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ABSTRACT
Objective  Evidence indicates that multistrain probiotics 
benefit preterm infants more than single-strain (SS) 
probiotics. We assessed the effects of SS versus triple-
strain (TS) probiotic supplementation (PS) in extremely 
preterm (EP) infants.
Design  EP infants (gestational age (GA) <28 weeks) were 
randomly allocated to TS or SS probiotic, assuring blinding. 
Reference (REF) group was EP infants in the placebo 
arm of our previous probiotic trial. PS was commenced 
with feeds and continued until 37 weeks’ corrected GA. 
Primary outcome was time to full feed (TFF: 150 mL/kg/
day). Secondary outcomes included short-chain fatty acids 
and faecal microbiota collected at T1 (first week) and 
T2 (after 3 weeks of PS) using 16S ribosomal RNA gene 
sequencing.
Results  173 EP (SS: 86, TS: 87) neonates with similar 
GA and birth weight (BW) were randomised. Median 
TFF was comparable (11 (IQR 8–16) vs 10 (IQR 8–16) 
days, p=0.92). Faecal propionate (SS, p<0.001, and 
TS, p=0.0009) and butyrate levels (TS, p=0.029) were 
significantly raised in T2 versus T1 samples. Secondary 
clinical outcomes were comparable. At T2, alpha diversity 
was comparable (p>0.05) between groups, whereas beta-
diversity analysis revealed significant differences between 
PS and REF groups (both p=0.001). Actinobacteria were 
higher (both p<0.01), and Proteobacteria, Firmicutes 
and Bacteroidetes were lower in PS versus REF. 
Gammaproteobacteria, Clostridia and Negativicutes were 
lower in both PS versus REF.
Conclusion  TFF in EP infants was similar between 
SS and TS probiotics. Both probiotics were effective 
in reducing dysbiosis (higher bifidobacteria and lower 
Gammaproteobacteria). Long-term significance of 
increased propionate and butyrate needs further studies.
Trial registration number  ACTRN 12615000940572.

INTRODUCTION
Late-onset sepsis (LOS) and necrotising 
enterocolitis (NEC ≥stage II) contribute to 
significant mortality and morbidity, including 
long-term growth and neurodevelopment in 
preterm infants, especially those born before 
28 weeks’ gestation.1–3 Recently, NEC and 
LOS have been shown to be preceded by gut 
dysbiosis.4–6 Preterm infants are at a high risk 

of gut dysbiosis due to gut immaturity further 
complicated by environmental exposures 
(eg, mode of delivery, chorioamnionitis and 
neonatal intensive care), feeding intolerance 
and antibiotic exposure.7 Probiotic supple-
mentation (PS) has been proposed to reduce 
the risk of dysbiosis.5 8

Probiotics are live micro-organisms which, 
when administered in adequate amounts, 
confer a health benefit on the host.9 System-
atic reviews of randomised controlled trials 
(RCTs) and non-RCTs have shown that probi-
otics significantly reduce the risk of all-cause 
mortality ((relative risk (RR) 0.76, 95% CI 
0.65 to 0.89; 51 trials, n=10 170 infants; I²=0%; 
level of evidence (LoE): moderate),10 NEC 
(RR: 0.54, 95% /CI 0.45 to 0.65; 54 RCTs, 

Summary box

What is already known about this subject?
	► Evidence from systematic reviews suggests that 
multistrain probiotics may benefit enteral nutrition 
more than single-strain (SS) probiotics in preterm 
infants. There are limited data on the effect of mul-
tistrain probiotic on faecal short-chain fatty acids 
and microbiome, especially in extremely preterm 
(EP) infants.

What are the new findings?
	► This randomised trial compared the effect of SS 
versus triple-strain (TS) probiotic on the time to 
full feeds (TFF) in EP infants. TFF was comparable 
between the SS and TS probiotic groups. Both pro-
biotics were effective in reducing dysbiosis (higher 
bifidobacteria and lower Gammaproteobacteria). 
Long-term significance of increased propionate and 
butyrate needs further evaluation.

How might it impact on clinical practice in the 
foreseeable future?

	► These results will help in designing future trials 
comparing SS versus multistrain probiotics in EP 
infants and assessing the long-term significance of 
increased propionate and butyrate in early life.
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n=10 604 infants; I2=17%; LoE: low),10 LOS (RR 0.89, 
95% CI 0.82 to 0.97; 47 trials, n=9762 infants; I²=19%; 
LoE: moderate)10 and duration of hospitalisation while 
facilitating enteral nutrition in preterm infants.10–12 The 
mechanisms of benefits of probiotics include colonisa-
tion and normalisation of perturbed intestinal micro-
bial communities, competitive exclusion of pathogens, 
bacteriocin production, increasing mucin production, 
modulating intestinal innate immunity and production 
of short-chain fatty acids (SCFAs), which strengthen the 
gut epithelial barrier and mediate anti-inflammatory, 
antimicrobial and immunomodulatory effects.13 14 Probi-
otics, particularly bifidobacteria, specifically use human 
milk oligosaccharides and facilitate establishment of a 
bifidobacteria dominant gut ecosystem while inhibiting 
pathogenic micro-organisms.15

Evidence suggests that a mixture of probiotic strains 
may confer more benefits compared with single-strain 
(SS) probiotics.16–18 Multistrain probiotics containing 
bifidobacteria have been shown to be effective in 
preventing NEC, LOS and other morbidities in preterm 
infants.19 Ishizeki et al have reported that in preterm very 
low birthweight (VLBW) infants, supplementation with 
a mixture of three strains (5×108 colony-forming unit 
(CFU) of each strain, three strains/intervention group) 
for 6 weeks significantly increased and prolonged detec-
tion rates and colony counts of faecal bifidobacteria 
compared with the SS Bifidobacterium breve M-16V group.20

