
viruses

Review

West Nile Virus Associations in Wild Mammals:
An Update

J. Jeffrey Root 1,* and Angela M. Bosco-Lauth 2

1 U.S. Department of Agriculture, National Wildlife Research Center, Fort Collins, CO 80521, USA
2 Department of Biomedical Sciences, College of Veterinary Medicine and Biomedical Sciences, Colorado State

University, Fort Collins, CO 80523, USA; mopargal@colostate.edu
* Correspondence: jeff.root@aphis.usda.gov

Received: 1 May 2019; Accepted: 17 May 2019; Published: 21 May 2019
����������
�������

Abstract: Although West Nile virus (WNV) is generally thought to circulate among mosquitoes
and birds, several historic and recent works providing evidence of WNV activity in wild mammals
have been published. Indeed, a previous review tabulated evidence of WNV exposure in at least
100 mammalian species. Herein, we provide an update on WNV activity in wild and select other
mammals that have been reported since the last major review article on this subject was published
in early 2013. Of interest, new species, such as Hoffman’s two-toed sloths (Choloepus hoffmanni),
are now included in the growing list of wild mammals that have been naturally exposed to WNV.
Furthermore, new instances of WNV viremia as well as severe disease presumably caused by this
virus have been reported in wild mammals (e.g., the Virginia opossum [Didelphis virginiana]) from
natural and semi-captive (e.g., zoological institution) settings. Regrettably, few recent challenge
studies have been conducted on wild mammals, which would provide key information as to their
potential role(s) in WNV cycles. Largely based on these recent findings, important future lines of
research are recommended to assess which mammalian species are commonly exposed to WNV,
which mammal species develop viremias sufficient for infecting mosquitoes, and which mammal
species might be negatively affected by WNV infection at the species or population level.
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1. Introduction

The global distribution of West Nile virus (WNV) has greatly expanded over the last two decades
following its introduction into the New World during 1999. While the cycles of WNV primarily involve
mosquitoes and birds [1], previous work has noted that a diversity of wild mammal species have
been naturally exposed to WNV [2]. Recent evidence suggests that these trends continue. Although
limited in terms of the number of species tested, select wild mammal species produce viremias of
titers at which they would be considered moderately competent hosts that likely have the capacity
to infect mosquitoes [2]. For example, multiple studies associated with fox squirrels (Sciurus niger)
have reported that this species can develop viremia of 105 pfu/mL or greater [3–5]. This indicates
these species could act as reservoir hosts for the virus, thereby potentially exposing more humans and
animals to WNV. However, no wild mammals that have been evaluated to date develop viremias to
levels that have been observed from highly competent bird species (avian competence levels reviewed
by [6]).

The potential role of wild mammal involvement in WNV cycles has been postulated for well over
a decade. Concern about the potential significance of these species has not waned, as during recent
years it has been considered important to assess the possible role of peridomestic mammals in WNV
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cycles should exotic strains of the virus be introduced into certain regions [7]. Notably, among the
30 flaviviruses evaluated, modeling efforts indicated that WNV has the highest host species diversity
within this genus, with 194 known bird and mammal hosts (based on certain criteria) and many more
hosts predicted by macro-ecological modeling [8]. The objective of this review is to summarize recent
WNV activity in wild mammals (and select other mammals not typically summarized in the literature)
that has been reported since the last major review article on this subject that was published during
2013 [2]. In addition, several potential key priorities of WNV research in wild mammals are discussed.

2. West Nile Virus (WNV) Exposures in Wild Mammals

Several wild mammal exposures to WNV have been reported in recent years. While some are
consistent with those species that have been reported previously, others represent species with no
previous documented exposures. The majority of recent exposures have been reported in artiodactyls,
carnivores and mesocarnivores, rodents, and non-human primates (Tables 1–4). In general, evidence of
these exposures has been ascertained through detections of antibodies. However, some new reports
of viremia in wild-caught mammals as well as apparent severe disease in some species have been
documented. While the majority of the studies discussed in this review utilized multiple flaviviruses
to determine the WNV sero-status of the animals that were studied, some did not. Therefore, this
limitation should be considered in the interpretation of the serology presented in these instances
(see footnotes in Tables 1 and 2). Summaries of these recent WNV exposures are listed below.

