
Introduction

Stem cells maintain regenerating tissues such as the 

epidermis, the intestinal epithelium, and the hemato-

poietic system thanks to their unique abilities to self-

renew and to generate diff erentiating progeny. Th e 

balance between self-renewal and diff erentiation is 

controlled by the interaction between stem cells and the 

specifi c microenvironment in which they reside, the 

‘stem cell niche’ [1]. Although stem cells have a high 

potential to proliferate, they are rather inactive in terms 

of cell cycle, most likely to prevent their own exhaustion 

[2] and to protect themselves from acquiring potentially 

tumori genic mutations [3,4]. Stem cell quiescence is an 

evolu tionarily conserved mechanism: it was initially 

demonstrated not only in mammalian epidermis [5] but 

also in the plant root apical meristem [6]. While relative 

quiescence remains a hallmark of somatic stem cells 

compared with non-self-renewing progenitors, mathe-

ma ti cal modeling of hematopoietic stem cell (HSC) proli-

ferative behavior identifi ed a subpopulation of deeply 

quiescent mouse HSCs, called dormant HSCs, which 

divide only fi ve times in the mouse lifetime [7,8]. In this 

article, we review the latest fi ndings on dormant HSCs; 

we look at epidermis, intestinal epithelium, and neuro-

epithelium to examine whether the presence of dormant 

stem cells is a recurring biological mechanism; and we 

present a few initial examples of new therapeutic develop-

ments based on the discovery of dormant stem cells.

Label retention assays measure proliferative 

behavior

Slow-dividing somatic stem cells have been identifi ed for 

many years by using variations of the label retention 

assay (Figure 1), which is based on in vivo labeling of cell 

nuclei by means of a pulse of 3H-thymidine or nucleotide 

analogs such as 5-bromo-2’-deoxyuridine (BrdU), 

followed by a ‘chase’ period in the absence of a DNA-

labeling agent. While dividing cells rapidly dilute the 

label, long-lived quiescent cells, like stem cells, retain the 

label over time and can be identifi ed as label-retaining 

cells (LRCs) [5,9]. In tissues containing other types of 

long-lived quiescent cells, like the bone marrow, slow-

dividing stem cells can be identifi ed through their ability 

to retain the label combined with the expression of 

specifi c cell surface markers [10]. One of the main 

concerns with the use of BrdU to identify LRCs is its 

inability to be incorporated by non-dividing cells, raising 

the possibility that the most quiescent cells, which are 

likely not to undergo any cell division during the pulse 

phase, may never be labeled. Moreover, BrdU could be 

detected only on fi xed samples and did not allow purifi -

cation of viable LRCs. Th e generation of transgenic mice 

expressing the fusion protein histone 2B-green fl uores-

cent protein (H2B-GFP) under the control of a tetracycline 

regulatory element provided a new tool to overcome 

these limitations. Th ese mice were originally developed 

to identify and purify epidermal LRCs [11] and were 

crossed with mice harboring the tetracycline-regulated 

transcription factor TetRVP16 (tTA) under the control of 

the keratin-5 promoter, leading to double-transgenic 
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progeny express ing H2B-GFP through out the basal layer 

of the epidermis. Since the expression of H2B-GFP is 

inde pendent from the initial proliferative status of the 

cell, this system ensures uniform labeling of cells within 

the tissue. Th e addition of tetracycline to the diet of the 

animal inactivates TetRVP16 and switches off  the expres-

sion of H2B-GFP (chase). During this time, proliferating 

cells dilute H2B-GFP to undetectable levels within their 

progeny, whereas quiescent cells are identi fi ed as bright 

H2B-GFP+ cells in histological sections and can be 

isolated alive by using fl ow cyto metry, allowing their 

further functional characterization.

Alternatively, the reverse form of TetRVP16 transcrip-

tion factor (rtTA) can be used to express H2B-GFP in the 

presence of tetracycline, followed by an antibiotic-free 

chase phase. Several tissue-specifi c as well as ubiquitous 

promoters have been used to drive the expression of 

either tTA or rtTA, and several tissues have been exam-

ined for the presence of LRCs and therefore of a potential 

stem cell reservoir [12-15].

Hematopoietic stem cells and their niche

HSCs reside in the bone marrow and give rise to erythro-

cytes, platelets, and all immune cells. Th eir heterogeneity 

was fi rst suggested over 50 years ago, when serial trans-

plantation studies showed that fewer than 1% of spleen 

colony-forming units (CFU-S) (at the time con sidered the 

most refi ned population of HSCs) possess the capacity to 

reconstitute lethally irradiated recipient mice [16]. HSCs 

were subsequently subdivided in long-term reconstitut-

ing HSCs (LT-HSCs), which are capable of serially 

regenerating all blood cell types in transplant recipient 

mice thanks to their extensive ability to self-renew, and 

short-term reconstituting HSCs (ST-HSCs), which have a 

less extensive ability to self-renew. Specifi c molecular 

markers have been used to identify and purify LT-HSCs 

and ST-HSCs [17-20].

Cell cycle analysis revealed that, on average, two thirds 

of LT-HSCs are in the G
0
 phase of the cell cycle and that 

G
0
 LT-HSCs are responsible for the functional engraft-

ment of lethally irradiated recipient mice [21,22]. Analysis 

of the kinetics of BrdU incorporation failed to reveal the 

existence of a subpopulation of highly quiescent HSCs, as 

greater than 99% of LT-HSCs incorporated BrdU after 

long periods of administration. It was therefore postu-

lated that LT-HSCs regularly enter the cell cycle and 

divide, on average, every 57  days. Similar conclusions 

were reached in another study, based on the label reten-

tion assay, also using BrdU as a DNA-labeling agent [10].

In a recent study by Wilson and colleagues [8], mice 

expressing tTA under the control of the stem cell 

leukemia (SCL) gene promoter were crossed with Tet-

responsive H2B-GFP mice, leading to expression of H2B-

GFP in HSCs and progenitor cells. Mathematical model-

ing of the results obtained from pulse-chase experiments 

combined with the use of six diff erent molecular markers 

phenotypically identifying LT-HSCs (Lin−, Sca+, cKit+, 

CD150+, CD48−, and CD34−) uncovered the existence of a 

subpopulation of dormant HSCs, which represented 

about one seventh of the studied population and which 

were capable of retaining H2B-GFP label after several 

months of chase. Th ese HSCs divide every 145  days, 

which is equivalent to fi ve divisions per average C57/BL6 

mouse lifetime. Similar results were obtained by using 

transgenic mice in which the expression of H2B-GFP is 

ubiquitously switched on, rather than off , by the addition 

of doxycycline [7]. In both cases, serial trans plantation 

assays showed that dormant HSCs possess better long-

term repopulation potential in comparison with more 

frequently dividing HSCs. Mobilizing agents such as 

granulocyte colony-stimulating factor (G-CSF) as well as 

injury signals, such as 5-fl uorouracil or interferon-alpha 

treatments, and even BrdU administration trigger 

proliferation in dormant HSCs, suggesting that they act 

as a reservoir of stem cells in emergency situations rather 

than contribute to steady-state hematopoiesis [8,23].

HSC niches are specifi ed by the combination of several 

molecular signals that are produced by diff erent cell types 

in diff erent locations within the bone marrow and that 

control stem cell fate [24,25]. Although dormant HSCs 

are likely to rely on specifi c signals from their niche, no 

specifi c cell type has been unequivocally associated with 

dormancy so far. Osteoblasts are known to produce 

several factors able to induce HSC quiescence and there-

fore, potentially, dormancy [26-28]. It has been suggested 

that N-cadherin-positive, spindle-shaped osteoblasts 

might directly support HSC quiescence [25]. Wilson and 

Figure 1. Label retention assay. All cells within a living tissue 

(white circles, left) are labeled during the pulse period (blue cells). 

The labeling method can be either chemical, such as 5-bromo-2’-

deoxyuridine (BrdU), or genetic, such as histone 2B-green fl uorescent 

protein (H2B-GFP). During the chase period, labeling stops and 

the cells dilute the dye according to the their proliferation rate. 

Fast proliferating cells (top row) dilute the dye faster than slower 

proliferating cells (middle row). Quiescent cells retain the dye, which 

can still be detected at the end of the chase period.
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colleagues [8] found c-Kit+, BrdU LRCs near endosteal 

surfaces in the bone sections of mice after 170 days of 

chase, suggesting that the endosteum could harbor dormant 

HSC niches. However, a recent report indicated that 

endothelium-derived angiopoietin-like 3 also induces 

HSC quiescence, raising the question of whether multiple 

stroma cell types could be responsible for induction of 

HSC quiescence and dormancy [29].