Based on the evidence in totality and the results of 
our clinical trial of SS (B. breve M-16V) supplementation, 
we have been providing routine probiotic prophylaxis 
using this strain for all preterm infants born <34 weeks’ 
gestation since 2011.21 22 Considering that multistrain 
probiotics may be better than SS probiotics, we decided 
to study this issue in our population of preterm infants. 
Probiotics are known to improve gut motility and feeding 
intolerance in preterm infants.23 24 Rapid attainment of 
full feeds is associated with shorter hospital stay, improved 
postnatal growth and potentially improved long-term 
neurodevelopmental outcomes.16 18 25 26 Given these data, 
we focused on the time to full feeds (TFFs) in our study 
comparing SS with multistrain bifidobacteria probiotic. 
We also aimed to assess gut microbiota and faecal SCFA 
as potential pathways of benefits of probiotics.

METHODS
Hypothesis and aim
Our primary aim was to assess the TFF in extremely 
preterm (EP, gestation  <28 weeks) infants supple-
mented with either an SS or triple-strain (TS) probiotic. 
Secondary aims included faecal SCFA and microbiota in 
the SS and TS probiotic groups. We hypothesised that 
(1) compared with SS, the TS probiotic will reduce TFF 
by improving gut motility; (2) infants supplemented 
with SS or TS probiotic will significantly reduce dysbiosis 
compared with EP infants who received placebo in our 

previous probiotic trial serving as the reference (REF) 
group (online supplemental appendix 1).22

Participant recruitment
Design and setting: A double-blind RCT in EP infants in 
our tertiary neonatal intensive care unit.

Eligibility criteria: (1) gestation of <28 weeks, (2) read-
iness to commence on feeds/on feeds for <12 hours and 
(3) informed parental consent.

Exclusion criteria: (1) congenital malformations, (2) 
chromosomal aberrations, (3) not being ready for feeds/
on feeds for ≥12 hours.

SS probiotic group: B. breve M-16V (3×109 CFU/day).
TS probiotic group: mixture of B. breve M-16V, B. longum 

subsp. infantis M-63 and B. longum subsp. longum BB536 
(3×109 CFU/day).

REF (ie, no probiotic) group: EP infants from the 
placebo arm of a previous RCT were used as a REF group 
only for the microbiome analysis in this study.22

Valid comparison: The comparison of SS versus TS 
probiotic was robust as (1) the SS (B. breve M-16V) was 
one of the components of the TS product, and (2) the 
total probiotic dose (3×109 CFU/day) was identical in 
both groups.

Rationale for selecting the three Bifidobacterium strain 
products: This was based on clinical and preclinical 
studies reporting benefits of multistrain probiotic, partic-
ularly of Bifidobacterium species in preterm infants.18 19 27 28

Sample size: The mean (±SD) TFF in EP infants was 24 
(±14.8) days in our unit.22 Sample size of 75 neonates per 
group was estimated to achieve 80% power (alpha 0.05) 
to detect a 30% reduction (clinically significant) in TFF 
in the SS versus TS probiotic group. To allow for attrition 
(15%), the sample size was increased to 172.

Primary outcome: TFF measured as the time to 
reach 150 mL/kg/day feeds from the time feeding was 
commenced.

Secondary outcomes:
Clinical: NEC ≥stage II, all-cause mortality, duration of 

parenteral nutrition (PN), length of hospital stay, LOS, 
intestinal transit time (ITT) using carmine red dye29 and 
growth at discharge.

Laboratory based: (1) faecal SCFA levels assessed by 
modified gas chromatography–mass spectrometry30; (2) 
faecal microbiota assessed using 16S ribosomal RNA 
gene sequencing. A subset of samples was assessed using 
next-generation sequencing.

Safety: (1) sepsis due to administered bifidobacteria; 
(2) abdominal distension, diarrhoea and vomiting 
leading to cessation of PS. An independent data safety 
committee monitored all outcomes from enrolment until 
death or corrected gestational age (CGA) of 37 weeks.

Preplanned subgroup: infants small for gestational age 
(SGA: birth weight (BW) <10th centile for gestational 
age (GA)) due to intrauterine growth restriction, consid-
ering they are at high risk of mortality and morbidities 
(eg, NEC, LOS and feed intolerance).31 32
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Randomisation, allocation concealment and blinding
Group allocation was based on computer-generated 
randomisation sequence in random block sizes of 2 and 
4. Opaque, sealed and coded envelopes were used for 
randomisation. Allocation concealment was optimised 
by prescribing allocation only after obtaining informed 
parental consent and recording basic neonatal data. 
The clinical trial pharmacist supplied the randomisation 
sequence and the sachets (identical design, weight, smell 
and taste) containing either the SS (B. breve M-16V, 6×109 
/g sachet) or the TS (B. breve M-16V, B. longum subsp. 
infantis M-63 and B. longum subsp. longum BB536; 2×109 
of each strain/g sachet) probiotic manufactured by Mori-
naga Milk Industry Co., Japan, to the nursing staff. This 
assured masking of all investigators, including outcome 
assessors, nursing staff and parents.