2.1. WNV in Artiodactyls

Evidence of exposure to WNV has been previously detected in a diverse group of artiodactyls
(cloven-hooved mammals), with many detections associated with various deer species [9–11]. Similar
to earlier reports [2], more WNV surveys of artiodactyls have been reported from the Old World in
recent years (Table 1). For example, WNV neutralizing antibodies were recently reported in wild boars
(Sus scrofa) and roe deer (Capreolus capreolus) in Serbia [12]. Similarly, an ambitious (n = 1023) WNV
serosurvey conducted on artiodactyls over a 19-year period in southern Moravia (Czech Republic)
was recently published [13]. Overall, WNV antibodies were identified in 5.2% of the artiodactyls
tested, including 4.8% of 105 roe deer, 4.1% of 148 red deer (Cervus elaphus), 6.3% of 287 fallow deer
(Dama dama), 9.9% of 71 mouflons (Ovis sp.), and 4.1% of 412 wild boars [13].

Table 1. Recently reported natural exposures of artiodactyls to West Nile virus.

Common Name Scientific Name Detection Type Location Reference

Wild boar Sus scrofa Antibodies Serbia [12]
Antibodies Czech Republic [13]
Antibodiesa Spain [14]
Antibodiesa Spain [15]

Roe deer Capreolus capreolus Antibodies Serbia [12]
Antibodies Czech Republic [13]

Red deer Cervus elaphus Antibodies Czech Republic [13]
Antibodiesb Spain [16]
Antibodiesa Spain [15]

Fallow deer Dama dama Antibodies Czech Republic [13]
Antibodiesb Spain [16]

Mouflon Ovis sp. Antibodies Czech Republic [13]
Antibodiesb Spain [16]

Dromedary camel Camelus dromedarius Antibodiesa,c Spain [17]
Virus UAEd [18]

“Camel” Not listede Antibodiesa,c USAf [19]
African forest buffalo Syncerus caffer nanus Antibodies DRCg [20]
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Table 1. Cont.

Common Name Scientific Name Detection Type Location Reference

White-tailed deer Odocoileus virginianus Antibodies Multiple USA [21]
Reindeer Rangifer tarandus tarandus Antibodiesa,c Alberta, CA [22]

a Indicates that a single test (e.g., enzyme-linked immunosorbent assay [ELISA]) was used, samples were not tested
against multiple flaviviruses, or it is unclear if samples were tested against multiple flaviviruses. Therefore, all
detections may or may not represent WNV. b Data were presented as WNV and antigenically related flaviviruses.
c Animals were from a privately owned collection. d United Arab Emirates. Original paper did not list specific
location of animal and if animal was privately owned of feral. e Species of camel was not listed in original paper.
Animals were privately owned. f Serum samples were sent to a diagnostic laboratory. The actual locations of where
the privately owned animals were sampled was not listed in the original paper. g Democratic Republic of the Congo.

Sixty-nine of 545 wild boar from Spain had antibodies to flaviviruses, but hemolysis limited the
number of samples that could be tested by micro virus-neutralization tests (micro VNT) [14]. Only
21 of the 69 samples positive for flaviviruses were further evaluated, of which nine were positive
for WNV neutralizing antibodies with titers ranging from 1:10 to 1:160 [14]. In a second study from
Spain, evaluating the antibody prevalence of WNV and antigenically related flaviviruses, serology
was conducted on thousands of wild ruminant samples (red deer, fallow deer, mouflon, and roe
deer), and low antibody prevalence was noted, ranging from 3.4% for red deer to 0% for roe deer [16].
After accounting for possible coinfections, the overall WNV antibody prevalence was estimated to
be ≤2.4% [16]. A third study conducted in Spain was based largely on red deer and wild boar.
The overall WNV/flavivirus (the methods used could not definitively distinguish between the two
categories) seroprevalence was estimated at approximately 4.04% for wild boar and 0.23% for red deer
that were collected in multiple bioregions [15]. In addition, three of 100 privately-owned dromedary
camels (Camelus dromedarius) were assessed to be antibody positive (by enzyme-linked immunosorbent
assay [ELISA]) for WNV in the Canary Islands, Spain [17]. The low number of antibody positive
animals led the authors to conclude that WNV was not currently circulating among and within the
two herds tested [17]. Although WNV antibodies in camels have been reported for some time, the first
WNV isolation was recently reported from a dromedary camel calf from the United Arab Emirates [18].

A serosurvey of antibodies to alphaviruses and flaviviruses in wild mammals in the greater
Congo basin was recently reported [20]. Among the artiodactyls tested, a single African forest buffalo
(Syncerus caffer nanus) from Garamba National Park in the Democratic Republic of Congo was assessed
to be antibody positive [20].

