ± 0.014T 0.980 1, 98 4814.0 <0.0001 13.63 ± 0.16 70.5 ± 1.02
 2 18-30 DT = 74.48 ± 13.12D 0.994 1, 98 16310.5 <0.0001 13.12 ± 0.10 74.5 ± 0.95
Female II instar 1 18-30 r(T) = -0.206 ± 0.016T 0.961 1, 98 2410.0 <0.0001 12.83 ± 0.24 62.3 ± 1.27
 2 18-30 DT = 65.72 ± 12.30D 0.984 1, 98 5924.02 <0.0001 12.30 ± 0.10 65.7 ± 0.95
Female III instar 1 18-32 r(T) = -0.141 ± 0.012T 0.964 1, 118 3195.8 <0.0001 11.70 ± 0.26 83.0 ± 1.47
 2 18-32 DT = 85.73 ± 11.33D 0.975 1, 118 4656.9 <0.0001 11.33 ± 0.17 85.7 ± 1.29
Male II instar 1 18-32 r(T) = -0.259 ± 0.019T 0.937 1, 86 1272.8 <0.0001 13.80 ± 0.39 53.1 ± 1.49
 2 18-32 DT = 55.70 ± 13.23D 0.976 1, 86 3537.7 <0.0001 13.23 ± 0.22 55.7 ± 1.14
Prepupa 1 18-30 r(T) = -0.192 ± 0.015T 0.916 1, 67 728.4 <0.0001 12.65 ± 0.51 65.9 ± 2.44
 2 18-30 DT = 65.63 ± 12.76D 0.972 1, 67 2288.4 <0.0001 12.76 ± 0.27 65.6 ± 1.66
Pupa 1 18-32 r(T) = -0.189 ± 0.020T 0.736 1, 86 239.9 <0.0001 9.50 ± 1.17 50.2 ± 3.25
 2 18-32 DT = 43.04 ± 12.08D 0.777 1, 86 299.8 <0.0001 12.08 ± 0.70 43.0 ± 2.32
Cumulative male nymph 1 18-30 r(T) = -0.055 ± 0.004T 0.974 1, 67 2488.1 <0.0001 13.00 ± 0.27 237.0 ± 4.75
 2 18-30 DT = 246.75 ± 12.50D 0.990 1, 67 6466.7 <0.0001 12.50 ± 0.16 246.7 ± 3.55
Cumulative female nymph 1 18-30 r(T) = -0.056 ± 0.005T 0.988 1, 98 8218.6 <0.0001 12.50 ± 0.14 222.2 ± 2.45
 2 18-30 DT = 230.45 ± 12.12D 0.993 1, 98 13635.2 <0.0001 12.12 ± 0.10 230.4 ± 2.57
Preoviposition 1 15-32 r(T) = -0.135 ± 0.008T 0.946 1, 88 1580.9 <0.0001 14.30 ± 0.47 105.9 ± 3.73
 2 15-32 DT = 110.45 ± 13.98D 0.956 1, 88 1916.4 <0.0001 13.98 ± 0.24 110.5 ± 2.82
Generation (crawler to crawler) 1 20-30 r(T) = -0.046 ± 0.003T 0.975 1, 64 2504.5 <0.0001 14.07 ± 0.24 308.6 ± 6.17
 2 20-30 DT = 306.30 ± 14.16D 0.991 1, 64 6715.8 <0.0001 14.16 ± 0.17 306.3 ± 5.85

a. rate (r) as a function of temperature T, in equation 1; DT is product of development duration (D) and temperature (T) in equation 2
doi: 10.1371/journal.pone.0075636.t003

Table 4. Results of ANCOVA for testing equivalence of lower developmental threshold (Tmin) estimates for the local
population of P. solenopsis reared on hibiscus (this study) and cotton [26].