Probiotic protocol
When ready for feeds, enrolled infants were supple-
mented with freshly reconstituted contents of the allo-
cated sachets every day and continued until CGA of 37 
weeks. The dry lyophilised powder in the sachets was 
reconstituted using mum’s own milk (first choice) or 
sterile water for injection. During reconstitution, care 
was taken to reduce the risk of cross-contamination by 
adhering to strict hand hygiene, separate preparation 
of individual doses and avoiding contact with indwelling 
central lines, tubes and catheters. The single dose 
(1.5×109 CFU/day as 1 mL of the reconstituted solution) 
was given via the feeding tube until reaching feeds of 
50 mL/kg/day.21 22 It was increased thereafter to 3×109 
CFU/day (1 mL reconstituted solution two times per 
day) once feeds exceeded 50 mL/kg/day. Considering 
the risk of probiotic sepsis, supplementation was discon-
tinued when feeds were stopped for suspected or proven 
sepsis and NEC.

Data handling, storage and confidentiality
The National Health and Medical Research Council 
(NHMRC) Australian guidelines were followed for confi-
dentiality and data storage.33

Reporting
The revised Consolidated Standards of Reporting Trials 
(CONSORT) guidelines34 were used for reporting 
the results as highlighted on the EQUATOR network 
(https://www.equator-network.org/reporting-guide-
lines/, accessed October 2021).

Faecal sample collection, DNA extraction, SCFA assess-
ment and microbiota analysis details are included in 
online supplemental appendix 1.

Approach to statistical analysis of clinical, SCFA and 
microbiome data are included in online supplemental 
appendix 2.

RESULTS
A total of 173 neonates were randomised (SS: 87, TS: 86) 
between September 2015 and May 2017. Figure 1 outlines 

the CONSORT flow diagram. Maternal and neonatal 
demographic characteristics were comparable between 
the two probiotic groups (table 1).

Primary outcome (TFF: 150 mL/kg/day)
The median TFF was comparable between the SS and TS 
groups (11 (IQR 8–16) vs 10 (IQR 8–16) days; HR 1.02, 
95% CI 0.74 to 1.40; p=0.920).

Secondary outcomes
Clinical
There were no significant differences between the SS and 
TS groups in all-cause mortality (12/86 (14%) vs 8/87 
(9.2%), p=0.328); NEC ≥stage II (3/86 (3.5%) vs 3/87 
(3.4%), p=1.000); time until NEC or death (HR 0.59, 
95% CI 0.24 to 1.46; p=0.253); median duration of PN 
(10 days in both groups, p=0.265); hospital stay (114 vs 
116 days, p=0.750); suspected LOS (44/85 (51.8%) vs 
41/86 (47.7%); p=0.593); and blood culture positive LOS 
(21/85 (24.7%) vs 15/86 (17.4%), p=0.244). Median 
ITT was comparable (17 hours vs 18 hours, p=0.826). 
Two infants in the SS group needed surgery for NEC 
compared with none in the TS group.

Of the 20 deaths in the enrolled infants, five occurred 
before commencing trial supplementation (SS: 3, TS: 
2). Median age at death was similar between groups (10 
(IQR 6–24) vs 10 (IQR 4–20) days, p=0.740).

There were no significant differences between the 
SS and TS groups for other neonatal outcomes such as 
anthropometry at discharge or incidence of postnatal 
growth restriction (table  2). Results did not change 
significantly when analyses were adjusted for multiple 
births. A ‘per protocol’ analysis including only infants 
who had at least one treatment dose showed no change 
in results.

Safety
There were no cases of probiotic sepsis or related adverse 
effects during the trial period.

Laboratory based
Faecal SCFA
Total fatty acid levels were comparable between the 
groups at both time points (T1, p=0.92, and T2, 
p=0.151). Levels were higher in the SS (T2: median 885 
(IQR 501–1643) vs T1: median 557 (IQR 290–919) µg/g 
of wet faeces, p=0.059) and the TS (T2: median 1189 
(IQR 674–1825) vs T1: median 422 (IQR 245–1291) 
µg/g of wet faeces, p=0.014) groups, reaching signifi-
cance only in the TS group (p=0.014) but not in the SS 
group (p=0.058). Propionic acid levels were significantly 
higher at T2 compared with T1 in both SS (T2: median 
112 (IQR 34–249) vs T1: median 2 (IQR 1–2), p<0.001) 
and TS (T2: median 123 (IQR 26–241) vs T1: median 
2 (IQR 1–12), p<0.001) groups, whereas butyric acid 
levels were significantly higher at T2 compared with T1 
only in the TS group (T2: median 8 (IQR 2–263) vs T1: 
median 1 (IQR 1–3), p=0.029) but not in the SS group 
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(T2: median 8 (IQR 3–111) vs T1: median 2 (IQR 1–3), 
p=0.188) (figure 2A–F).

Subgroup analysis
Clinical outcomes were comparable in the subgroup of 
12 SGA infants (six per group) (online supplemental 
table 1). Highly variable SCFA levels and small numbers 
in each group made it difficult to reach any conclusion. 
Linear mixed effects model test showed non-significance 
for all cross-sectional and longitudinal analyses.

Faecal microbiome analysis
Prior to using EP infants in the placebo arm from our 
previous clinical trial35 as the REF group, diversity anal-
yses were conducted to ensure that faecal community 
structures of infants at T1 from both studies were similar 
(online supplemental figures 1 and 2). Alpha-diversity 
measures: Simpson (REF vs SS, p=0.84; REF vs TS, 
p=0.84), Shannon (REF vs SS, p=0.74; REF vs TS, p=0.63), 
ACE (REF vs SS, p=0.27; REF vs TS, p=0.29) and Chao 
(REF vs SS, p=0.20; REF vs TS, p=0.20) showed no differ-
ences (online supplemental figure 1A–D). Beta-diversity 
measures: weighted Unifrac (REF vs SS, p=0.114; REF vs 

TS, p=0.429) and Bray Curtis (REF vs SS, p=0.204; REF 
vs TS, p=0.325) analyses demonstrated that infants from 
both studies had similar community structures at T1 
(online supplemental figure 2A,B).