Of 1,508 white-tailed deer (Odocoileus virginianus) serum samples tested, an overall WNV
seroprevalence of 6.0 % was detected from 18 U.S. states and the U.S. Virgin Islands [21]. Among the
19 collection locations, at some of which no antibodies were detected, Louisiana yielded the highest
seroprevalence at 18.7% [21]. Ten percent of 29 serum samples from privately owned camels submitted
to an Animal Health Diagnostic Laboratory in New York, USA, were WNV antibody positive by
ELISA [19]. Although testing was conducted on a captive herd, recently published filter paper studies
of WNV serology (by ELISA) in reindeer (Rangifer tarandus tarandus) suggest that reindeer are exposed
to this virus in Alberta, Canada and that user-friendly filter paper methods appeared to work well to
collect samples for subsequent antibody testing [22].

2.2. WNV in Non-Human Primates

Previous published accounts of wild non-human primate exposure to WNV have been primarily
associated with the Old World, especially Madagascar [23–25]. A recent study greatly expanded the
geographic distribution of known WNV exposures in wild non-human primates, as a >8% antibody
prevalence (based on monotypic responses) was noted in free-ranging black howlers (Alouatta caraya)
in northeastern Argentina [26]. A small number of mountain gorillas (Gorilla beringei beringei), one
of which was generally thought to be transient between the Democratic Republic of the Congo and
Rwanda, were recently reported to have antibodies reactive with WNV [20].
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Two primate species, rhesus macaques (Macaca mulatta) and common marmosets (Callithrix
jacchus), were recently experimentally infected with a European strain (WNV-Ita09) of WNV [27]. Both
species exhibited productive infections, exhibited a viremic period of multiple days, and produced
WNV RNA-positive tissues [27]. Of interest, common marmosets developed a higher peak and
longer-lasting viremia and also had a broader tissue distribution that was positive for viral RNA [27].
Neither species in this study developed clinical disease.

2.3. WNV in Carnivores and Mesocarnivores

Even though it is a marsupial, the Virginia opossum (Didelphis virginiana) is considered to be
a mesocarnivore in the U.S. While multiple WNV antibody detections in Virginia opossums were
reported well over a decade ago [28–30], some important information associated with this species has
been recently published (Table 2). First, a viremic Virginia opossum was detected in northwestern
Missouri, USA during the summer of 2012 [31]. At the time this wild-caught animal was sampled,
it had a titer of 102.5 pfu/mL [31]. Because this was a sample from a wild-caught animal, the exposure
period of the animal is unknown. Therefore, the titer listed above may or may not represent the peak
viremia titer from this species. Second, although antibodies have been detected in many individuals,
thereby suggesting that they are often resistant to severe disease, WNV may have the ability to cause
lethal disease in the Virginia opossum in some instances. For example, a recent publication was
suggestive of a fatal WNV infection concurrent with pulmonary lepidic-predominant adenocarcinoma
in a Virginia opossum [32]. The WNV diagnosis was based upon viral RNA from pooled tissues and
histologic lesions that were observed in multiple organs [32]. Considering the new information on this
species, the Virginia opossum is a logical choice for laboratory-based evaluations of its peak viremia
and disease dynamics following deliberate infections with WNV.

Table 2. Recently reported natural exposures of carnivores and mesocarnivores to West Nile virus.

Common Name Scientific Name Detection Type Location Reference

Virginia opossuma Didelphis virginiana Virus MO, USA [31]
Viral RNA/histopathologic Quebec, CA [32]

Raccoon Procyon lotor Antibodiesb NY, USA [19]
Antibodies Ontario, CA [33]

Striped skunk Mephitis mephitis Antibodies Ontario, CA [33]
Black bear Ursus americanus Antibodies MD, USA [34]

Eurasian brown bear Ursus arctos arctos Antibodies Slovakia [35]
Red fox Vulpes vulpes Antibodiesb Spain [14]

a Not a member of the mammalian order Carnivora but is considered to be a North American mesocarnivore.
b Indicates that a single test (e.g., ELISA) was used, samples were not tested against multiple flaviviruses, or it is
unclear if samples were tested against multiple flaviviruses. Therefore, all detections may or may not represent WNV.

Evidence of WNV exposure has been long-documented in other mesocarnivores. Raccoons
(Procyon lotor) and striped skunks (Mephitis mephitis) have both exhibited relatively high seroprevalence
rates in some locations during earlier studies [28,29,36]. A recently published paper identified very
high (>50%) antibody prevalence in raccoons sampled on Long Island, New York, USA, but indicated
that the role of raccoons in WNV epidemiology cannot be elucidated because of a lack of studies
evaluating viremia in this species [19]. However, a study of this type was published in 2010 and
indicated that raccoons can rarely develop viremias approaching 105 pfu/mL, thereby suggesting they
are unlikely to be important amplifying hosts of this arbovirus [37]. A second study, conducted in
Ontario, Canada, noted a low WNV seroprevalence in raccoons (4%) and a moderate seroprevalence in
striped skunks (17%) [33].