Model Source of variation df Cumulative female Cumulative male Generation

   F P F P F P
ANCOVA with interaction term Duration 1 7061.11 <0.0001 3551.9 <0.0001 2789.87 <0.0001
 Host 1 145.71 <0.0001 47.88 <0.0001 29.13 <0.0001
 Duration × host 1 3.51 0.0624 0.17 0.6802 0.02 0.894
ANCOVA without interaction term Duration 1 7435.11 <0.0001 3758.56 <0.0001 4557.94 <0.0001
 Host 1 721.82 <0.0001 587.88 <0.0001 190.64 <0.0001

doi: 10.1371/journal.pone.0075636.t004
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development at 15°C like the Madeira mealybug, Phenacoccus
madeirensis Green [40] but unlike P. marginatus which failed to
complete development at this temperature [10] or eggs of M.
hirsutus which failed to eclose [41]. However, the survival of P.
solenopsis was greatly reduced at this lower temperature.
Males could successfully emerge out of puparia at all the
temperatures tested, as observed in another Phenacoccus
species, P. madeirensis [40]. Overall survival of crawlers to
adult stage was higher on hibiscus at 35°C (Table 1) compared
to cotton [26].

Temperature had a pronounced effect on P. solenopsis
reared on hibiscus with accelerated development to a
maximum rate at 32°C, beyond which it decelerated and
ceased at 40°C (Figures 1 and 2). In this study, the average
cumulative developmental times for P. solenopsis female
nymphs at 20 and 30°C on hibiscus were markedly faster
compared to the development on cotton [26] and pumpkin [27]
but were closer to those reported on the same host, hibiscus
(this study and [11]). Preoviposition period of mated females in
this study was 2-3 days shorter on hibiscus compared to

Figure 1.  Linear fit (A) and nonlinear fit (B) to mean developmental rate data for cumulative preimaginal development
and generation of the mealybug Phenacoccus solenopsis.  
doi: 10.1371/journal.pone.0075636.g001
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Figure 2.  Comparison between the observed and theoretical values of the temperature-dependent development rates of
the mealybug Phenacoccus solenopsis: the grey curve shows the predicted values by SSI model; the dark solid line
shows predictions from the Ikemoto and Takai linear model; the open and closed circles are observed values used in the
nonlinear fitting.  The closed circles are observed values used in the linear fitting. Open squares from left to right represent the
developmental rates at Tϕ and TH.
doi: 10.1371/journal.pone.0075636.g002
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cotton. Observed differences related to the geographical
populations and hosts are discussed later on the basis of
parameter estimates of linear and nonlinear models.

Evaluation of models
A linear approximation of relationship between

developmental rate and temperature gives the most
appropriate fit within the quasi-linear range of temperatures
[16]. Outside this range, developmental rate deviates from the
straight line and hence some data points are to be excluded in
the linear fit [17,28,35]. We selected the linear range of
18-30°C (Table 3) after taking into account higher R2 values,
lower survival of crawlers to adulthood at 15°C, and rapid
development of instars at 32°C. The data points at 15 and 32°C
were excluded while fitting the longest developmental times of
P. solenopsis i.e. cumulative female, cumulative male and
generation due to low sample numbers at the lower
temperature and use of daily observation data in this study
even at the higher temperature [42]. Equation 1 is widely used
for calculating the lower temperature thresholds [17-19] and it
is the simplest method for estimation of thermal constant [43].
We employed equation 2 to increase precision of parameter
estimates as demonstrated by Iketmoto and Takai [28].
Although, higher R2 were obtained with equation 2, parameter
estimates were statistically similar. Even though there was no
apparent advantage with equation 2 over equation 1, the
former allowed testing of developmental rate isomorphy for the
local population of P. solenopsis on two hosts (Table 4).

All the nonlinear models described well the developmental
rate curve for all the instars and their cumulative development
(Figures 1 and 2, Table 5). The fact that the nonlinear models
include developmental data from higher temperatures where
the relationship is no longer linear is considered an advantage
in estimating the theoretical Topt and Tmax [29]. The advantage
of Lactin-2 over the simplified β type distribution function and
Briere-1 model was the incorporation of parameters which have
a biological interpretation. However, Topt values from Lactin-2
model were slightly overestimated compared to the
temperature at which the maximum developmental rate was
observed. Simplified β type distribution function gave a more
biological reason to prefer it to other models as Topt values
were in accordance with the fastest development rates
observed at 32°C on hibiscus (Tables 2 and 5) and on cotton
[26]. The estimates of TH values from SSI model (Table S2)
were lower than the upper lethal temperatures (Tmax). This was
reflected in the higher survival of nymphal instars and the
overall survival of crawlers to adulthood observed at 35°C
(Table 1). TH estimates indicated that the enzymes were half
active and half inactive between 35.1 and 38.6°C and provided
a physiological basis for the nonlinear development observed
in different instars at the higher temperatures.