Hair follicle stem cell niche

Th e epidermis is a multilayered epithelium comprising 

the interfollicular epidermis and annexed structures such 

as hair follicles and sebaceous and sweat glands. Hair 

follicles regenerate themselves through cycles of growth 

(anagen), destruction (catagen), and rest (telogen), suggest-

ing the presence of an intrinsic stem cell population. 

Although epidermal stem cells exist in the interfollicular 

epidermis and sebaceous glands [30], the best-charac-

terized population of epidermal stem cells resides in the 

hair follicle bulge [31]. Situated just below the sebaceous 

glands, the bulge marks the lower limit of the permanent 

region of the hair follicles and contains slow-cycling 

LRCs [11,31,32]. Bulge cells not only contribute to hair 

follicle homeostasis as shown by lineage-tracing experi-

ments [11,33] but also can proliferate in response to 

injury stimuli such as wounding and phorbol ester [34].

Th e identifi cation of a subpopulation of bulge cells with 

long-term label-retaining properties [34,35] suggests that 

these infrequently dividing cells may represent the long-

term stem cell population of the tissue. Two recent 

studies from the Tumbar group [36,37] identifi ed slow-

dividing hair follicle stem cells but ruled out this 

hypothesis by following the proliferation of bulge LRCs 

during the fi rst and second hair follicle cycles. Although a 

fraction of slow-dividing cells (around 28% of total bulge 

cells) were present, all bulge cells divided within two 

subsequent hair cycles, and the majority of cells divided 

three times, on average, during one hair cycle. Given that 

hair follicles undergo approximately 20 hair cycles in the 

lifetime of the mouse, it can be estimated that bulge cells 

divide fewer than 100 times. While these observations 

seem to exclude the existence of a deeply quiescent 

population of hair follicle stem cells comparable to LRC-

HSCs, it is likely that the epidermal stem cell pool 

harbors further complexity. Genetic lineage-tracing 

experi ments in adult mice have shown that bulge cells 

repair the wound only transiently, raising the possibility 

that long-term stem cells involved in tissue repair, like 

dormant HSCs, may be present in the epidermis [35].

As hypothesized for the HSC niche, in the hair follicle 

active and quiescent stem cells are found in distinct 

locations. Th e bulge region is known to produce inhi-

bitory signals and therefore favors stem cell quiescence 

[11], whereas the dermal papilla induces activation of 

stem cells in the hair germ [38]. In vivo tracking experi-

ments have shown that labeled, quiescent bulge cells 

abandon the niche prior to embarking on prolifera tion 

and diff erentiation [37], suggesting the existence of quies-

cent and active subniches within the bulge itself.

Intestinal stem cell niche

Th e intestinal epithelium, which covers the surface of the 

intestinal lumen, provides a remarkable example of 

highly regenerating tissue, and so the debate is open 

about the existence of dormant intestinal stem cells 

(ISCs). Epithelial sheets renew quickly under constant 

insults such as exposure to digestive enzymes and 

mechanical erosion. Th is constant regeneration starts in 

the intestinal crypts, which harbor a population of 

multipotent ISCs. Th e identifi cation of the precise 

localization of ISCs in the crypts has been a challenging 

task for researchers over the years because of the lack of 

specifi c markers to distinguish ISCs from other pro-

genitors. A seminal study by Potten and colleagues [39] 

identifi ed a population of cells that were capable of 

retaining 3H-thymidine or BrdU over several weeks and 

that were localized at the base of the crypts around the 

+4 position, which has been widely assumed to represent 

the stem cell niche in the small intestine. Although 

providing the basis for future develop ment in the 

characterization of ISCs, this study did not grant any 

information on the potency or regenerating ability of 

these LRCs.

Functional ISCs were identifi ed by using the molecular 

marker Lgr5, a gene coding for a G protein-coupled 

receptor, expressed below the +4 position at the base of 

the crypts [27]. Mice expressing a tamoxifen-inducible 

Cre knock-in allele into the Lgr5 locus were crossed with 

the Cre-activatable R26R-LacZ reporter strain to perform 

lineage-tracing experiments marking the progeny of 

Lgr5+ cells. Sixty days after tamoxifen injection, entire 

crypts were positive for LacZ, indicating that Lgr5+ cells 

are capable of generating all intestinal lineages. More 

recently, similar experiments identifi ed Bmi1, a 

chromatin remodeling protein of the polycomb family, as 

a marker of ISCs at the +4 position of intestinal crypts 

[40]. Because in this study the labeling of the entire crypt 

was achieved only 12 months after tamoxifen induction, 

it can be inferred that Bm1+ and Lgr5+ cells generate 

progeny with diff erent kinetics. More recently, mouse 

telomerase reverse transcriptase was shown to mark 

relatively quiescent, crypt-regenerating cells located in 

various positions near the bottom of the intestinal crypt 

[41]. Th e presence of stem cells with diff erent prolifera-

tion profi les in distinct locations of the crypt points to 

the existence of a complex array of signaling molecules 

that are produced in diff erent places within the same 

niche and that are able to control cell fate through 
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inhibi tion or promotion of quiescence. Interestingly, 

highly quiescent stem cells that are able to proliferate in 

response to injury while retaining their potential were 

identifi ed in the Drosophila hindgut [42]. Th ese obser-

vations raise the possibility that, similarly to the hemato-

poietic system and the hair follicles, diff erent populations 

of stem cells with diff erent cycling kinetics could coexist, 

possibly within the same niche, and be responsible for 

homeostatic and injury-triggered regeneration. Th e 

combination of newly identifi ed molecular markers for 

ISCs with the H2B-GFP-labeling strategy could be the 

next step in investigating the existence of a population of 

dormant stem cells in the mammalian small intestine.

Neuroepithelium of the adult mammalian 

brain

Th e subgranular zone of the hippocampal dentate gyrus 

(DG) represents one of the main reservoirs of neural 

stem cells (NSCs) in the adult mammalian brain. NSCs in 

this region of the brain are characterized by the expres-

sion of the transcription factor Sox2 and divide in-

frequently. In transgenic mice harboring GFP under the 

control of the Sox2 promoter, fewer than 10% of the GFP+ 

cells colocalize with cell proliferation markers [43]. A 

recent study suggests that bone morphogenetic protein 

(BMP) signaling is an important switch between the 

quiescent and the proliferative status of these cells [44].  

Adminis tration of the BMP antagonist Noggin to mice 

treated with BrdU increased the proliferation of Sox2+ 

cells in the hippocampus by recruiting quiescent cells 

into the cell cycle [44]. Analysis of the DG in mice 

expressing GFP under the control of Hes5, one of the 

main targets of Notch signaling, suggested that the vast 

majority of Sox2+ cells with both radial and horizontal 

morphology also express Hes5 [45]. Similarly to what was 

reported for Sox2 transgenics, the administration of 

BrdU to these mice allowed the labeling of only a small 

fraction of NSCs, further supporting the notion that they 

are highly quiescent. When BrdU was administered for 

15 days followed by a chase period of 30 days, only a few 

GFP+ BrdU+ cells were found in the DG and some of 

them were positive for PCNA (proliferating cell nuclear 

antigen), indicating that NSCs shuttle between a 

mitotically active and a quiescent state. Interestingly, 

diff erent stimuli triggered the activation of diff erent 

subsets of GFP+ cells; physical activity recruited radial 

quiescent cells into the cell cycle, whereas seizure 

induced by the administration of kainic acid resulted in 

the proliferation of horizontal GFP+ cells. Although the 

existence of quiescent NSCs in the DG has been well 

documented, further experiments are still needed to 

determine their kinetics of cell division and establish 

whether these quiescent cells are in a dormant state 

similar to the one described for HSCs.

Dormancy and cancer stem cells: therapeutic 

implications

As cancer stem cells (CSCs) are able to give rise to the 

bulk of the tumor, they share some characteristic traits of 

normal stem cells. Th us, CSCs represent the population 

with tumor propagation potential within the tumor itself. 

Th e resistance of CSCs to radiotherapy and chemo-

therapy has been proposed to account for relapse and 

metastasis formation after initial successful treatments. 