WNV exposures in multiple captive and wild bear species (Ursus spp.) have been noted in
historical literature, and have been occasionally associated with severe disease [38–40]. Similarly to the
low prevalence that was previously reported in New Jersey [39], a recent study reported a low WNV
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antibody prevalence in black bears (U. americanus) from Maryland, USA [34]. Furthermore, one of
24 wild Eurasian brown bears (U. arctos arctos) sampled from six regions of Slovakia was antibody
positive for WNV in the Nízke Tatry region of this country [35].

Antibodies to flaviviruses were detected in 21 of 103 red foxes (Vulpes vulpes) in Spain [14].
Due to the degree of hemolysis of serum samples, only one individual was tested by micro VNT; this
individual was confirmed positive for WNV antibodies [14]. In the same study, one of 6 stone martens
(Martes foina) was positive for antibodies to flaviviruses, but the single ELISA positive individual was
not confirmed positive for WNV neutralizing antibodies [14].

2.4. WNV in Rodents

Several WNV investigations have been associated with tree squirrels (e.g., Sciurus spp. and
Tamiasciurus spp.). This is likely due to the fact that previous work has indicated that some tree
squirrel species (e.g., fox squirrel and eastern gray squirrel [S. carolinensis]) are commonly exposed to
WNV [29,30,41] and at least two species can develop viremia profiles that may be sufficient to infect
mosquitoes [3–5,42]. During a recent survey in Georgia, USA, a relatively high antibody prevalence
(36%) was noted in eastern gray squirrels, but none of the 69 animals tested showed evidence of viremia
at their time of capture [43]. It was also postulated that season had an effect on mosquito infection
status and eastern gray squirrel seroprevalence, as both peaked during the summer [43]. Mortality in
WNV-positive fox squirrels was recently noted in Michigan, USA [44]. Two of the tested individuals
had pooled tissue samples that were WNV positive by reverse transcriptase polymerase chain reaction
(RT-PCR), but the authors questioned the significance of this finding due to the lack of immunoreactivity
of these tissues and the presence of other pathogens in the animals [44]. An additional WNV survey in
tree squirrels was recently conducted in Europe (Table 3). A relatively small percentage of introduced
eastern gray squirrels were assessed to have antibodies generically reactive with flaviviruses in Italy,
but only one individual was assessed to be antibody positive for WNV [45].

Table 3. Recently reported natural exposures of rodents to West Nile virus.

Common Name Scientific Name Detection Type Location Reference

Fox Squirrel Sciurus niger Viral RNA MI, USA [44]
Eastern gray squirrel Sciurus carolinensis Antibodies Italya [45]

Antibodies GA, USA [43]
Groundhog Marmota monax Antibodies Ontario, CA [33]

Yellow-necked field mouse Apodemus flavicollis Antibodies Italy [46]
Virus Europeb [47]

Bank vole Myodes glareolusc Virus Europeb [47]
a Species is introduced into Italy. b Reference did not give a specific location. c Listed in original paper as
Clethrionomys glareolus.

Groundhogs (Marmota monax) have been previously assessed for WNV exposure in the U.S.
In an earlier serosurvey conducted in part in the eastern U.S., none of the two groundhogs tested in
Ohio were positive for antibodies specific to WNV [29], but one of three individuals tested positive
for antibodies in Maryland [30]. A recent study conducted in Ontario, Canada, reported that three
groundhogs (17.6% of total tested) had WNV-neutralizing antibodies [33].

Commensal rodents of the genera Rattus and Mus have been previously assessed for WNV
exposure, both of which have yielded evidence of antibody-positive individuals [29,48]. A recent study
evaluated two species from these genera in highly peridomestic settings in Merida, Mexico. While
many black rats (R. rattus) and house mice (M. musculus) had antibodies reactive with flaviviruses, none
of the individuals positive for WNV antibodies by plaque reduction neutralization tests (PRNT) could
be confirmed as definitively WNV due to low or similar PRNT90 titers with other flaviviruses [49].
However, a single black rat had a WNV titer of 1:20 and did not react with the six other viruses
tested [49].
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Of the 90 sera tested from four rodent species (yellow-necked field mouse [Apodemus flavicollis],
wood mouse [A. sylvaticus], bank vole [Myodes glareolus], and garden dormouse [Eliomys quercinus])
collected in Italy, a total of four yellow-necked field mice sera tested positive for WNV antibodies by
ELISA; two of the four samples were confirmed as WNV (at low titers) by virus neutralization tests [46].
In addition, it has been reported that WNV has been sporadically isolated from yellow-necked field
mice and bank voles [47].