Mated females of P. solenopsis exhibit ovoviviparous
reproduction as the crawlers are observed on the same day of
egg deposition [26]. As a result, preimaginal development is
synonymous with nymphal stage without a distinct egg stage
unlike in P. madeirensis [40]. Therefore, we could not apply the
rate isomorphy principle where the proportion of time spent in
preimaginal developmental stages of a population does not

change with temperature [44]. However, if rate isomorphy is
common, there should be little variation in the lower
developmental threshold between stages within species and
populations [25,42] which was found true for the local
population of P. solenopsis on two hosts, hibiscus and cotton.
However, the local population required significantly lower
thermal constants on hibiscus than on cotton. Shorter
development times are indicative of better host suitability [15].

Variation in LDTs of the same developmental stage among
different geographical populations suggest genetic capacity of
a species to shift its thermal sensitivity for adapting to different
climatic conditions. LDT tends to vary with the temperature of
the niche to which the organism is adapted and there is a
trade-off between LDT and SET among conspecifics [42,45]. In
this study, we applied the SSI model to recalculate LDT and
SET values, and estimated intrinsic optimum temperatures (Tϕ)
from the mean developmental data of geographical populations
which permitted statistical comparison of bioclimatic thresholds
on different hosts. There were no significant differences in LDT
and SET estimates between the Warangal population (this
study) and the Guangzhou population [11], both reared on
hibiscus (Table S3). However, these values differed
significantly with that of Zhejiang population reared on pumpkin
[27]. Undue prolongation of developmental times reflected in
larger thermal constants for completing life stages suggested
that pumpkin is not a suitable host for P. solenopsis. Thermal
characteristics among different populations of species may
vary with the food source [46]. Further studies may be required
to test whether the significantly different LDT estimate of
Zhejiang population of P. solenopsis on pumpkin is host
induced or reflects a shift in thermal sensitivity to its niche field
environment in the higher latitudes (30° N).

The most important parameter estimated by the nonlinear
thermodynamic SSI model is the intrinsic optimum temperature
(Tϕ) which is the temperature at which the probability of
enzymes being in the active state is maximal [23]. It is
considered as the most suitable temperature for an insect to
exist and reflects its adaptation to the thermal environment. Tϕ
estimated from mean values of developmental rates at different
temperatures means that the probability of the enzymes being
active for the population is maximal and hence applies to the
whole population. Also, Tϕ might be constant for an insect
species. This means that among different geographical
populations there is presumably no significant difference in this
parameter [25]. The pair-wise comparison of the intrinsic
optimum temperatures of geographical populations revealed no
differences for Tϕ (Table S4), thus, substantiating constancy in
Tϕ among geographical populations of P. solenopsis. Intrinsic
optimum temperatures of geographical populations of diamond
back moth reared on different hosts did not differ and the peak
crop damage coincided when the daily average air
temperatures equalled or approximated Tϕ [25].

Further, we applied the bioclimatic thresholds to explain the
field abundance of P. solenopsis in the south-central cotton
growing belt of India. In this tract, cotton is sown during June-
July and harvested by December-January. Mean daily air
temperatures in the optimum range for maximum development
rate (Topt, 32-33°C) estimated from β type distribution function
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(Table 5) prevailed during summer (April-May). During this
period, P. solenopsis was mostly recorded on its alternate host,
H. rosa-sinensis. Mean daily air temperatures in the range of
95% CIs of intrinsic optimum temperature (Tϕ, 18.7 to 26.5°C)
estimated for cumulative female on hibiscus (this study) from
the thermodynamic SSI model (Table 5) prevailed between
October and February. Peak abundance of P. solenopsis was
recorded on cotton in this window period (October to
November). It is inferred that the average air temperatures
closer to Topt coincided with the abundance of the mealybug
during the off-season on its alternate host, H. rosa-sinensis,
while the average air temperatures within the 95% CI of
intrinsic optimum temperature coincided with its abundance on
its main host, cotton. Abundance of P. solenopsis on cotton is
perhaps also aided by the withdrawal of pesticide sprays by
farmers towards the crop maturity. The population
subsequently shifted to the available alternate hosts after the
termination of the cotton crop during December-January.
Further, in this south-central cotton belt of India (18-22° N),
daily minimum temperatures are >LDT (12.5°C for cumulative
female, Table 3) in the coldest month of January and Tmax