Several mechanisms, such as relatively effi  cient DNA 

repair and expression of transporter pumps able to expel 

drugs out of the cell, have been proposed to explain such 

resistance [46]. Recent studies led to the hypothesis that 

deep quiescence could protect LSCs from the eff ect of 

anti-proliferative agents. For example, non-cycling AML 

stem cells have been shown to reside in the bone marrow 

endosteal region [47], and cultured CD34+ chronic 

myeloid leukemia (CML) stem cells isolated from patients 

with CML contain a fraction of highly quiescent cells 

resistant to imatinib mesylate (IM), a tyrosine kinase 

inhibitor used for the treatment of CML [48].

Th e similarities between LSCs and HSCs and the 

association between dormancy and residence in the niche 

led to a number of studies exploring the use of G-CSF to 

activate and mobilize LSCs in order to sensitize them to 

chemotherapy. Indeed, the exposure of CD34+ CML stem 

cells to G-CSF before IM treatment resulted in activation 

of quiescent cells, enhancing the eff ects of IM on these 

otherwise-resistant cells [48]. Treatment with G-CSF of a 

xenograft model, generated by trans planting purifi ed LSCs 

from patients with acute myeloid leukemia (AML) in 

immunocompromised mice, resulted in the activation of 

AML stem cells. Interestingly, these activated cells could 

be partially eliminated by treatment with the chemo-

therapeutic agent cytarabine [47]. Even though the mice in 

this study could not be completely cured of leukemia, 

these data suggest that activation of LSCs combined with 

chemotherapy could represent the fi rst step toward a 

successful treatment of the disease. Pandolfi  and colleagues 

[49] recently showed that com bined treatment of a CML 

mouse model with As
2
O

3
 and Ara-C resulted in the 

complete eradication of the disease. As
2
O

3
, which targets 

the tumor suppressor PML for degradation, inhibits 

quiescence of LSCs and therefore sensitizes them to the 

pro-apoptotic eff ect of the chemo thera peutic drug Ara-C.

As CSCs have also been identifi ed in several solid 

tumors, approaches similar to those developed for leukemia 

treatment could lead to better eradication of several types 

of tumors in addition to hematological malignancies. 

Inactivation of the oncogene MYC was associated with 

tumor dormancy in a model of hepatocellular carcinoma 

[50], suggesting that targeting of specifi c molecules in 

solid tumors could also represent a powerful therapeutic 

intervention to break the dormancy of CSCs.
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Conclusions

Th e availability of a number of specifi c cell surface markers 

allowed the isolation, purifi cation, and func tional 

characterization of HSCs in vitro and in vivo, leading to 

the recent identifi cation of a population of highly 

quiescent, injury-responsive, dormant HSCs. As the full 

nature of the HSC niche remains elusive, the challenge 

now is to understand whether dormant and homeostatic 

HSCs segregate in specifi c niches or coexist in sub-

sections of the same niche. Th e comparison of the 

hematopoietic system with other tissues characterized by 

high turnover, such as the epidermis and the intestinal 

epithelium, leads to an emerging pattern of allocation of 

duties between somatic stem cell subpopulations, with 

some of them being responsible for day-to-day mainte-

nance and others being set aside for prompt repair of 

injury, and a similar pattern is emerging even for organs 

characterized by very slow turnover, such as the brain. 

While histological analysis and whole-mount prepara-

tions provide excellent tools for performing detailed label 

retention and lineage-tracing analysis in the epidermis 

and the intestine [42,45], it is likely that further develop-

ments in three-dimensional live imaging technology will 

be needed in order to generate a clear picture of the 

localization and behavior of dormant and homeostatic 

somatic stem cells [51]. Th e combination of the diff erent 

experimental approaches currently used for each tissue 

will likely solve the debate on the prescence of dormant 

stem cells and their niches.

Th e discovery of dormant stem cells brings the new 

challenge of understanding the molecular signals control-

ling maintenance of, exit from, and return to dormancy. 

If dormant stem cells are indeed able to respond to injury 

and revert to dormancy unaltered, harnessing their 

potential will provide insights on how to prevent aging 

and how to enhance regeneration following disease. At 

the same time, a better understanding of the molecular 

regulation of CSC quiescence is starting to provide new 

avenues for the development of improved therapeutic 

interventions.

Abbreviations

AML, acute myeloid leukemia; BMP, bone morphogenetic protein; BrdU, 

5-bromo-2’-deoxyuridine; CML, chronic myeloid leukemia; CSC, cancer stem 

cell; DG, dentate gyrus; G-CSF, granulocyte colony-stimulating factor; GFP, 

green fl uorescent protein; H2B-GFP, histone 2B-green fl uorescent protein; 

HSC, hematopoietic stem cell; IM, imatinib mesylate; ISC, intestinal stem cell; 

LRC, label-retaining cell; LT-HSC, long-term reconstituting hematopoietic stem 

cell; NSC, neural stem cell; rtTA, reverse form of TetRVP16 transcription factor; 

ST-HSC, short-term reconstituting hematopoietic stem cell; tTA, tetracycline-

regulated transcription factor TetRVP16.

Competing interests

The authors declare that they have no competing interests.

Acknowledgments

We are grateful to Soline Estrach and Kim Jensen for critical input on the 

manuscript and to Nahema Rajbahli for initial bibliographic and graphic 

contributions. The work of RS is funded by Cancer Research UK (CRUK). 

CLC receives funding from CRUK, the Kay Kendall Leukaemia Fund, the 

Biotechnology and Biological Sciences Research Council, and the Human 

Frontier Science Program.

Published: 19 March 2012

References

1. Schofi eld R: The relationship between the spleen colony-forming cell and 
the haemopoietic stem cell. Blood Cells 1978, 4:7-25.

2. Orford KW, Scadden DT: Deconstructing stem cell self-renewal: genetic 
insights into cell-cycle regulation. Nat Rev Genet 2008, 9:115-128.

3. Park Y, Gerson SL: DNA repair defects in stem cell function and aging. Annu 

Rev Med 2005, 56:495-508.

4. Wang JC, Dick JE: Cancer stem cells: lessons from leukemia. Trends Cell Biol 

2005, 15:494-501.

5. Bickenbach JR: Identifi cation and behavior of label-retaining cells in oral 
mucosa and skin. J Dent Res 1981, 60 Spec No C:1611-1620.

6. Doerner P: Root development: quiescent center not so mute after all. Curr 

Biol 1998, 8:R42-44.

7. Foudi A, Hochedlinger K, Van Buren D, Schindler JW, Jaenisch R, Carey V, Hock 

H: Analysis of histone 2B-GFP retention reveals slowly cycling 
hematopoietic stem cells. Nat Biotechnol 2009, 27:84-90.

8. Wilson A, Laurenti E, Oser G, van der Wath RC, Blanco-Bose W, Jaworski M, 

Off ner S, Dunant CF, Eshkind L, Bockamp E, Lio P, Macdonald HR, Trumpp A: 

Hematopoietic stem cells reversibly switch from dormancy to self-renewal 
during homeostasis and repair. Cell 2008, 135:1118-1129.

9. Chwalinski S, Potten CS, Evans G: Double labelling with bromodeoxyuridine 
and [3H]-thymidine of proliferative cells in small intestinal epithelium in 
steady state and after irradiation. Cell Tissue Kinet 1988, 21:317-329.

10. Kiel MJ, He S, Ashkenazi R, Gentry SN, Teta M, Kushner JA, Jackson TL, 

Morrison SJ: Haematopoietic stem cells do not asymmetrically segregate 
chromosomes or retain BrdU. Nature 2007, 449:238-242.

11. Tumbar T, Guasch G, Greco V, Blanpain C, Lowry WE, Rendl M, Fuchs E: 

Defi ning the epithelial stem cell niche in skin. Science 2004, 303:359-363.

12. Brennand K, Huangfu D, Melton D: All beta cells contribute equally to islet 
growth and maintenance. PLoS Biol 2007, 5:e163.

13. Oliver JA, Maarouf O, Cheema FH, Martens TP, Al-Awqati Q: The renal papilla 
is a niche for adult kidney stem cells. J Clin Invest 2004, 114:795-804.

14. Szotek PP, Chang HL, Brennand K, Fujino A, Pieretti-Vanmarcke R, Lo Celso C, 

Dombkowski D, Preff er F, Cohen KS, Teixeira J, Donahoe PK: Normal ovarian 
surface epithelial label-retaining cells exhibit stem/progenitor cell 
characteristics. Proc Natl Acad Sci U S A 2008, 105:12469-12473.