2.5. WNV in Other Wild Mammals

Recently, WNV antibodies were reported during multiple years in free-ranging Hoffman’s
two-toed sloths (Choloepus hoffmanni) at annual prevalences of 8% and 27% during the mid-2000s [50].
However, during the same study, which was conducted in Costa Rica, the virus was not detected
in brown-throated sloths (Bradypus variegatus) [50]. To our knowledge, this is the first report of
documented WNV exposures in sloths (Table 4).

Table 4. Recently reported natural exposures of non-human primates and other wild mammals to West
Nile virus.

Common Name Scientific Name Detection Type Location Reference

Black howler Alouatta caraya Antibodies Argentina [26]
Mountain gorilla Gorilla beringei beringei Antibodies DRCa/Rwanda [20]

Hoffman’s two-toed sloth Choloepus hoffmanni Antibodies Costa Rica [50]
African straw-colored fruit bat Eidolon helvum Antibodies Uganda [51]

Little epauletted fruit bat Epomophorus labiatus Antibodies Uganda [51]
African elephant Loxodonta africana Antibodies DRCa [20]

a Democratic Republic of the Congo.

While several bats from the Yucatan Peninsula of Mexico were shown to have antibodies reactive
with generic flaviviruses, none were shown conclusively to have WNV antibodies, even though
eight individuals had PRNT90 titers ranging from 1:20–1:40 [52]. Chiropteran exposures to WNV,
however, have been commonly reported during earlier observations in the Old and New Worlds [2].
More recently, WNV exposure (neutralizing antibodies) was reported in a small number of African
straw-colored fruit bats (Eidolon helvum) and little epauletted fruit bats (Epomophorus labiatus) that were
captured in Uganda [51]. Among eight total species tested, only five of 626 individuals were confirmed
as having WNV neutralizing antibodies [51].

Documented WNV exposures in elephants have historically been largely restricted to captive
populations. For example, multiple Asian elephants (Elephas maximus) associated with the Bronx
Zoo/Wildlife Conservation Park as well as captive populations (presumably Asian elephants) in
Florida were assessed to be antibody positive following the 1999 introduction of WNV into the New
World [53,54]. Of interest, a more recently published study reported that 100% (n = 31) of African
elephants (Loxodonta africana) from the greater Congo basin had neutralizing antibodies against WNV,
thereby indicating widespread exposure in this wild population [20].

2.6. Select Surveys that Failed to Detect WNV Exposure in Wild Mammals

While many studies have documented wild mammal WNV exposures during recent years, some
have not detected exposures during targeted surveys. For example, a survey that included more than
100 mammals (primarily rodents) did not report any exposure among the 12 species (some captive)
tested in Trinidad [55]. Similarly, an arbovirus wildlife survey of rodents (n = 14) and bats (n = 146)
collected in southern Mexico did not yield molecular evidence of WNV infection [56]. WNV antibodies
were absent in 70 water buffalo (Bubalus bubalis; presumably farmed) sampled in Turkey [57]. None of
the serum samples from 49 wild Geoffroy’s spider monkeys (Ateles geoffroyi) and four black howler
monkeys (Alouatta pigra) sampled in Mexico neutralized WNV [58]. Similarly, none of 49 wild and
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captive black-striped capuchins (Sapajus libidinosus) and blond capuchins (S. flavius) were antibody
positive for WNV in Brazil [59].

Although serum samples collected from several wild mammal species in Ontario, Canada were
positive for WNV antibodies, 0/22 samples from eastern gray squirrels and 0/1 samples from a red
squirrel (Tamiasciurus hudsonicus) were positive [33]. Considering that there was documented WNV
activity in other wildlife species in this area during the same time-frame [33] and high seroprevalence
rates have been observed in these tree squirrel species previously (often much higher than other
mammals sampled in the same regions) [29,30], this result is surprising, but may be influenced by the
presumably longer life-spans of the majority of the other mammal species tested.

3. Discussion

Over the past several decades, human population growth and land use has led to increasingly
common interactions with wildlife. Thus, understanding the role wild animals play in the epidemiology
of zoonoses is critical in order mitigate the spread of disease to and from hosts of zoonotic pathogens.
There are several questions associated with WNV in wild mammals that, if addressed, would help to
elucidate their potential roles in WNV epidemiology. First, targeted serosurveys of wild mammals are
still lacking from some regions. Indeed, during recent years, the need for comprehensive mammalian
WNV serosurveys to assess potential mammalian hosts in some regions has been proposed [60]. Aside
from examining the possible mammalian involvement in WNV cycles, serosurveys of wild mammals
can also provide a valuable and highly localized surveillance mechanism for WNV if key species are
targeted. For example, monitoring tree squirrels for WNV has been proposed as a useful surveillance
tool for WNV [29], especially when coupled with mark-recapture surveys [41]. Wild mammals could
in this manner serve as sentinel species for regions with high outbreak potential.