(40°C) during the hottest month of May. Similarly, in the
northern latitudes (Haryana and Punjab, 28-32° N), minimum
temperatures fall below 5°C and daily mean air temperatures
are closer to LDT during January, while daily maximum
temperatures reach above 40°C during June. Therefore,
estimated LDT and >Tmax thresholds for P. solenopsis could
possibly explain the wider annual population fluctuations in the
northern belt [47]. However, there are factors other than
temperature, such as nutrition, humidity, photoperiod and
natural enemies that regulate population dynamics of a
species.

Use of ecologically relevant constant temperatures and use
of appropriate models in this study on hibiscus made it possible
to compare the developmental thresholds of P. solenopsis with
those estimated on cotton, its seasonal host [26]. For the local
population, we found no significant difference in LDTs between
the life stages reared on hibiscus and cotton. The estimates of
Topt and Tmax from the empirical nonlinear models were similar
on both the hosts and were closer to the observed rates of
development and survival. However, cumulative preimaginal
development of female and male nymphs, and generation were
much faster on hibiscus and required lower thermal constants
(DDs) for completion. Overall, higher values of bioclimatic
thresholds (Tmin, Topt and Tmax), lower thermal constants, higher
survival rates and shorter preoviposition period at higher
temperatures suggest that P. solenopsis exhibits the traits of a
high-temperature adapted tropical species [45].

In this paper, we applied the thermodynamic SSI model to
the published mean developmental duration data and found no
significant differences in LDT and Tϕ estimates for the
geographical populations of P. solenopsis on different hosts
with the exception of P. solenopsis population on pumpkin. Tϕ
estimates for P. solenopsis are within the usual range of
predicted intrinsic optimum temperatures (18-23°C) based on
development rate for some insects [23-25]. We made an
attempt to make use of the estimated model parameters (Topt

and Tϕ) to understand the annual cycle of P. solenopsis and its

seasonal phenology in the cotton agro-ecosystems of the
south-central India. Bioclimatic parameter estimates from this
study could be used to map the potential geographical
distribution of P. solenopsis. These estimates along with other
eco-climatic indices can be used as inputs for simulation
modeling [47,48] or as empirical evidence for model validation.
Such a method was applied for forecasting of Helicoverpa
populations in Australia [49]. Our results suggest that H. rosa-
sinensis is among the preferred off-season hosts for P.
solenopsis and supports its development and survival at higher
temperatures during summer. This implies that the population
regulation of Solenopsis mealybug during summer by
periodical monitoring, pruning and destroying of mealybug
infested shoot apices on hibiscus is very crucial for its effective
management to reduce infestation on cotton in the ensuing
season. The world over, hibiscus is an important ornamental
plant. Hence, the developmental data of P. solenopsis on
hibiscus provided in this study would be useful for monitoring
and planning control strategies on this plant and several other
crops as well.

Supporting Information

Table S1.  Definition of acronyms used.
(DOCX)

Table S2.  Estimates of nonlinear model parameters fitted
to the mean rates for development of life stages of P.
solenopsis on hibiscus at constant temperatures.
(DOCX)

Table S3.  Results of t-test for evaluation of lower
development thresholds (LDTs) and sum of effective
temperatures (SETs) of geographical populations of P.
solenopsis.
(DOCX)

Table S4.  Evaluation of intrinsic optimum temperature (Tϕ)
estimates from SSI model for geographical populations of
P. solenopsis reared on different hosts.
(DOCX)

Acknowledgements

We profusely thank Feng Ge and Peijian Shi for providing the
OptimSSI package in R-software. We are also grateful to TM
Manjunath, S Lingappa and NH Rao for their valuable
suggestions and A Dandapani for guidance in statistical
analysis.