Richness and diversity
Alpha-diversity analysis showed all groups (REF, SS and 
TS: SiMPro) had significantly increased bacterial rich-
ness at T2 versus T1 (all p<0.001, online supplemental 
figure 3A,B). However, increased bacterial evenness was 
observed in infants only in the SS group (p<0.001; online 
supplemental figure 3C,D). At T2, bacterial richness 
indices were comparable between all groups (ACE (REF 
vs SS, p=0.38; REF vs TS, p=0.93; SS vs TS; p=0.38) and 
Chao1 (REF vs SS, p=0.54; REF vs TS, p=0.58; SS vs TS, 
p=0.58); figure 3A–D). Alpha-diversity measures showed 
no difference in within-group variability between REF 
and SiMPro groups (Shannon (REF vs SS, p=0.79; REF 
vs TS, p=0.17) and Simpson (REF vs SS, p=0.70; REF vs 
TS, p=0.16); figure  3C,D). However, TS demonstrated 
reduced within-group variability compared with SS 
(Shannon, p=0.02; Simpson, p=0.005; figure 3C,D).

Figure 1  Consolidated Standards of Reporting Trials flow diagram showing details of the study recruitment. TGA, 
Transposition of Great Arteries; TOF, Tracheo-oesophageal fistula; ITT: Intention To Treat.
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Beta-diversity analysis showed significant difference in 
bacterial community structure of all groups at T2 versus 
T1 (all p<0.05, online supplemental figure 3E–I). At T2, 
community structures were significantly different in REF 
versus both SiMPro groups (SS vs REF: R2=0.135, p=0.001; 
TS vs REF: R2=0.194, p=0.001; figure 3E) but comparable 
between SiMPro groups (p=0.149, figure  3E). Commu-
nity structure in groups was not affected by factors such as 
ethnicity, gender, mode of delivery and GA but was influ-
enced by duration of antibiotic exposure (PERMANOVA: 
ethnicity, p=0.93; gender, p=0.50; delivery, p=0.677; GA, 

p=0.109; duration of antibiotic, p=0.001; online supple-
mental figure 4).

Relative abundance (RA) of bacterial taxa
Actinobacteria, Proteobacteria, Bacteroides and Firmic-
utes were the most prevalent phyla in the faecal samples 
(figure 4B). Analysis of Composition of Microbiomes with 
bias correction (ANCOM) analyses revealed Actinobac-
teria to be significantly enriched in the SiMPro groups 
compared with the REF group at T2 (online supple-
mental table 2). At T2, SiMPro groups had increased RA 

Table 1  Baseline characteristics of probiotic supplemented (SS and TS) and REF groups

TS group
N=87

SS group
N=86

REF group
(Probiotics and 
NeonaTes Study 
(PANTS) placebo
N=29

P value
(TS/SS vs 
REF)

Gestation (weeks) 26.3 (24.7–27.1) 26.2 (24.4–27.2) 26.1 (25.2–26.9) 0.990

Birth weight 870 (700–1050) 828 (679–971) 810 (685–970) 0.412

Male 46 (52.9) 48 (55.8) 16 (55.2) 0.933

Caesarean delivery 47 (54.0) 52 (60.5) 13 (44.8) 0.214

Maternal antibiotics* 30 (34.5) 29 (33.7) 14 (48.3) 0.142

Early-onset sepsis

 � Suspected 84 (96.6) 82 (95.3) 29 (100) 0.596

 � Proven 7 (8.0) 4 (4.7) 2 (6.9) 1.000

 � Courses 2 (2–2) 2 (2–2) 2 (2–2) 0.878

 � Days of exposure 3 (3–4) 4 (3–5) 4 (3–6) 0.388

Late-onset sepsis N=86 N=85

 � Suspected 41 (47.7) 44 (51.8) 19 (65.5) 0.115

 � Proven 15 (17.4) 21 (24.7) 7 (24.1) 0.708

 � None 71 (82.6) 64 (75.3) 22 (75.9) 0.932

 � 1 episode 14 (16.3) 17 (20.0) 6 (20.7)

 � 2+ episodes 1 (1.2) 4 (4.7) 1 (3.4)

 � Antibiotic courses 3 (2–4) 2 (2–4) 2 (2–3) 0.425

 � Days of exposure† 8 (5–17) 9 (5–10) 8 (5–14) 0.702

Mortality 8 (9.2) 12 (14.0) 0 (−) 0.085

NEC ≥stage II 3 (3.4) 3 (3.5) 0 (−) 0.597

Age commenced probiotic supplementation (days) 3 (2–4)
N=85

3 (2–4)
N=83

7 (5–10) <0.001

Faecal specimen collection

First sample taken 84/87 (96.6) 82/86 (95.3) 29 (100) 0.395

Postnatal (PN) age (days) 5 (3–7) 5 (3–6)

Second sample taken 79/87 (90.8) 75/86 (87.2) 29 (100) 0.081

PN age (days) 24 (22–27) 24 (22–27)