15. Tsujimura A, Koikawa Y, Salm S, Takao T, Coetzee S, Moscatelli D, Shapiro E, 

Lepor H, Sun TT, Wilson EL: Proximal location of mouse prostate epithelial 
stem cells: a model of prostatic homeostasis. J Cell Biol 2002, 

157:1257-1265.

16. Till JE, McCulloch EA: A direct measurement of the radiation sensitivity of 
normal mouse bone marrow cells. Radiat Res 1961, 14:213-222.

17. Adolfsson J, Borge OJ, Bryder D, Theilgaard-Monch K, Astrand-Grundstrom I, 

Sitnicka E, Sasaki Y, Jacobsen SE: Upregulation of Flt3 expression within the 
bone marrow Lin(-)Sca1(+)c-kit(+) stem cell compartment is accompanied 
by loss of self-renewal capacity. Immunity 2001, 15:659-669.

18. Bryder D, Rossi DJ, Weissman IL: Hematopoietic stem cells: the paradigmatic 
tissue-specifi c stem cell. Am J Pathol 2006, 169:338-346.

19. Christensen JL, Weissman IL: Flk-2 is a marker in hematopoietic stem cell 
diff erentiation: a simple method to isolate long-term stem cells. Proc Natl 

Acad Sci U S A 2001, 98:14541-14546.

20. Osawa M, Hanada K, Hamada H, Nakauchi H: Long-term 
lymphohematopoietic reconstitution by a single CD34-low/negative 
hematopoietic stem cell. Science 1996, 273:242-245.

21. Cheshier SH, Morrison SJ, Liao X, Weissman IL: In vivo proliferation and cell 
cycle kinetics of long-term self-renewing hematopoietic stem cells. Proc 

Natl Acad Sci U S A 1999, 96:3120-3125.

22. Passegue E, Wagers AJ, Giuriato S, Anderson WC, Weissman IL: Global 

This article is part of a review series on Stem cell niche. 

Other articles in the series can be found online at 

http://stemcellres.com/series/stemcellniche

Sottocornola and Lo Celso Stem Cell Research & Therapy 2012, 3:10 
http://stemcellres.com/content/3/2/10

Page 5 of 6



analysis of proliferation and cell cycle gene expression in the regulation of 
hematopoietic stem and progenitor cell fates. J Exp Med 2005, 

202:1599-1611.

23. Essers MA, Off ner S, Blanco-Bose WE, Waibler Z, Kalinke U, Duchosal MA, 

Trumpp A: IFNalpha activates dormant haematopoietic stem cells in vivo. 
Nature 2009, 458:904-908.

24. Calvi LM, Adams GB, Weibrecht KW, Weber JM, Olson DP, Knight MC, Martin 

RP, Schipani E, Divieti P, Bringhurst FR, Milner LA, Kronenberg HM, Scadden 

DT: Osteoblastic cells regulate the haematopoietic stem cell niche. Nature 

2003, 425:841-846.

25. Zhang J, Niu C, Ye L, Huang H, He X, Tong WG, Ross J, Haug J, Johnson T, Feng 

JQ, Harris S, Wiedemann LM, Mishina Y, Li L: Identifi cation of the 
haematopoietic stem cell niche and control of the niche size. Nature 2003, 

425:836-841.

26. Arai F, Hirao A, Ohmura M, Sato H, Matsuoka S, Takubo K, Ito K, Koh GY, Suda T: 

Tie2/angiopoietin-1 signaling regulates hematopoietic stem cell 
quiescence in the bone marrow niche. Cell 2004, 118:149-161.

27. Barker N, van Es JH, Kuipers J, Kujala P, van den Born M, Cozijnsen M, 

Haegebarth A, Korving J, Begthel H, Peters PJ, Clevers H: Identifi cation of 
stem cells in small intestine and colon by marker gene Lgr5. Nature 2007, 

449:1003-1007.

28. Yoshihara H, Arai F, Hosokawa K, Hagiwara T, Takubo K, Nakamura Y, Gomei Y, 

Iwasaki H, Matsuoka S, Miyamoto K, Miyazaki H, Takahashi T, Suda T: 

Thrombopoietin/MPL signaling regulates hematopoietic stem cell 
quiescence and interaction with the osteoblastic niche. Cell Stem Cell 2007, 

1:685-697.

29. Zheng J, Huynh H, Umikawa M, Silvany R, Zhang CC: Angiopoietin-like 
protein 3 supports the activity of hematopoietic stem cells in the bone 
marrow niche. Blood 2011, 117:470-479.

30. Ghazizadeh S, Taichman LB: Multiple classes of stem cells in cutaneous 
epithelium: a lineage analysis of adult mouse skin. EMBO J 2001, 

20:1215-1222.

31. Cotsarelis G, Sun TT, Lavker RM: Label-retaining cells reside in the bulge 
area of pilosebaceous unit: implications for follicular stem cells, hair cycle, 
and skin carcinogenesis. Cell 1990, 61:1329-1337.

32. Morris RJ, Potten CS: Highly persistent label-retaining cells in the hair 
follicles of mice and their fate following induction of anagen. J Invest 

Dermatol 1999, 112:470-475.

33. Taylor G, Lehrer MS, Jensen PJ, Sun TT, Lavker RM: Involvement of follicular 
stem cells in forming not only the follicle but also the epidermis. Cell 2000, 

102:451-461.

34. Braun KM, Watt FM: Epidermal label-retaining cells: background and recent 
applications. J Investig Dermatol Symp Proc 2004, 9:196-201.

35. Ito M, Yang Z, Andl T, Cui C, Kim N, Millar SE, Cotsarelis G: Wnt-dependent de 
novo hair follicle regeneration in adult mouse skin after wounding. Nature 

2007, 447:316-320.

36. Waghmare SK, Bansal R, Lee J, Zhang YV, McDermitt DJ, Tumbar T: 

Quantitative proliferation dynamics and random chromosome 
segregation of hair follicle stem cells. EMBO J 2008, 27:1309-1320.

37. Zhang YV, Cheong J, Ciapurin N, McDermitt DJ, Tumbar T: Distinct self-
renewal and diff erentiation phases in the niche of infrequently dividing 
hair follicle stem cells. Cell Stem Cell 2009, 5:267-278.

38. Blanpain C, Lowry WE, Geoghegan A, Polak L, Fuchs E: Self-renewal, 
multipotency, and the existence of two cell populations within an 
epithelial stem cell niche. Cell 2004, 118:635-648.

39. Potten CS, Owen G, Booth D: Intestinal stem cells protect their genome by 
selective segregation of template DNA strands. J Cell Sci 2002, 

115:2381-2388.

40. Sangiorgi E, Capecchi MR: Bmi1 is expressed in vivo in intestinal stem cells. 
Nat Genet 2008, 40:915-920.

41. Montgomery RK, Carlone DL, Richmond CA, Farilla L, Kranendonk ME, 

Henderson DE, Baff our-Awuah NY, Ambruzs DM, Fogli LK, Algra S, Breault DT: 

Mouse telomerase reverse transcriptase (mTert) expression marks slowly 
cycling intestinal stem cells. Proc Natl Acad Sci U S A 2011, 108:179-184.

42. Fox DT, Spradling AC: The Drosophila hindgut lacks constitutively active 
adult stem cells but proliferates in response to tissue damage. Cell Stem 

Cell 2009, 5:290-297.

43. Suh H, Consiglio A, Ray J, Sawai T, D’Amour KA, Gage FH: In vivo fate analysis 
reveals the multipotent and self-renewal capacities of Sox2+ neural stem 
cells in the adult hippocampus. Cell Stem Cell 2007, 1:515-528.

44. Mira H, Andreu Z, Suh H, Lie DC, Jessberger S, Consiglio A, San Emeterio J, 

Hortiguela R, Marques-Torrejon MA, Nakashima K, Colak D, Gotz M, Farinas I, 

Gage FH: Signaling through BMPR-IA regulates quiescence and long-term 
activity of neural stem cells in the adult hippocampus. Cell Stem Cell 2010, 

7:78-89.

45. Lugert S, Basak O, Knuckles P, Haussler U, Fabel K, Gotz M, Haas CA, 

Kempermann G, Taylor V, Giachino C: Quiescent and active hippocampal 
neural stem cells with distinct morphologies respond selectively to 
physiological and pathological stimuli and aging. Cell Stem Cell 2010, 

6:445-456.