Second, more experimental infections need to be conducted to assess if any mammalian species
have the capacity to replicate higher levels of virus than those that have been previously assessed and
to evaluate clinical disease. Unfortunately, very few new experimental infection studies associated
with WNV viremia in wild mammals have been conducted during the past decade. Logical species
to target for these types of studies include those that are known to have been commonly exposed to
WNV but for which data on viremia is lacking. For example, while a field study indicated that the
Virginia opossum can develop viremia following WNV infection [31], whether or not this species can
produce viremia levels sufficient for infecting mosquitoes remains unknown. Furthermore, due to their
potential involvement in urban cycles, several peridomestic mammals, which often live within close
proximity to humans, are an obvious choice. Considering the recently published WNV viremia and
disease in Virginia opossums detected in the field and from a zoological institution [31,32], this species
represents a clear choice for further evaluation in controlled settings. In addition, some mammalian
species are already known to have the capacity for moderate levels of viremia; therefore, ecologically
similar species in different regions (e.g., Old World tree squirrels) represent an obvious line of useful
research on this subject [2].

Third, aside from public health implications, WNV could have impacts on mammalian species
or populations of conservation concern. In view of the severity of WNV disease in other incidental
mammalian hosts, including humans and horses, it is logical to assume that there could be mammalian
species equivalently impacted by this disease. For example, WNV is known to have the capacity
to cause morbidity or mortality in multiple wild mammal species, including Virginia opossums
and tree squirrels [32,61]. Thus, considering the lack of base-line information on WNV exposure
rates and severity of disease caused by the virus for many mammalian species, surveillance of key
species and populations of conservation concern could prove valuable for the management of these
types of populations. Targeted surveillance and seroprevalence studies can then be used to guide
experimental infection studies to allow researchers to investigate whether or not the presence of WNV
is a source of concern for the conservation of key wildlife species. Previous studies involving bird
species whose populations are impacted by WNV, including ruffed grouse (Bonasa umbellus), indicate
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that the vaccination of wildlife can provide a valuable tool for protecting these animals [62]. Similarly,
should a wild mammalian species whose population is heavily-impacted by WNV be determined,
vaccination efforts could then be directed at those animals if an appropriate vaccine were available.
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Petrović, T. West Nile virus serosurveillance in pigs, wild boars, and roe deer in Serbia. Vet. Microbiol. 2015,
176, 365–369. [CrossRef] [PubMed]

13. Hubálek, Z.; Juricová, Z.; Straková, P.; Blazejová, H.; Betásová, L.; Rudolf, I. Serological survey for West Nile
virus in wild artiodactyls, Southern Moravia (Czech Republic). Vector-Borne Zoonotic Dis. 2017, 17, 654–657.
[CrossRef]

14. Gutiérrez-Guzmán, A.V.; Vicente, J.; Sobrino, R.; Perez-Ramírez, E.; Llorente, F.; Höfle, U. Antibodies to West
Nile virus and related flaviviruses in wild boar, red foxes and other mesomammals from Spain. Vet. Microbiol.
2012, 159, 291–297. [CrossRef] [PubMed]

15. Boadella, M.; Díez-Delgado, I.; Gutiérrez-Guzmán, A.V.; Höfle, U.; Gortázar, C. Do wild ungulates allow
improved monitoring of flavivirus circulation in Spain? Vector-Borne Zoonotic Dis. 2012, 12, 490–495.
[CrossRef]

http://dx.doi.org/10.3201/eid0704.017415
http://www.ncbi.nlm.nih.gov/pubmed/11585532
http://dx.doi.org/10.1007/s00705-012-1516-3
http://www.ncbi.nlm.nih.gov/pubmed/23212739
http://dx.doi.org/10.4269/ajtmh.2006.75.697
http://www.ncbi.nlm.nih.gov/pubmed/17038697
http://dx.doi.org/10.1089/vbz.2007.0182
http://dx.doi.org/10.1089/vbz.2008.0158
http://dx.doi.org/10.1097/QCO.0b013e32816b5cad
http://dx.doi.org/10.3390/ijerph10083735
http://dx.doi.org/10.1038/s41467-018-07896-2
http://dx.doi.org/10.1089/vbz.2006.6.261
http://www.ncbi.nlm.nih.gov/pubmed/16989565
http://dx.doi.org/10.1089/vbz.2004.4.379
http://dx.doi.org/10.1016/j.vetmic.2015.02.005
http://www.ncbi.nlm.nih.gov/pubmed/25724332
http://dx.doi.org/10.1089/vbz.2017.2109
http://dx.doi.org/10.1016/j.vetmic.2012.04.019
http://www.ncbi.nlm.nih.gov/pubmed/22595138
http://dx.doi.org/10.1089/vbz.2011.0843