Author Contributions

Conceived and designed the experiments: YGP MP SV.
Performed the experiments: GS YGP. Analyzed the data: GRR
YGP. Contributed reagents/materials/analysis tools: YGP BV.
Wrote the manuscript: YGP MP SV.

Development and Survival of Mealybug on Hibiscus

PLOS ONE | www.plosone.org 12 September 2013 | Volume 8 | Issue 9 | e75636



References

1. Tinsely JD (1898) An ants’-nest coccid from New Mexico. Can Entomol
30: 47-48. doi:10.4039/Ent3047-2.

2. Fuchs TW, Stewart JW, Minzenmayer R, Rose M (1991) First record of
Phenacoccus solenopsis Tinsley in cultivated cotton in the United
States. South West Entomol 16: 215-221

3. Williams DJ, Granara de Willink MC (1992) Mealybugs of Central and
South America. London, UK: CAB International.

4. Mark PC, Gullan PJ (2005) A new pest of tomato and other records of
mealybugs (Hemiptera: Pseudococcidae) from Espirito Santo, Brazil.
Zootaxa 964: 1-8.

5. Hodgson CJ, Abbas G, Arif MJ, Saeed S, Karar H (2008) Phenacoccus
solenopsis Tinsley (Sternorrhyncha: Coccoidea: Pseudococcidae) a
new invasive species attacking cotton in Pakistan and India with a
discussion on seasonal morphological variation. Zootaxa 1913: 1-33.

6. Wu SA, Zhang RZ (2009) A new invasive pest, Phenacoccus
solenopsis threatening seriously to cotton production. Chinese. Bull
Entomol 46: 159-162.

7. Akintola AJ, Ande AT (2008) First record of Phenacoccus solenopsis
Tinsley (Hemiptera: Pseudococcidae) on Hibiscus rosa-sinensis in
Nigeria. Agric J 3: 1-3.

8. Charleston K, Addison S, Miles M, Maas S (2010) The Solenopsis
mealybug outbreak in Emerald. Aust Cottongrower 31: 18-22.

9. Vennila S, Prasad YG, Prabhakar M, Rishikumar, Nagrare V et al.
(2011) Spatio-temporal distribution of host plants of cotton mealybug,
Phenacoccus solenopsis Tinsley in India: Technical Bulletin No 26,
New Delhi, India: National Centre for Integrated Pest Management.
Available: http://www.ncipm.org.in/NCIPMPDFs/.../
Mealybug_cotton_final.pdf. Accessed 12 December 2012

10. Amarasekare KG, Chong JH, Epsky ND, Mannion CM (2008) Effect of
temperature on the life history of the mealybug Paracoccus marginatus
(Hemiptera: Pseudococcidae). J Econ Entomol 101: 1798-1804. doi:
10.1603/0022-0493-101.6.1798. PubMed: 19133459.

11. Lu Y, Guan X, Zeng L (2011) Effect of temperature on the development
of the mealybug, Phenacoccus solenopsis Tinsley (Hemiptera:
Pseudococcidae). Sci Res Essays 6: 6459-6464.

12. Arif MI, Rafiq M, Ghaffar A (2009) Host plants of cotton mealybug
(Phenacoccus solenopsis): a new menace to cotton agro ecosystem of
Punjab. J Agric Biol 11: 163-167.

13. Prasad YG, Prabhakar M, Sreedevi G, Thirupathi M (2011) Spatio-
temporal dynamics of the parasitoid, Aenasius bambawalei Hayat
(Hymenoptera: Encyrtidae) on mealybug, Phenacoccus solenopsis
Tinsley in cotton based cropping systems and associated weed flora. J
Biol Contr 25: 198-202.

14. Carey JR (1984) Host specific demographic studies of the
Mediterranean fruit fly Ceratitis capitata. Ecol Entomol 9: 261-270. doi:
10.1111/j.1365-2311.1984.tb00850.x.

15. Serrano MS, Lapointe SL (2002) Evaluation of host plants and a
meridic diet for rearing Maconellicoccus hirsutus (Hemiptera:
Pseudococcidae) and its parasitoid Anagyrus kamali (Hymenoptera:
Encyrtidae). Florida Entomol 85: 417-425. doi:
10.1653/0015-4040(2002)085[0417:EOHPAA]2.0.CO;2.