46. Zhou BB, Zhang H, Damelin M, Geles KG, Grindley JC, Dirks PB: Tumour-
initiating cells: challenges and opportunities for anticancer drug 
discovery. Nat Rev Drug Discov 2009, 8:806-823.

47. Saito Y, Uchida N, Tanaka S, Suzuki N, Tomizawa-Murasawa M, Sone A, Najima 

Y, Takagi S, Aoki Y, Wake A, Taniguchi S, Shultz LD, Ishikawa F: Induction of cell 
cycle entry eliminates human leukemia stem cells in a mouse model of 
AML. Nat Biotechnol 2010, 28:275-280.

48. Jorgensen HG, Copland M, Allan EK, Jiang X, Eaves A, Eaves C, Holyoake TL: 

Intermittent exposure of primitive quiescent chronic myeloid leukemia 
cells to granulocyte-colony stimulating factor in vitro promotes their 
elimination by imatinib mesylate. Clin Cancer Res 2006, 12:626-633.

49. Ito K, Bernardi R, Morotti A, Matsuoka S, Saglio G, Ikeda Y, Rosenblatt J, Avigan 

DE, Teruya-Feldstein J, Pandolfi  PP: PML targeting eradicates quiescent 
leukaemia-initiating cells. Nature 2008, 453:1072-1078.

50. Shachaf CM, Kopelman AM, Arvanitis C, Karlsson A, Beer S, Mandl S, 

Bachmann MH, Borowsky AD, Ruebner B, Cardiff  RD, Yang Q, Bishop JM, 

Contag CH, Felsher DW: MYC inactivation uncovers pluripotent 
diff erentiation and tumour dormancy in hepatocellular cancer. Nature 

2004, 431:1112-1117.

51. Lo Celso C, Lin CP, Scadden DT: In vivo imaging of transplanted 
hematopoietic stem and progenitor cells in mouse calvarium bone 
marrow. Nat Protoc 2011, 6:1-14.

doi:10.1186/scrt101
Cite this article as: Sottocornola R, Lo Celso C: Dormancy in the stem cell 
niche. Stem Cell Research & Therapy 2012, 3:10.

Sottocornola and Lo Celso Stem Cell Research & Therapy 2012, 3:10 
http://stemcellres.com/content/3/2/10