P values represent the comparison between the combined SS/TS groups and the REF group.
*Maternal antibiotic exposure: based on chorioamnionitis and PPROM.
†Data represent median and 25th–75th percentile Kaplan-Meier survival estimates.
‡Data represent number (%).
§Median and IQR.
NEC, necrotiing enterocolitis; PN, parenteral nutrition; PPROM, Preterm prolonged rupture of membranes; REF, reference; SS, single-strain; 
TS, triple-strain.
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of Actinobacteria compared with the REF group (both 
p<0.001, online supplemental table 2). Although not 
significant, SiMPro groups also exhibited decreased RA 
of Proteobacteria (SS (median 51.7, IQR 38.3–69.8) and 
TS (median 50.2, IQR 37.2–66.6) compared with the REF 
group (median 73.2, IQR 60.8–86.5). RA of Firmicutes 
(SS (median 11.4, IQR 3.9–27.9) and TS (median 10.4, 
IQR 6.5–21.9) was also reduced in the SiMPro group 
versus the REF group (median 20.3, IQR 12.4–33.6). At 
class level, ANCOM analyses revealed Actinobacteria to 
be significantly different between the groups (online 

supplemental table 3). At T2, ANCOM analysis showed 
both SiMPro groups to have significantly increased RA 
of Actinobacteria (both p<0.0001, figure 4A). Although 
not significant, Clostridia levels were reduced in both SS 
(median 0.01, IQR 0–3.04) and TS (median 0, IQR 0–0.01) 
compared with REF (median 2.95, IQR 0.14–9.41). In 
addition, Gammaproteobacteria levels were reduced in SS 
(median 51.7, IQR 38.3–69.8) and TS (median 50.2, IQR 
37.7–66.6) compared with REF (median 73.1, IQR 60.8–
86.5) (online supplemental table 3). Potentially patho-
genic families of Clostridiaceae and Streptococcaceae 

Table 2  Primary and secondary outcomes

TS group (N=87) SS group (N=86) P value

Primary outcome

Time to full enteral feeds of 150 mL/kg/day (days)* 10 (8–16) 11 (8–16) 0.920

Secondary outcomes N (%) N (%)

All-cause mortality† 8 (9.2) 12 (14.0) 0.328

Definite NEC† 3 (3.4) 3 (3.5) 1.000

Total Parenteral Nutrition (TPN) duration (days)* 10 (8–16) 8–15 0.693

Intestinal transit time (hours)‡
(NA=77, NB=75)

18 (12–24) 17 (13–24) 0.826

Length of hospital stay (days)* 116 (91–136) 114 (105–137) 0.750

Early-onset sepsis†

Suspected 84 (96.6) 82 (95.3) 0.720

Proven 7 (8) 4 (4.7) 0.360

Duration of antibiotics (days)‡ 3 (3–4) 4 (3–5) 0.757

Late-onset sepsis (SS: 85, TS: 86)

Suspected† 41 (47.7) 44 (51.8) 0.593

Age at first episode (days)‡ 12 (8–27) 11 (6–26) 0.606

Total episodes‡ 1 (1–3) 1 (1–2) 0.449

Duration antibiotics (days)‡ 8 (4–14) 5 (3–12) 0.144

Proven† 15 (17.4) 21 (24.7) 0.244

Age at first episode (days)‡ 17 (10–27) 17 (13–31) 0.910

Total episodes‡ 1 (1–1) 1 (1–1) 0.285

Duration antibiotics (days)‡ 7 (5–16) 8 (4–10) 0.478

Human milk fed† 87 (100) 86 (100) –

Antibiotic courses 4 (2–7) 4 (2–6) 0.696

Exposure to antibiotics (days)* 8 (5–17) 9 (5–10) 0.820

Age probiotic commenced (days) 3 (2–4) 3 (2–4) 0.772

Duration of probiotic supplementation (days) 71 (63–80) 70 (63–87) 0.545

Discharge anthropometry

Weight z-score§ −0.70 (0.98) −0.72 (1.06) 0.922

Length z-score§ −0.88 (1.35) −1.28 (1.76) 0.144

Head Circumference (HC) z-score§ −0.09 (1.9) −0.17 (1.2) 0.745

PN growth restriction† 17/85 (20) 15/83 (18.1) 0.750

*Data represent median and 25th–75th percentile Kaplan-Meier survival estimates,.
†Number and percentages.
‡Median and IQR.
§Represents data as mean and SD.
NEC, necrotising enterocolitis; PN, parenteral nutrition; REF, reference; SS, single strain; TS, triple strain.

https://dx.doi.org/10.1136/bmjgast-2021-000811
https://dx.doi.org/10.1136/bmjgast-2021-000811
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were significantly lower in both SiMPro groups and REF 
group at T2 (all p<0.05, online supplemental table 4), 
while Bifidobacteriaceae (both p=0.00062) was increased 
(online supplemental table 4). At the genus level, the 
SiMPro groups had significantly increased RA of Bifido-
bacterium (all p<0.0001, figure 4C) and decreased RA of 
Streptococcus (both p<0 .0001, figure 4C) and Clostridium 
sensu stricto 1 (both p<0 .0001, figure  4C) compared 
with the REF group (online supplemental table 5). At 
the species level (using metagenomics data), 28 species 
were found to be differentially distributed; most of them 
were of Bifidobacterium species (online supplemental 
table 6). Of these, 14 species had a mean RA of >0.01% 
(figure 4D). The REF group was enriched in Clostridium 
butyricum, Streptococcus salivarius and S. thermophilus (all 
p<0.01) compared with the SiMPro groups. At this level, 
differences were found in the SiMPro groups. At T2, 
the SS group had significantly higher B. breve (p<0.01) 
and B. bifidum (p<0.05) compared with the TS group, 
whereas the TS group had significantly increased B. 

longum (p=0.005), B. longum CAG:69 (p=0.012), B. reuteri 
(p=0.024), B. pseudocatenulatum CAG:263 (p=0.043), B. 
pseudocatenulatum (p=0.047), S. pyogenes (p=0.005) and 
Gardnerella vaginalis (p=0.048) compared with SS group 
(figure 4D). Subspecies analysis revealed that the SiMPro 
groups had significantly increased B. longum subsp. 
infantis and B. longum subsp. longum (all p<0.0001) versus 
the REF group. However, the TS group had significantly 
increased B. longum subsp. infantis (p=0.0024) and B. 
longum subsp. longum (p=0.0001) compared with the SS 
group (figure 4E).