16. Wagner TL, Wu HI, Sharpe PJH, Schoolfield RM, Coulson RN (1984)
Modeling insect developmental rate: literature review and application of
a biophysical model. Ann Entomol 77: 208-225.

17. Kontodimas DC, Eliopoulos PA, Stathas GJ, Economou LP (2004)
Comparative temperature-dependent development of Nephus
includens (Kirsch) and Nephus bisignatus (Boheman) (Coleoptera:
Coccinellidae), preying on Planococcus citri (Risso) (Homoptera:
Pseudococcidae): evaluation of a linear and various nonlinear models
using specific criteria. Environ Entomol 33: 1-11. doi:
10.1603/0046-225X-33.1.1.

18. Zahiri B, Fathipour Y, Khanjani M, Moharramipour S, Zalucki MP (2010)
Preimaginal development response to constant temperatures in Hypera
postica (Coleoptera: Curculionidae): Picking the best model. Environ
Entomol 39: 177-189. doi:10.1603/EN08239. PubMed: 20146855.

19. Tran LT, Worner SP, Hale RJ, Teulon DAJ (2012) Estimating
development rate and thermal requirements of Bactericera cockerelli
(Hemiptera: Triozidae) reared on potato and tomato by using linear and
nonlinear models. Environ Entomol 42: 1190-1198. PubMed:
23068177.

20. Campbell A, Frazer BD, Gilbert N, Gutierrez AP, Mackauer M (1974)
Temperature requirements of some aphids and their parasites. J Appl
Ecol 11: 431-438. doi:10.2307/2402197.

21. Lactin; DJ, Holliday NJ, Johnson DL, Craigen R (1995) Improved rate
model of temperature-dependent development by arthropods. Environ
Entomol 24: 68-75.

22. Briere JF, Pracros P, Roux AYL, Pierre JS (1999) A novel rate model of
temperature-dependent development for arthropods. Environ Entomol
28: 22-29.

23. Ikemoto T (2005) Intrinsic optimum temperature for development of
insects and mites. Environ Entomol 34: 1377-1387. doi:
10.1603/0046-225X-34.6.1377.

24. Shi P, Ikemoto T, Egami C, Sun Y, Ge F (2011) A modified program for
estimating the parameters of the SSI model. Environ Entomol 40:
462-469. doi:10.1603/EN10265.

25. Shi P, Li BL, Ge F (2012) Intrinsic optimum temperature of the
diamondback moth and its ecological meaning. Environ Entomol 41:
714-722. doi:10.1603/EN12058. PubMed: 22732631.

26. Prasad YG, Prabhakar M, Sreedevi G, Rao GR, Venkateswarlu B
(2012) Effect of temperature on development, survival and reproduction
of the mealybug, Phenacoccus solenopsis Tinsley (Hemiptera:
Pseudococcidae) on cotton. Crop Protect 39: 81-88. doi:10.1016/
j.cropro.2012.03.027.

27. Wang Y, Xu Z, Zhang L, Shen L, Fu S (2012) Developmental duration
and life table of the laboratory population of Phenacoccus solenopsis
Tinsley (Hemiptera: Pseudococcidae) fed on pumpkin at different
temperatures. Acta Entomol 55: 77-83.

28. Ikemoto T, Takai K (2000) A new linearized formula for the law of total
effective temperature and the evaluation of line-fitting methods with
both variables subject to error. Environ Entomol 29: 671-682. doi:
10.1603/0046-225X-29.4.671.

29. Damos PT, Savopoulou-Soultani MS (2008) Temperature-dependent
bionomics and modeling of Anarsia lineatella (Lepidoptera:
Gelechiidae) in the laboratory. J Econ Entomol 101: 1557-1567. doi:
10.1603/0022-0493(2008)101[1557:TBAMOA]2.0.CO;2. PubMed:
18950037.

30. Ikemoto T, Kurahashi I, Shi PJ (2012) Confidence interval of intrinsic
optimum temperature estimated using thermodynamic SSI model. J
Insect Sci 10: 1744-7917. PubMed: 23955893.