Page 6 of 6



<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Gray Gamma 2.2)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.4
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
    /ACaslonPro-Bold
    /ACaslonPro-BoldItalic
    /ACaslonPro-Italic
    /ACaslonPro-Regular
    /ACaslonPro-Semibold
    /ACaslonPro-SemiboldItalic
    /AdobeFangsongStd-Regular
    /AdobeHeitiStd-Regular
    /AdobeKaitiStd-Regular
    /AdobeMingStd-Light
    /AdobeMyungjoStd-Medium
    /AdobeSongStd-Light
    /AGaramond-Bold
    /AGaramond-BoldItalic
    /AGaramond-Italic
    /AGaramondPro-Bold
    /AGaramondPro-BoldItalic
    /AGaramondPro-Italic
    /AGaramondPro-Regular
    /AGaramond-Regular
    /AGaramond-Semibold
    /AGaramond-SemiboldItalic
    /AgfaRotisSansSerif
    /AgfaRotisSansSerif-Bold
    /AgfaRotisSansSerifExtraBold
    /AgfaRotisSansSerif-Italic
    /AgfaRotisSansSerifLight
    /AgfaRotisSansSerifLight-Italic
    /Aharoni-Bold
    /AkzidenzGroteskBE-Bold
    /AkzidenzGroteskBE-It
    /AkzidenzGroteskBE-Light
    /AkzidenzGroteskBE-LightOsF
    /AkzidenzGroteskBE-Md
    /AkzidenzGroteskBE-MdIt
    /AkzidenzGroteskBE-Regular
    /AkzidenzGroteskBE-Super
    /AllegroBT-Regular
    /AmerTypewriterITCbyBT-Medium
    /Andalus
    /AngsanaNew
    /AngsanaNew-Bold
    /AngsanaNew-BoldItalic
    /AngsanaNew-Italic
    /AngsanaUPC
    /AngsanaUPC-Bold
    /AngsanaUPC-BoldItalic
    /AngsanaUPC-Italic
    /Anna
    /ArabicTypesetting
    /Arial-Black
    /Arial-BlackItalic
    /Arial-BoldItalicMT
    /Arial-BoldMT
    /Arial-ItalicMT
    /ArialMT
    /ArialNarrow
    /ArialNarrow-Bold
    /ArialNarrow-BoldItalic
    /ArialNarrow-Italic
    /ATNebraska
    /ATNebraskaBold
    /ATNebraskaBoldItalic
    /ATNebraskaItalic
    /ATToronto
    /ATTorontoBold
    /ATTorontoBoldItalic
    /ATTorontoItalic
    /AvantGarde-Book
    /AvantGarde-BookOblique
    /AvantGarde-Demi
    /AvantGardeITCbyBT-Book
    /AvantGardeITCbyBT-BookOblique
    /AvantGardeITCbyBT-Medium
    /AvantGardeITCbyBT-MediumOblique
    /BalticSans
    /BankGothicBT-Medium
    /Barmeno-ExtraBold
    /BaskervilleBE-Italic
    /BaskervilleBE-Medium
    /BaskervilleBE-MediumItalic
    /BaskervilleBE-Regular
    /Batang
    /BatangChe
    /BellGothicStd-Black
    /BellGothicStd-Bold
    /Bembo
    /Bembo-Bold
    /Bembo-BoldItalic
    /Bembo-Italic
    /BenguiatITCbyBT-Bold
    /Berkeley-Book
    /Berkeley-BookItalic
    /Berkeley-Italic
    /Berkeley-Medium
    /BernhardFashionBT-Regular
    /BernhardModernBT-Bold
    /BernhardModernBT-BoldItalic
    /BirchStd
    /BlackadderITC-Regular
    /BlackoakStd
    /BodoniBT-Bold
    /BodoniBT-BoldCondensed
    /BodoniBT-BoldItalic
    /BodoniBT-Book
    /BodoniBT-BookItalic
    /BodoniBT-Italic
    /BodoniBT-Roman
    /BookAntiqua
    /BookAntiqua-Bold
    /BookAntiqua-BoldItalic
    /BookAntiqua-Italic
    /Bookman-Demi
    /Bookman-DemiItalic
    /BookmanITCbyBT-Demi
    /BookmanITCbyBT-DemiItalic
    /BookmanITCbyBT-Light
    /BookmanITCbyBT-LightItalic
    /Bookman-Light
    /Bookman-LightItalic
    /BookmanOldStyle
    /BookmanOldStyle-Bold
    /BookmanOldStyle-BoldItalic
    /BookmanOldStyle-Italic
    /BookshelfSymbolFive
    /BookshelfSymbolFour
    /BookshelfSymbolOne-Regular
    /BookshelfSymbolThree-Regular
    /BookshelfSymbolTwo-Regular
    /Boton-Italic
    /Boton-Medium
    /Boton-MediumItalic
    /Boton-Regular
    /Boulevard
    /BradleyHandITC
    /BremenBT-Bold
    /BrowalliaNew
    /BrowalliaNew-Bold
    /BrowalliaNew-BoldItalic
    /BrowalliaNew-Italic
    /BrowalliaUPC
    /BrowalliaUPC-Bold
    /BrowalliaUPC-BoldItalic
    /BrowalliaUPC-Italic
    /BrushScriptStd
    /Bulgarian-Ariel
    /Calibri
    /Calibri-Bold
    /Calibri-BoldItalic
    /Calibri-Italic
    /CalisMTBol
    /CalistoMT
    /CalistoMT-BoldItalic
    /CalistoMT-Italic
    /Cambria
    /Cambria-Bold
    /Cambria-BoldItalic
    /Cambria-Italic
    /CambriaMath
    /Candara
    /Candara-Bold
    /Candara-BoldItalic
    /Candara-Italic
    /Caslon224ITCbyBT-Bold
    /Caslon224ITCbyBT-BoldItalic
    /Caslon224ITCbyBT-Book
    /Caslon224ITCbyBT-BookItalic
    /CaslonFiveForty-Italic
    /CaslonFiveForty-Roman
    /CaslonThree-Roman
    /Castellar
    /CenturyGothic
    /CenturyGothic-Bold
    /CenturyGothic-BoldItalic
    /CenturyGothic-Italic
    /CenturySchoolbook
    /CenturySchoolbook-Bold
    /CenturySchoolbook-BoldItalic
    /CenturySchoolbookBT-Bold
    /CenturySchoolbookBT-BoldCond
    /CenturySchoolbookBT-BoldItalic
    /CenturySchoolbookBT-Italic
    /CenturySchoolbookBT-Monospace
    /CenturySchoolbookBT-Roman
    /CenturySchoolbook-Italic
    /ChaparralPro-Bold
    /ChaparralPro-BoldIt
    /ChaparralPro-Italic
    /ChaparralPro-Regular
    /CharlemagneStd-Bold
    /CharlesworthBold
    /CheltenhamBT-Bold
    /CheltenhamBT-BoldCondensed
    /CheltenhamBT-BoldCondItalic
    /CheltenhamBT-BoldExtraCondensed
    /CheltenhamBT-BoldHeadline
    /CheltenhamBT-BoldItalic
    /CheltenhamBT-BoldItalicHeadline
    /CheltenhamBT-Italic
    /CheltenhamBT-Roman
    /ClassicalGaramondBT-Bold
    /ClassicalGaramondBT-BoldItalic
    /ClassicalGaramondBT-Italic
    /ClassicalGaramondBT-Roman
    /ComicSansMS
    /ComicSansMS-Bold
    /CommonBullets
    /Consolas
    /Consolas-Bold
    /Consolas-BoldItalic
    /Consolas-Italic
    /Constantia
    /Constantia-Bold
    /Constantia-BoldItalic
    /Constantia-Italic
    /CooperBlackStd
    /CooperBlackStd-Italic
    /CopperplateGothic-Bold
    /CopperplateGothicBT-Bold
    /CopperplateGothic-Light
    /Copperplate-ThirtyOneAB
    /Copperplate-ThirtyTwoBC
    /Corbel
    /Corbel-Bold
    /Corbel-BoldItalic
    /Corbel-Italic
    /CordiaNew
    /CordiaNew-Bold
    /CordiaNew-BoldItalic
    /CordiaNew-Italic
    /CordiaUPC
    /CordiaUPC-Bold
    /CordiaUPC-BoldItalic
    /CordiaUPC-Italic
    /Courier
    /Courier-Bold
    /Courier-BoldOblique
    /CourierNewPS-BoldItalicMT
    /CourierNewPS-BoldMT
    /CourierNewPS-ItalicMT
    /CourierNewPSMT
    /Courier-Oblique
    /CurlzMT
    /DaunPenh
    /DauphinPlain
    /David
    /David-Bold
    /Dax-Regular
    /Dax-RegularExpert
    /DFKaiShu-SB-Estd-BF
    /DilleniaUPC
    /DilleniaUPCBold
    /DilleniaUPCBoldItalic
    /DilleniaUPCItalic
    /DokChampa
    /Dotum
    /DotumChe
    /EccentricStd
    /EdwardianScriptITC
    /Elephant-Italic
    /Elephant-Regular
    /English111VivaceBT-Regular
    /EngraversMT
    /EngraversMT-Bold
    /ErasITC-Bold
    /ErasITCbyBT-Bold
    /ErasITCbyBT-Book
    /ErasITCbyBT-Demi
    /ErasITCbyBT-Light
    /ErasITCbyBT-Medium
    /ErasITCbyBT-Ultra
    /ErasITC-Demi
    /ErasITC-Light
    /ErasITC-Medium
    /EstrangeloEdessa
    /EucrosiaUPC
    /EucrosiaUPCBold
    /EucrosiaUPCBoldItalic
    /EucrosiaUPCItalic
    /EuphemiaCAS
    /EuroMono-Bold
    /EuroMono-BoldItalic
    /EuroMono-Italic
    /EuroMono-Regular
    /EuroSans-Bold
    /EuroSans-BoldItalic
    /EuroSans-Italic
    /EuroSans-Regular
    /EuroSerif-Bold
    /EuroSerif-BoldItalic
    /EuroSerif-Italic
    /EuroSerif-Regular
    /EurostileBold
    /EurostileRegular
    /FangSong
    /FelixTitlingMT
    /ForteMT
    /FranklinGothic-Book
    /FranklinGothic-BookItalic
    /FranklinGothic-Demi
    /FranklinGothic-DemiCond
    /FranklinGothic-DemiItalic
    /FranklinGothic-Heavy
    /FranklinGothic-HeavyItalic
    /FranklinGothicITCbyBT-Book
    /FranklinGothicITCbyBT-BookItal
    /FranklinGothicITCbyBT-Demi
    /FranklinGothicITCbyBT-DemiItal