Viruses 2019, 11, 459 9 of 11

16. García-Bocanegra, I.; Paniagua, J.; Gutiérrez-Guzmán, A.V.; Lecollinet, S.; Boadella, M.; Arenas-Montes, A.;
Cano-Terriza, D.; Lowenski, S.; Gortázar, C.; Höfle, U. Spatio-temporal trends and risk factors affecting West
Nile virus and related flavivirus exposure in Spanish wild ruminants. BMC Vet. Res. 2016, 12, 249. [CrossRef]

17. Mentaberre, G.; Gutiérrez, C.; Rodríguez, N.F.; Joseph, S.; González-Barrio, D.; Cabezón, O.; de la Fuente, J.;
Gortazar, C.; Boadella, M. A transversal study on antibodies against selected pathogens in dromedary camels
in the Canary Islands, Spain. Vet. Microbiol. 2013, 167, 468–473. [CrossRef]

18. Joseph, S.; Wernery, U.; Teng, J.L.; Wernery, R.; Huang, Y.; Patteril, N.A.; Chan, K.H.; Elizabeth, S.K.; Fan, R.Y.;
Lau, S.K.; et al. First isolation of West Nile virus from a dromedary camel. Emerg. Microbes Infect. 2016, 5,
e53. [CrossRef]

19. Decarlo, C.; Omar, A.H.; Haroun, M.I.; Bigler, L.; Bin Rais, M.N.; Abu, J.; Omar, A.R.; Mohammed, H.O.
Potential reservoir and associated factors for West Nile virus in three distinct climatological zones. Vector-Borne
Zoonotic Dis. 2017, 17, 709–713. [CrossRef]

20. Kading, R.C.; Borland, E.M.; Cranfield, M.; Powers, A.M. Prevalence of antibodies to alphaviruses and
flaviviruses in free-ranging game animals and nonhuman primates in the greater Congo basin. J. Wildl. Dis.
2013, 49, 587–599. [CrossRef] [PubMed]

21. Pedersen, K.; Wang, E.; Weaver, S.C.; Wolf, P.C.; Randall, A.R.; Van Why, K.R.; Da Rosa, A.P.A.T.; Gidlewski, T.
Serologic evidence of various arboviruses detected in white-tailed deer (Odocoileus virginianus) in the United
States. Am. J. Trop. Med. Hyg. 2017, 97, 319–323. [CrossRef] [PubMed]

22. Curry, P.S.; Ribble, C.; Sears, W.C.; Hutchins, W.; Orsel, K.; Godson, D.; Lindsay, R.; Dibernardo, A.; Kutz, S.J.
Blood collected on filter paper for wildlife serology: Detecting antibodies to Neospora caninum, West Nile
virus, and five bovine viruses in reindeer. J. Wildl. Dis. 2014, 50, 297–307. [CrossRef]

23. Fontenille, D.; Rodhain, F.; Digoutte, J.P.; Mathiot, C.; Morvan, J.; Coulanges, P. Transmission cycles of the
West-Nile virus in Madagascar, Indian Ocean. Ann. De La Soc. Belg. De Med. Trop. 1989, 69, 233–243.

24. Rodhain, F.; Clerc, Y.; Ricklin, B.; Ranaivosata, J.; Coulanges, P.; Albignac, R. Arboviruses and lemurs in
Madagascar: A preliminary note. Trans. R. Soc. Trop. Med. Hyg. 1982, 76, 227–231. [CrossRef]

25. Sondgeroth, K.; Blitvich, B.; Blair, C.; Terwee, J.; Junge, R.; Sauther, M.; VandeWoude, S. Assessing flavivirus,
lentivirus, and herpesvirus exposure in free-ranging ring-tailed lemurs in southwestern Madagascar. J. Wildl.
Dis. 2007, 43, 40–47. [CrossRef]

26. Morales, M.A.; Fabbri, C.M.; Zunino, G.E.; Kowalewski, M.M.; Luppo, V.C.; Enría, D.A.; Levis, S.C.;
Calderón, G.E. Detection of the mosquito-borne flaviviruses, West Nile, Dengue, Saint Louis Encephalitis,
Ilheus, Bussuquara, and Yellow Fever in free-ranging black howlers (Alouatta caraya) of Northeastern
Argentina. PLoS Negl. Trop. Dis. 2017, 11, e0005351. [CrossRef]