31. Jandricic SE, Wraight SP, Bennett KC, Sanderson JP (2010)
Developmental times and life table statistics of Aulacorthum solani
(Hemiptera: Aphididae) at six constant temperatures with
recommendations on the application of temperature dependent
development models. Environ Entomol 39: 1631-1642. doi:10.1603/
EN09351. PubMed: 22546462.

32. Institute SAS (2009). Proc user’s Manual, version 9.2 ed. Cary, NC:
SAS Institute.

33. Faraway JJ (2005) Linear models with R Chapman & Hall/CRC, Boca
Raton, FL.

34. Shi P, Ge F, Men XY (2010) How to compare the lower developmental
thresholds. Environ Entomol 39: 2033-2038. doi:10.1603/EN10136.
PubMed: 22182571.

35. Kuang X, Parajulee MN, Shi P, Ge F, Xue FS (2012) Testing the rate
isomorphy hypothesis using five statistical methods. J Insect Sci 19:
121–128. doi:10.1111/j.1744-7917.2011.01428.x.

36. Ali A, Hameed A, Saleem M, Khalil N, Saeed M et al. (2012) Effect of
temperature and relative humidity on the biology of cotton mealybug
(Phenacoccus solenopsis Tinsley). J Agric Biol 50: 89-101.

37. Hameed A, Aziz MA, Aheer GM (2012) Impact of ecological
contribution on biology of cotton mealybug, Phenacoccus solenopsis
(Hemiptera: Pseudococcidae) in laboratory. Pak J Zool 44: 685-690.

38. Marchioro CA, Foerster LA (2011) Development and survival of the
diamondback moth Plutella xylostella (L.) (Lepidoptera:
Yponomeutidae) as a function of temperature: effect on the number of
generations in tropical and subtropical regions. Neotrop Entomol 40:
533-541. PubMed: 22068938.

39. Régnière J, Powell J, Bentz B, Nealis V (2012) Effects of temperature
on development, survival and reproduction of insects: Experimental
design, data analysis and modeling. J Insect Physiol 58: 638-647.
PubMed: 22310012.

40. Chong JH, Oetting RD, Iersel MWV (2003) Temperature effects on the
development survival and reproduction of the Madeira mealybug
Phenacoccus madeirensis Green (Hemiptera: Pseudococcidae) on
chrysanthemum. Ann Entomol Soc Am 96: 539-543. doi:
10.1603/0013-8746(2003)096[0539:TEOTDS]2.0.CO;2.

41. Chong JH, Roda AL, Mannion CM (2008) Life history of the mealybug,
Maconellicoccus hirsutus (Hemiptera: Psuedococcidae) at constant
temperatures. Environ Entomol 37: 323-332. doi:
10.1603/0046-225X(2008)37[323:LHOTMM]2.0.CO;2. PubMed:
18419903.

42. Jarosík V, Honek A, Magarey RD, Skuhrovec J (2011) Developmental
database for phenology models: related insect and mite species have

Development and Survival of Mealybug on Hibiscus

PLOS ONE | www.plosone.org 13 September 2013 | Volume 8 | Issue 9 | e75636

http://dx.doi.org/10.4039/Ent3047-2
http://www.ncipm.org.in/ncipmpdfs/.../mealybug_cotton_final.pdf
http://www.ncipm.org.in/ncipmpdfs/.../mealybug_cotton_final.pdf
http://dx.doi.org/10.1603/0022-0493-101.6.1798
http://www.ncbi.nlm.nih.gov/pubmed/19133459
http://dx.doi.org/10.1111/j.1365-2311.1984.tb00850.x
http://tinyurl.com/mv22r4x
http://dx.doi.org/10.1603/0046-225X-33.1.1
http://dx.doi.org/10.1603/EN08239
http://www.ncbi.nlm.nih.gov/pubmed/20146855
http://www.ncbi.nlm.nih.gov/pubmed/23068177
http://dx.doi.org/10.2307/2402197
http://dx.doi.org/10.1603/0046-225X-34.6.1377
http://dx.doi.org/10.1603/EN10265
http://dx.doi.org/10.1603/EN12058
http://www.ncbi.nlm.nih.gov/pubmed/22732631
http://dx.doi.org/10.1016/j.cropro.2012.03.027
http://dx.doi.org/10.1016/j.cropro.2012.03.027
http://dx.doi.org/10.1603/0046-225X-29.4.671
http://tinyurl.com/m8y46xf
http://www.ncbi.nlm.nih.gov/pubmed/18950037
http://www.ncbi.nlm.nih.gov/pubmed/23955893
http://dx.doi.org/10.1603/EN09351
http://dx.doi.org/10.1603/EN09351
http://www.ncbi.nlm.nih.gov/pubmed/22546462
http://dx.doi.org/10.1603/EN10136
http://www.ncbi.nlm.nih.gov/pubmed/22182571
http://dx.doi.org/10.1111/j.1744-7917.2011.01428.x
http://www.ncbi.nlm.nih.gov/pubmed/22068938
http://www.ncbi.nlm.nih.gov/pubmed/22310012
http://tinyurl.com/kuz8fq3
http://tinyurl.com/m2t2s6v
http://www.ncbi.nlm.nih.gov/pubmed/18419903