    /FranklinGothicITCbyBT-Heavy
    /FranklinGothicITCbyBT-HeavyItal
    /FranklinGothic-Medium
    /FranklinGothic-MediumCond
    /FranklinGothic-MediumItalic
    /FrankRuehl
    /FreesiaUPC
    /FreesiaUPCBold
    /FreesiaUPCBoldItalic
    /FreesiaUPCItalic
    /FrenchScriptMT
    /Frutiger-Black
    /Frutiger-BlackItalic
    /Frutiger-Bold
    /Frutiger-BoldItalic
    /Frutiger-Italic
    /Frutiger-Light
    /Frutiger-LightItalic
    /Frutiger-Roman
    /Frutiger-UltraBlack
    /FuturaBlackBT-Regular
    /Futura-Bold
    /Futura-BoldOblique
    /Futura-Book
    /Futura-BookOblique
    /FuturaBT-Bold
    /FuturaBT-BoldCondensed
    /FuturaBT-BoldCondensedItalic
    /FuturaBT-BoldItalic
    /FuturaBT-Book
    /FuturaBT-BookItalic
    /FuturaBT-ExtraBlack
    /FuturaBT-ExtraBlackCondensed
    /FuturaBT-ExtraBlackCondItalic
    /FuturaBT-ExtraBlackItalic
    /FuturaBT-Heavy
    /FuturaBT-HeavyItalic
    /FuturaBT-Light
    /FuturaBT-LightCondensed
    /FuturaBT-LightItalic
    /FuturaBT-Medium
    /FuturaBT-MediumCondensed
    /FuturaBT-MediumItalic
    /Futura-LightOblique
    /FuturaLtCnBTItalic
    /FuturaMdCnBTItalic
    /FuturaTEE-BoldCond
    /Garamond
    /Garamond-Bold
    /Garamond-BoldCondensed
    /Garamond-BoldCondensedItalic
    /Garamond-BoldItalic
    /Garamond-BookCondensed
    /Garamond-BookCondensedItalic
    /Garamond-Italic
    /Garamond-Light
    /Garamond-LightCondensed
    /Garamond-LightCondensedItalic
    /Garamond-LightItalic
    /Gautami
    /GeometricSlab712BT-BoldA
    /GeometricSlab712BT-ExtraBoldA
    /GeometricSlab712BT-LightA
    /GeometricSlab712BT-LightItalicA
    /GeometricSlab712BT-MediumA
    /GeometricSlab712BT-MediumItalA
    /Georgia
    /Georgia-Bold
    /Georgia-BoldItalic
    /Georgia-Italic
    /Giddyup
    /GiddyupStd
    /Giddyup-Thangs
    /GillSans
    /GillSans-Bold
    /GillSans-BoldCondensed
    /GillSans-BoldItalic
    /GillSans-Condensed
    /GillSans-ExtraBold
    /GillSans-Italic
    /GillSans-Light
    /GillSans-LightItalic
    /GillSansMT
    /GillSansMT-Bold
    /GillSansMT-BoldItalic
    /GillSansMT-Condensed
    /GillSansMT-ExtraCondensedBold
    /GillSansMT-Italic
    /GillSans-UltraBold
    /GillSans-UltraBoldCondensed
    /Giovanni-Black
    /Giovanni-BlackItalic
    /Giovanni-Bold
    /Giovanni-BoldItalic
    /Giovanni-BoldSC
    /Giovanni-Book
    /Giovanni-BookItalic
    /Giovanni-BookSC
    /Gisha
    /Gisha-Bold
    /GloucesterMT-ExtraCondensed
    /GoudyHandtooledBT-Regular
    /GoudyOldStyleBT-Bold
    /GoudyOldStyleBT-BoldItalic
    /GoudyOldStyleBT-Italic
    /GoudyOldStyleBT-Roman
    /GoudyOldStyleT-Bold
    /GoudyOldStyleT-Italic
    /GoudyOldStyleT-Regular
    /GoudyStout
    /Gulim
    /GulimChe
    /Gungsuh
    /GungsuhChe
    /Haettenschweiler
    /Helvetica
    /Helvetica-Black
    /Helvetica-BlackOblique
    /Helvetica-Bold
    /Helvetica-BoldOblique
    /Helvetica-Condensed
    /Helvetica-Condensed-Black
    /Helvetica-Condensed-BlackObl
    /Helvetica-Condensed-Bold
    /Helvetica-Condensed-BoldObl
    /Helvetica-Condensed-Light
    /Helvetica-Condensed-LightObl
    /Helvetica-Condensed-Oblique
    /Helvetica-Light
    /Helvetica-LightOblique
    /Helvetica-Narrow
    /Helvetica-Narrow-Bold
    /Helvetica-Narrow-BoldOblique
    /Helvetica-Narrow-Oblique
    /Helvetica-Oblique
    /HoboStd
    /Humanist521BT-Bold
    /Humanist521BT-BoldItalic
    /Humanist521BT-Italic
    /Humanist521BT-Roman
    /Impact
    /ImprintMT-Shadow
    /IrisUPC
    /IrisUPCBold
    /IrisUPCBoldItalic
    /IrisUPCItalic
    /IskoolaPota
    /JasmineUPC
    /JasmineUPCBold
    /JasmineUPCBoldItalic
    /JasmineUPCItalic
    /Jokerman-Regular
    /JuiceITC-Regular
    /KabelITCbyBT-Book
    /KabelITCbyBT-Ultra
    /KaiTi
    /Kalinga
    /Kartika
    /KidsPlain
    /KodchiangUPC
    /KodchiangUPCBold
    /KodchiangUPCBoldItalic
    /KodchiangUPCItalic
    /KozGoPro-Bold
    /KozGoPro-ExtraLight
    /KozGoPro-Heavy
    /KozGoPro-Light
    /KozGoPro-Medium
    /KozGoPro-Regular
    /KozMinPro-Bold
    /KozMinPro-ExtraLight
    /KozMinPro-Heavy
    /KozMinPro-Light
    /KozMinPro-Medium
    /KozMinPro-Regular
    /KristenITC-Regular
    /Latha
    /Latin725BT-Bold
    /Latin725BT-BoldItalic
    /Latin725BT-Italic
    /Latin725BT-Medium
    /Latin725BT-MediumItalic
    /Latin725BT-Roman
    /LatinExtraCondensedBT-Regular
    /LatinWidD
    /Leelawadee
    /Leelawadee-Bold
    /LetterGothicStd
    /LetterGothicStd-Bold
    /LetterGothicStd-BoldSlanted
    /LetterGothicStd-Slanted
    /LevenimMT
    /LevenimMT-Bold
    /LilyUPC
    /LilyUPCBold
    /LilyUPCBoldItalic
    /LilyUPCItalic
    /Lithograph-Bold
    /LithographLight
    /LithosPro-Black
    /LithosPro-Regular
    /LucidaConsole
    /LucidaSans
    /LucidaSans-Demi
    /LucidaSans-DemiItalic
    /LucidaSans-Italic
    /LucidaSans-TypewriterBoldOblique
    /LucidaSans-TypewriterOblique
    /LucidaSansUnicode
    /MaiandraGD-DemiBold
    /MaiandraGD-Italic
    /MaiandraGD-Regular
    /MalgunGothicBold
    /MalgunGothicRegular
    /Mangal
    /Map-Symbols
    /Marlett
    /MathematicalPi-Five
    /MathematicalPi-Four
    /MathematicalPi-One
    /MathematicalPi-Six
    /MathematicalPi-Three
    /MathematicalPi-Two
    /MatisseITC-Regular
    /Meiryo
    /Meiryo-Bold
    /Meiryo-BoldItalic
    /Meiryo-Italic
    /MesquiteStd
    /MicrosoftHimalaya
    /MicrosoftJhengHeiBold
    /MicrosoftJhengHeiRegular
    /MicrosoftSansSerif
    /MicrosoftUighur
    /MicrosoftYaHei
    /Microsoft-Yi-Baiti
    /MingLiU
    /MingLiU-ExtB
    /Ming-Lt-HKSCS-ExtB
    /Ming-Lt-HKSCS-UNI-H
    /Minion
    /MinionBlack
    /MinionBold
    /MinionBoldItalic
    /MinionItalic
    /MinionPro-Bold
    /MinionPro-BoldCn
    /MinionPro-BoldCnIt
    /MinionPro-BoldIt
    /MinionPro-It
    /MinionPro-Medium
    /MinionPro-MediumIt
    /MinionPro-Regular
    /MinionPro-Semibold
    /MinionPro-SemiboldIt
    /MinionSemibold
    /MinionSemiboldItalic
    /Miriam
    /MiriamFixed
    /Mistral
    /MongolianBaiti
    /MonotypeSorts
    /MoolBoran
    /MS-Gothic
    /MS-Mincho
    /MSOutlook
    /MS-PGothic
    /MS-PMincho
    /MSReference1
    /MSReference2
    /MSReferenceSansSerif
    /MSReferenceSansSerif-Bold
    /MSReferenceSansSerif-BoldItalic
    /MSReferenceSansSerif-Italic
    /MSReferenceSpecialty
    /MS-UIGothic
    /MT-Extra
    /MVBoli
    /Myriad-BdWeb
    /Myriad-CnItWeb
    /Myriad-CnWeb
    /Myriad-ItWeb
    /MyriadPro-Bold
    /MyriadPro-BoldCond
    /MyriadPro-BoldCondIt
    /MyriadPro-BoldIt
    /MyriadPro-Cond
    /MyriadPro-CondIt
    /MyriadPro-It
    /MyriadPro-Regular
    /MyriadPro-Semibold
    /MyriadPro-SemiboldIt
    /Myriad-Web
    /Narkisim
    /NewBaskerville-Bold
    /NewBaskerville-BoldItalic
    /NewBaskerville-Italic
    /NewBaskerville-Roman
    /NewsGothicBT-Bold
    /NewsGothicBT-BoldCondensed
    /NewsGothicBT-BoldCondItalic
    /NewsGothicBT-BoldExtraCondensed
    /NewsGothicBT-BoldItalic
    /NewsGothicBT-Demi
    /NewsGothicBT-DemiItalic
    /NewsGothicBT-ExtraCondensed
    /NewsGothicBT-Italic
    /NewsGothicBT-ItalicCondensed
    /NewsGothicBT-Light
    /NewsGothicBT-LightItalic
    /NewsGothicBT-Roman
    /NewsGothicBT-RomanCondensed
    /NewtextITCbyBT-Regular
    /NewtextITCbyBT-RegularItalic
    /NSimSun
    /NuevaStd-BoldCond
    /NuevaStd-BoldCondItalic
    /NuevaStd-Cond
    /NuevaStd-CondItalic
    /NuptialScript
    /Nyala-Regular
    /OCRAbyBT-Regular
    /OCRAExtended
    /OCRAStd