DISCUSSION
The results of our double-blind RCT conducted exclusively 
in EP infants showed that TFF was comparable in SS and TS 
bifidobacteria-supplemented groups. Furthermore, there 
were no significant differences in NEC ≥stage II, LOS, all-
cause mortality, duration of hospitalisation and ITT. Both 
groups showed comparable SCFA levels. At T2, propionic 

Figure 2  Combined SCFA (butyric acid, propionic acid and acetic acid) and BCFA (isobutyric and isovaleric acid) for all 
groups. SCFA and BCFA levels. SCFA (acetic acid (B), butyric acid (C) and propionic acid (D)) and BCFA (isobutyric (E) and 
isovaleric acid (F)) levels in SimPro groups (SS and TS). Box shows IQR; the line, median and the dots represent an individual 
sample. Differences between groups and time were calculated using linear mixed effects test with Tukey correction to adjust 
for multiple testing. Significant differences are indicated by *p<0.05, ***p<0.001. BCFA, branched-chain fatty acid; SCFA, short-
chain fatty acid; SS, single strain; TS, triple strain.

https://dx.doi.org/10.1136/bmjgast-2021-000811
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acid levels were significantly higher in both SiMPro groups, 
whereas butyric acid levels were significantly higher only in 
the TS group. When compared with the REF group (placebo 
arm of the PANTS trial), both SiMPro groups showed signifi-
cantly higher bifidobacteria and lower Gammaproteo-
bacteria. Microbial profiles were different at species levels 
between the SS and TS groups. SiMPro supplements were 
well tolerated without any adverse effects, including sepsis, 
due to the administered probiotic strains.

Our study showed no significant difference in the 
median (IQR) TFF between the infants in the SS and TS 
groups. It is important to note that sample size for this 
study was based on the mean (±SD) TFF (24±14.8 days) 
from our previous placebo controlled RCT assessing 
product quality and effect of B. breve M-16V supplemen-
tation on faecal bifidobacteria counts before introducing 
routine PS from June 2012.22 Updated data showed 
significant reduction in mean (±SD) TFF (12±6.5 days) 
following routine probiotic supplementation (RPS) with 
B. breve 3 M-16V in infants of <29 weeks’ gestation.21 Using 
the new estimate of TFF, the SiMPro trial has 95% power 
to detect a 30% reduction in TFF as desired originally 
during planning.

It is possible that the median duration of 10–11 days 
represents the shortest possible TFF considering the 
strategies for optimising enteral nutrition of EP infants 
in our unit.35–37 However, it is equally possible that TS 
probiotic was not superior in reducing TFF compared 
with SS, or its effect size was smaller than expected. It is 
important to note that other investigators have reported 
TFF of 11±3.6,38 12 (9–16)39 and 14 (10–22)40 days in 
very preterm infants. Boscarino et al concluded that high-
energy intake administered through the enteral route 
was positively correlated to cerebral growth, whereas 
energy intake via the parenteral route resulted in poorer 
cerebral growth.41

Gómez-Rodriguez et al conducted an RCT assessing 
the effect of SS versus multistrain probiotic in 90 very 
preterm infants.42 Median TFF was 18 (0–56) days vs 15 
(0–39) days for the SS group versus multistrain group, 
respectively. NEC incidence and faecal sIgA levels were 
comparable between groups.42 Compared with their 
study,42 exposure to antenatal steroids was higher, and 
incidence of caesarean delivery, median gestation and 
BW of study participants and median duration of antibi-
otics for LOS was lower in our trial. Additionally, median 

Figure 3  (A–I) Alpha and beta diversity at T2. Box plots of bacterial richness measures; Ace (A) and Chao1 (B) and alpha 
evenness measures; Shannon (C) and Simpson index (D). Box shows IQR; the line, median and the error bars; the range and 
the dots are outliers. Differences between groups were calculated using Wilcoxon rank-sum test with Benjamini-Hochberg 
correction to adjust for multiple testing. Significant differences are indicated by *p<0.05, ** <0.01. (E) Principal coordinate 
analysis based on weighted Unifrac distances. Each sample is depicted as a dot. (F) Permutational Analysis of Variance 
(PERMANOVA) was used to identify if there were differences in the community structures by group and time followed by 
pairwise Adonis test for comparisons between the groups. REF, reference; SS, single strain; TS, triple strain.



9Athalye-Jape G, et al. BMJ Open Gastro 2022;9:e000811. doi:10.1136/bmjgast-2021-000811

Open access

TFF was significantly shorter (15–18 days vs 10–11 days); 
postnatal age at starting probiotics was earlier (5 days vs 
3 days); and exclusive human milk feeding was higher. 
Priyadarshi et al reported no difference in NEC, TFF and 
LOS in their retrospective observational study comparing 
180 very preterm (gestation  <32 weeks) infants (two-
strain probiotic group: B. bifidum+Lactobacillus acidoph-
ilus, 1×109 CFU each) vs 196 very preterm infants (SS: B. 
breve M-16V, 2.5×109 CFU/day). TFF was 17.4±11 vs 15±9 
days for the two-strain and SS groups, respectively.43