similar thermal requirements. J Econ Entomol 104: 1870-1876. doi:
10.1603/EC11247. PubMed: 22299347.

43. Worner SP (1992) Performance of phenological models under variable
temperature regimes: consequence of the Kaufmann or rate summation
effect. Environ Entomol 21: 689-699.

44. vanRijn PCJ, Mollema C, Steenhuis-Broers GM (1995) Comparative life
history studies of Frankliniella occidentalis and Thrips tabaci
(Thysanoptera: Thripidae) on cucumber. Bull Entomol 85: 285-297. doi:
10.1017/S0007485300034386.

45. Trudgil DL, Honek A, Li D, Straalen NM (2005) Thermal time-concepts
and utility. Ann Appl Biol 146: 1-14. doi:10.1111/j.
1744-7348.2005.04088.x.

46. Gilbert N, Raworth DA (1996) Insects and temperature - a general
theory. Can Entomol 128: 1-13. doi:10.4039/Ent1281-1.

47. Wang Y, Watson GW, Zhang R (2010) The potential distribution of an
invasive mealybug Phenacoccus solenopsis and its threat to cotton in
Asia. Agric Forest Entomol 12: 403-416. doi:10.1111/j.
1461-9563.2010.00490.x.

48. Ma J, Hu XN, Peng ZQ, Liu HJ, Liang F et al. (2011) The potential
geographical distribution of Phenacoccus solenopsis Tinsley based on
the CLIMEX in China. Plants Quarantine 25: 5-8.

49. Zalucki MP, Furlong MJ (2005) Forecasting Helicoverpa populations in
Australia: a comparison of regression based models and a bioclimatic
based modelling approach. J Insect Sci 12: 45-56. doi:10.1111/j.
1672-9609.2005.00007.x.

Development and Survival of Mealybug on Hibiscus

PLOS ONE | www.plosone.org 14 September 2013 | Volume 8 | Issue 9 | e75636

http://dx.doi.org/10.1603/EC11247
http://www.ncbi.nlm.nih.gov/pubmed/22299347
http://dx.doi.org/10.1017/S0007485300034386
http://dx.doi.org/10.1111/j.1744-7348.2005.04088.x
http://dx.doi.org/10.1111/j.1744-7348.2005.04088.x
http://dx.doi.org/10.4039/Ent1281-1
http://dx.doi.org/10.1111/j.1461-9563.2010.00490.x
http://dx.doi.org/10.1111/j.1461-9563.2010.00490.x
http://dx.doi.org/10.1111/j.1672-9609.2005.00007.x
http://dx.doi.org/10.1111/j.1672-9609.2005.00007.x

	Bioclimatic Thresholds, Thermal Constants and Survival of Mealybug, Phenacoccus solenopsis (Hemiptera: Pseudococcidae) in Response to Constant Temperatures on Hibiscus
	Introduction
	Materials and Methods
	Mealybug colony establishment
	Development and survival
	Linear models
	Nonlinear models
	Statistical analysis

	Results
	Survival
	Development
	Developmental thresholds and thermal constants

	Discussion
	Survival and development
	Evaluation of models

	Supporting Information
	Acknowledgements
	Author Contributions
	References