    /OCRB10PitchBT-Regular
    /OfficinaSans-Bold
    /OfficinaSans-BoldItalic
    /OfficinaSans-Book
    /OfficinaSans-BookItalic
    /OfficinaSerif-Bold
    /OfficinaSerif-BoldItalic
    /OfficinaSerif-Book
    /OfficinaSerif-BookItalic
    /OnyxMT
    /Optima
    /Optima-Bold
    /Optima-BoldOblique
    /Optima-Oblique
    /OratorStd
    /OratorStd-Slanted
    /OzHandicraftBT-Roman
    /PalaceScriptMT
    /Palatino-Bold
    /Palatino-BoldItalic
    /Palatino-Italic
    /PalatinoLinotype-Bold
    /PalatinoLinotype-BoldItalic
    /PalatinoLinotype-Italic
    /PalatinoLinotype-Roman
    /Palatino-Roman
    /Papyrus-Regular
    /Perpetua
    /Perpetua-Bold
    /Perpetua-BoldItalic
    /Perpetua-Italic
    /PerpetuaTitlingMT-Bold
    /PerpetuaTitlingMT-Light
    /PlantagenetCherokee
    /PMingLiU
    /PMingLiU-ExtB
    /PoplarStd
    /PopplLaudatio-Italic
    /PopplLaudatio-Medium
    /PopplLaudatio-MediumItalic
    /PopplLaudatio-Regular
    /PosterBodoniBT-Roman
    /PrestigeEliteStd-Bd
    /Pronto
    /Raavi
    /RageItalic
    /Rockwell
    /Rockwell-Bold
    /RockwellBoldCondensed
    /Rockwell-BoldItalic
    /Rockwell-Condensed
    /Rockwell-CondensedBold
    /RockwellExtraBold
    /Rockwell-ExtraBold
    /Rockwell-Italic
    /RockwellLight
    /Rod
    /RosewoodStd-Regular
    /ScriptMTBold
    /ScriptMT-Bold
    /SegoePrint
    /SegoePrint-Bold
    /SegoeScript
    /SegoeScript-Bold
    /SegoeUI
    /SegoeUI-Bold
    /SegoeUI-BoldItalic
    /SegoeUI-Italic
    /SerifaBT-Bold
    /SerifaBT-Italic
    /SerifaBT-Roman
    /SerifaBT-Thin
    /Shruti
    /SimHei
    /SimplifiedArabic
    /SimplifiedArabic-Bold
    /SimplifiedArabicFixed
    /SimSun
    /SimSun-ExtB
    /SouvenirITCbyBT-Demi
    /SouvenirITCbyBT-DemiItalic
    /SouvenirITCbyBT-Light
    /SouvenirITCbyBT-LightItalic
    /Staccato222BT-Regular
    /StempelGaramond-Bold
    /StempelGaramond-BoldItalic
    /StempelGaramond-Italic
    /StempelGaramond-Roman
    /StencilStd
    /StoneSans
    /StoneSansItalic
    /StoneSerif
    /StoneSerif-Bold
    /StoneSerif-BoldItalic
    /StoneSerif-Italic
    /StoneSerif-Semibold
    /StoneSerif-SemiboldItalic
    /Swiss721BT-Black
    /Swiss721BT-BlackCondensed
    /Swiss721BT-BlackCondensedItalic
    /Swiss721BT-BlackExtended
    /Swiss721BT-BlackItalic
    /Swiss721BT-BlackOutline
    /Swiss721BT-BlackRounded
    /Swiss721BT-Bold
    /Swiss721BT-BoldCondensed
    /Swiss721BT-BoldCondensedItalic
    /Swiss721BT-BoldCondensedOutline
    /Swiss721BT-BoldExtended
    /Swiss721BT-BoldItalic
    /Swiss721BT-BoldOutline
    /Swiss721BT-BoldRounded
    /Swiss721BT-Heavy
    /Swiss721BT-HeavyItalic
    /Swiss721BT-Italic
    /Swiss721BT-ItalicCondensed
    /Swiss721BT-Light
    /Swiss721BT-LightCondensed
    /Swiss721BT-LightCondensedItalic
    /Swiss721BT-LightExtended
    /Swiss721BT-LightItalic
    /Swiss721BT-Medium
    /Swiss721BT-MediumItalic
    /Swiss721BT-Roman
    /Swiss721BT-RomanCondensed
    /Swiss721BT-RomanExtended
    /Swiss721BT-Thin
    /Swiss721BT-ThinItalic
    /Swiss911BT-ExtraCompressed
    /Sylfaen
    /SymbolMT
    /SyntaxBlack
    /SyntaxBold
    /SyntaxItalic
    /SyntaxRoman
    /SyntaxUltraBlack
    /Tahoma
    /Tahoma-Bold
    /TektonPro-Bold
    /TektonPro-BoldCond
    /TektonPro-BoldExt
    /TektonPro-BoldObl
    /TempusSansITC
    /TiffanyITCbyBT-DemiItalic
    /TiffanyITCbyBT-Heavy
    /TiffanyITCbyBT-HeavyItalic
    /TiffanyITCbyBT-Light
    /TiffanyITCbyBT-LightItalic
    /Times-Bold
    /Times-BoldItalic
    /Times-Italic
    /TimesNewRomanMT-BoldCond
    /TimesNewRomanMT-Cond
    /TimesNewRomanMT-CondItalic
    /TimesNewRomanPS-BoldItalicMT
    /TimesNewRomanPS-BoldMT
    /TimesNewRomanPS-ItalicMT
    /TimesNewRomanPSMT
    /Times-Roman
    /TraditionalArabic
    /TraditionalArabic-Bold
    /TrajanPro-Bold
    /TrajanPro-Regular
    /Trebuchet-BoldItalic
    /TrebuchetMS
    /TrebuchetMS-Bold
    /TrebuchetMS-Italic
    /Tunga
    /TwCenMT-Bold
    /TwCenMT-BoldItalic
    /TwCenMT-CondensedBold
    /TwCenMT-CondensedExtraBold
    /TwCenMT-CondensedMedium
    /TwCenMT-Medium
    /TwCenMT-MediumItalic
    /TypoUprightBT-Regular
    /VAGRounded-Black
    /VAGRounded-Bold
    /VAGRounded-Light
    /VAGRounded-Thin
    /Verdana
    /Verdana-Bold
    /Verdana-BoldItalic
    /Verdana-Italic
    /Vivaldii
    /Vrinda
    /Webdings
    /Wingdings2
    /Wingdings3
    /Wingdings-Regular
    /WoodtypeOrnaments-One
    /ZapfChancery-MediumItalic
    /ZapfDingbats
    /ZapfElliptical711BT-Bold
    /ZapfElliptical711BT-BoldItalic
    /ZapfElliptical711BT-Italic
    /ZapfElliptical711BT-Roman
    /ZurichBT-Black
    /ZurichBT-BlackExtended
    /ZurichBT-BlackItalic
    /ZurichBT-Bold
    /ZurichBT-BoldCondensed
    /ZurichBT-BoldCondensedItalic
    /ZurichBT-BoldExtended
    /ZurichBT-BoldExtraCondensed
    /ZurichBT-BoldItalic
    /ZurichBT-ExtraBlack
    /ZurichBT-ExtraCondensed
    /ZurichBT-Italic
    /ZurichBT-ItalicCondensed
    /ZurichBT-Light
    /ZurichBT-LightCondensed
    /ZurichBT-LightCondensedItalic
    /ZurichBT-LightExtraCondensed
    /ZurichBT-LightItalic
    /ZurichBT-Roman
    /ZurichBT-RomanCondensed
    /ZurichBT-RomanExtended
    /ZurichBT-UltraBlackExtended
    /ZWAdobeF
  ]
  /NeverEmbed [ true
    /AriosoBold
    /AriosoNormal
    /ChevaraNormal
    /ChevaraOutlineNormal
    /ChillerLetPlain
    /CongaBold
    /CongaNormal
    /ErasContourITC-Normal
    /HelmetBold
    /HelmetBoldItalic
    /HelmetCondensedBold
    /HelmetCondensedBoldItalic
    /HelmetCondensedItalic
    /HelmetCondensedNormal
    /HelmetItalic
    /HelmetNormal
    /LucidaSans-DemiOblique
    /LucidaSans-Oblique
    /StarBats
    /StarMath
    /TimesNewRomanMT-ExtraBold
    /TimmonsBold
    /TimmonsBoldItalic
    /TimmonsItalic
    /TimmonsNormal
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 150
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 150
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 15
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<


    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e55464e1a65876863768467e5770b548c62535370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200036002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc666e901a554652d965874ef6768467e5770b548c52175370300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200036002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>



    /HUN <>
    /ITA (Utilizzare queste impostazioni per creare documenti Adobe PDF adatti per visualizzare e stampare documenti aziendali in modo affidabile. I documenti PDF creati possono essere aperti con Acrobat e Adobe Reader 6.0 e versioni successive.)
    /JPN <>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020be44c988b2c8c2a40020bb38c11cb97c0020c548c815c801c73cb85c0020bcf4ace00020c778c1c4d558b2940020b3700020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200036002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken waarmee zakelijke documenten betrouwbaar kunnen worden weergegeven en afgedrukt. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 6.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>


    /SKY <>

    /SUO <>
    /SVE <>
    /TUR <>

    /ENU (Use these settings to create Adobe PDF documents suitable for reliable viewing and printing of business documents.  Created PDF documents can be opened with Acrobat and Adobe Reader 6.0 and later.)
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [612.000 792.000]
>> setpagedevice