A Cochrane review in 2014 had reported that probi-
otics reduce the risk of NEC in preterm infants.12 The 

updated (year 2020) Cochrane review (56 RCTs, n=10 
812) also found that probiotics reduce the risk of NEC 
in very preterm (VP) VLBW infants (evidence grade: 
‘low certainty’; RR: 0.54, 95% CI 0.45 to 0.65). Trials 
using multistrain probiotics showed larger effect size for 
NEC.10 Evidence for LOS and mortality was graded as 
‘moderate certainty’.10 Furthermore, in their systematic 
review and network meta-analysis, Morgan et al reported 
moderate to high evidence for superiority of combina-
tions of probiotics containing one or more Lactobacillus 
or Bifidobacterium compared with other multistrain probi-
otics.18 It is important to note that probiotic effects are 

Figure 4  (A–E) Infant gut microbiota by taxa at T2. Box plots showing RA of class (A), genus (C) and subspecies (E). Box 
shows IQR; the line, median and the dots represent an individual sample. (B) Shows phylum level composition. (D) Bubble plot 
of significantly different Species with RA >0.01%. Differences between groups were calculated using Wilcoxon rank-sum test 
with Benjamini-Hochberg correction to adjust for multiple testing. Significant differences are indicated by **p<0.01, ***p<0.001, 
****p<0.0001. RA, relative abundance; REF, reference; SS, single-strain; TS, triple-strain.
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strain-specific, and different strains in a mixture can 
have synergistic, compatible or antagonistic effects.12 27 44 
The reported improved efficacy of multistrain probiotics 
could simply be due to the higher cumulative dose. 
Hence, ideal comparison involves identical total dose in 
SS versus multistrain arms of the trial where SS is also 
a component of the multistrain probiotic. Our trial 
involves such a comparison.

Comparing our results with previous studies of SCFA in 
preterm infants exposed to probiotics is important.45 46 
Wang et al randomised 66 preterm infants (extremely low 
birth weight (ELBW), VLBW, low birth weight: 22 per 
group) to receive probiotic (B. breve M-16V, 1.6×108 CFU 
two times per day) or no probiotic (control).45 Compared 
with birth, faecal acetate and total SCFA were signifi-
cantly higher at 2 and 4 weeks, but butyric acid levels 
were significantly lower.45 Considering the differences in 
eligibility criteria (ELBW vs EP), method of SCFA assay 
and units of measurement, comparing results of the 22 
ELBW infants in Wang et al with 86 infants (SS group) 
in our study is difficult. Infants in our study received 
exclusive human milk diet and higher probiotic dose for 
longer duration.

Long-term follow-up of our cohort is important, consid-
ering the clinical significance of increased propionate and 
butyrate levels (reduced allergy, asthma, obesity, meta-
bolic syndrome and improved neurodevelopment).47–49 
SCFAs benefit through their influence on Treg biology, 
epithelial integrity, gut homeostasis, dendritic cell biology, 
gene transcription and IgA antibody responses.13 14 Gut 
microbiota may regulate neurodevelopment and neuro-
behaviour by various mechanisms including SCFA modu-
lation through the gut–brain axis.49

To our knowledge, there are no previous RCTs 
reporting on faecal microbiota of SS versus multistrain 
probiotics in preterm infants. Previous RCTs of SS40 50 51 
or multistrain probiotic39 versus placebo have reported 
variable effects on gut colonisation. Previous studies 
have reported increased Proteobacteria, Firmicutes and 
coagulase-negative staphylococci (CONS) in infants with 
NEC.4 Both SiMPro groups had decreased Gammapro-
teobacteria and Clostridia and reduced CONS, especially 
in the TS group versus REF group.

To our knowledge, SiMPro is the first RCT with robust 
design for comparing SS and multistrain probiotics with 
adequate power (95%) for a clinically important primary 
outcome (TFF) in EP infants.41 Our comprehensive 
microbiome analysis was based on 16SrRNA gene and 
metagenomic sequencing. Our trial was not powered for 
NEC as primary outcome considering its low incidence in 
our unit.21 22 SiMPro groups had significantly increased 
levels of Bifidobacterium at T2 versus T1 compared with 
REF clearly demonstrating effect of PS on infant gut 
microbiome. The absence of a placebo arm in our 
RCT due to ethical difficulties was another limitation. 
Although we used the placebo arm of the PANTS study 
as our REF group, we cannot discount the possibility of 
batch effect as a confounder in our study. Furthermore, this 

also resulted in being unable to provide REF SCFA levels 
in EP infants not receiving probiotic. Previous studies are 
not helpful in this context due to methodological differ-
ences.45 46

In conclusion, TFF and other clinical outcomes in EP 
infants were similar between SS and TS strain probiotics. 
The long-term significance of raised propionate and 
butyrate needs to be studied.

Author affiliations
1Neonatology directorate, King Edward Memorial Hospital for Women Perth, 
Subiaco, Western Australia, Australia
2Faculty of Science, University of New South Wales, Sydney, New South Wales, 
Australia
3Neonatal Clinical Care Unit, King Edward Memorial Hospital, Subiaco, Western 
Australia, Australia
4Biostatistics, Women and Infants Research Foundation Western Australia, Subiaco, 
Western Australia, Australia
5Microbiology, PathWest Laboratory Medicine Western Australia, Nedlands, Western 
Australia, Australia
6Neonatal Clinical Care Unit, Perth Children's Hospital, Nedlands, Western Australia, 
Australia
7Genomics and Bioinformatics, Nanyang Technological University, Singapore