27. Verstrepen, B.E.; Fagrouch, Z.; van Heteren, M.; Buitendijk, H.; Haaksma, T.; Beenhakker, N.; Palù, G.;
Richner, J.M.; Diamond, M.S.; Bogers, W.M.; et al. Experimental infection of rhesus macaques and common
marmosets with a European strain of West Nile virus. PLoS Negl. Trop. Dis. 2014, 8, e2797. [CrossRef]
[PubMed]

28. Bentler, K.T.; Hall, J.S.; Root, J.J.; Klenk, K.; Schmit, B.; Blackwell, B.F.; Ramey, P.C.; Clark, L. Serologic
evidence of West Nile virus exposure in North American mesopredators. Am. J. Trop. Med. Hyg. 2007, 76,
173–179. [CrossRef]

29. Root, J.J.; Hall, J.S.; McLean, R.G.; Marlenee, N.L.; Beaty, B.J.; Gansowski, J.; Clark, L. Serologic evidence of
exposure of wild mammals to flaviviruses in the central and eastern United States. Am. J. Trop. Med. Hyg.
2005, 72, 622–630. [CrossRef] [PubMed]

30. Gómez, A.; Kilpatrick, A.M.; Kramer, L.D.; Dupuis Ii, A.P.; Maffei, J.G.; Goetz, S.J.; Marra, P.P.; Daszak, P.;
Aguirre, A.A. Land use and West Nile virus seroprevalence in wild mammals. Emerg. Infect. Dis. 2008, 14,
962–965. [CrossRef]

31. Bosco-Lauth, A.; Harmon, J.R.; Ryan Lash, R.; Weiss, S.; Langevin, S.; Savage, H.M.; Godsey, M.S., Jr.;
Burkhalter, K.; Root, J.J.; Gidlewski, T.; et al. West Nile virus isolated from a Virginia opossum (Didelphis
virginiana) in Northwestern Missouri, USA, 2012. J. Wildl. Dis. 2014, 50, 976–978. [CrossRef] [PubMed]

32. Lamglait, B.; Lair, S. Fatal West Nile virus infection in a Virginia opossum (Didelphis virginiana) with
pulmonary lepidic-predominant adenocarcinoma. J. Wildl. Dis. 2019, 55, in press.

33. Smith, K.; Oesterle, P.T.; Jardine, C.M.; Dibernardo, A.; Huynh, C.; Lindsay, R.; Pearl, D.L.; Bosco-Lauth, A.M.;
Nemeth, N.M. Powassan virus and other arthropod-borne viruses in wildlife and ticks in Ontario, Canada.
Am. J. Trop. Med. Hyg. 2018, 99, 458–465. [CrossRef]

http://dx.doi.org/10.1186/s12917-016-0876-4
http://dx.doi.org/10.1016/j.vetmic.2013.07.029
http://dx.doi.org/10.1038/emi.2016.53
http://dx.doi.org/10.1089/vbz.2016.2098
http://dx.doi.org/10.7589/2012-08-212
http://www.ncbi.nlm.nih.gov/pubmed/23778608
http://dx.doi.org/10.4269/ajtmh.17-0180
http://www.ncbi.nlm.nih.gov/pubmed/28722628
http://dx.doi.org/10.7589/2012-02-047
http://dx.doi.org/10.1016/0035-9203(82)90281-4
http://dx.doi.org/10.7589/0090-3558-43.1.40
http://dx.doi.org/10.1371/journal.pntd.0005351
http://dx.doi.org/10.1371/journal.pntd.0002797
http://www.ncbi.nlm.nih.gov/pubmed/24743302
http://dx.doi.org/10.4269/ajtmh.2007.76.173
http://dx.doi.org/10.4269/ajtmh.2005.72.622
http://www.ncbi.nlm.nih.gov/pubmed/15891139
http://dx.doi.org/10.3201/eid1406.070352
http://dx.doi.org/10.7589/2013-11-295
http://www.ncbi.nlm.nih.gov/pubmed/25098303
http://dx.doi.org/10.4269/ajtmh.18-0098


Viruses 2019, 11, 459 10 of 11

34. Bronson, E.; Spiker, H.; Driscoll, C.P. Serosurvey for selected pathogens in free-ranging American black bears
(Ursus americanus) in Maryland, USA. J. Wildl. Dis. 2014, 50, 829–836. [CrossRef]
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