Twitter Gayatri Athalye-Jape @GayatriJape

Acknowledgements  We sincerely thank the following: Professor Fumiaki Abe and 
Noriyuki Iwabuchi of Morinaga Milk Industry, Japan, for providing trial supplements 
free of cost; Annie Chang, Melanie McDougall and Chooi Yen Kok: nursing research 
assistants, data collection, recruitment, sample collection and preparation for 
storage; Nabeelah Mukadam and Michael Petrovski, KEMH pharmacy department; 
Dr J Tan, consultant neonatologist at Princess Margaret and Perth Children’s 
Hospital for his role on the data monitoring committee for the study duration; 
nursing staff at King Edward Memorial and Princess Margaret Hospital for 
collecting stool samples and administering the trial supplements to study infants; 
parents for providing informed consent for participation of their infants in the 
randomised trial; Mr Rikky Purbojati, Nanyang Technological University, Singapore, 
and Dr Daniela Moses, Deputy Research Director, Meta-‘omics and Microbiomes, 
Nanyang Technological University, Singapore: assistance with bioinformatics 
analysis and interpretation. Dr J Tan and Dr R Jois, Department of Neonatology, 
Joondalup Health Campus (JHC), Perth, Western Australia: assistance with trial 
protocol continuation at JHC in trial participants who were transferred before 
37 weeks completed GA and for provision of relevant data at discharge. Dr M 
Deshmukh, Dr. J Du-Plessis and Dr S Mehta, Department of Neonatology, Fiona 
Stanley Hospital (FSH), Perth, Western Australia: assistance with trial protocol 
continuation at FSH in trial participants who were transferred before 37 weeks 
completed GA and for provision of relevant data at discharge.

Contributors  GJ contributed to data acquisition, infant recruitment, ethics, 
governance and TGA application, funding application, setting up the clinical 
trial including liaising with pharmacy, ordering trial equipment for storage of 
faecal samples, supervision of project running, data interpretation, writing first 
and final draft of manuscript and revision of manuscript for critically important 
intellectual content. ME contributed to analysis and interpretation of data including 
bioinformatics details, critical revision of the manuscript for important intellectual 
content. SP and KS contributed to conception and design, data interpretation, 
revision of manuscript for critical important intellectual content, supervision of 
project running and manuscript writing. SP was also the guarantor for the work 
conducted in this study. EN and DD contributed to statistical input into design, 
analysis and interpretation of clinical and short-chain fatty acid (SCFA) data and 
revision of the manuscript for critical important intellectual content. AK contributed 
to conception and design, and revision of the manuscript for critical important 
intellectual content, assuring independent safety check of trial probiotic products. 
SR assisted with funding application and revision of the manuscript for critically 
important intellectual content. LChe contributed to sample analysis for SCFA, SCFA 
data analysis and interpretation and revision of manuscript for critically important 
intellectual content. LCha and SS contributed to sample analysis for metagenomic 
sequencing and data interpretation; CK contributed as research assistant and 
for data collection, data cleaning, participant recruitment, sample collection and 
preparation for storage. PC contributed to critical revision of the manuscript 

https://twitter.com/GayatriJape


11Athalye-Jape G, et al. BMJ Open Gastro 2022;9:e000811. doi:10.1136/bmjgast-2021-000811

Open access

for important intellectual content. All authors approved the final manuscript as 
submitted and agreed to be accountable for all aspects of the work.

Funding  Telethon-WIRF Channel-Seven Trust Grant and Princess Margaret 
Hospital Foundation (PMHF) Translational Grant.

Disclaimer  The funding organisations played no role in the design and conduct 
of the study. The manufacturer Morinaga Milk Industry Co, Japan, was not the 
sponsor but only supplied the probiotic products free of cost for the trial and was 
not involved in the design, conduct, analysis and reporting of the trial.

Competing interests  None declared.

Patient consent for publication  Not applicable.

Ethics approval  This study involves human participants and was approved by 
Women and Newborn Health Ethics Committee. Participants gave informed consent 
to participate in the study before taking part.

Provenance and peer review  Not commissioned; externally peer reviewed.

Data availability statement  Data are available upon reasonable request. Our 
clinical trial was commenced in 2015 and completed in 2017.

Supplemental material  This content has been supplied by the author(s). It has 
not been vetted by BMJ Publishing Group Limited (BMJ) and may not have been 
peer-reviewed. Any opinions or recommendations discussed are solely those 
of the author(s) and are not endorsed by BMJ. BMJ disclaims all liability and 
responsibility arising from any reliance placed on the content. Where the content 
includes any translated material, BMJ does not warrant the accuracy and reliability 
of the translations (including but not limited to local regulations, clinical guidelines, 
terminology, drug names and drug dosages), and is not responsible for any error 
and/or omissions arising from translation and adaptation or otherwise.

Open access  This is an open access article distributed in accordance with the 
Creative Commons Attribution Non Commercial (CC BY-NC 4.0) license, which 
permits others to distribute, remix, adapt, build upon this work non-commercially, 
and license their derivative works on different terms, provided the original work is 
properly cited, appropriate credit is given, any changes made indicated, and the 
use is non-commercial. See: http://creativecommons.org/licenses/by-nc/4.0/.

ORCID iD
Gayatri Athalye-Jape http://orcid.org/0000-0003-4732-6043

REFERENCES
	 1	 Federici S, De Biagi L. Long term outcome of infants with NEC. Curr 

Pediatr Rev 2019;15:111–4.
	 2	 Alshaikh B, Yusuf K, Sauve R. Neurodevelopmental outcomes of 

very low birth weight infants with neonatal sepsis: systematic review 
and meta-analysis. J Perinatol 2013;33:558–64.

	 3	 Mukhopadhyay S, Puopolo KM, Hansen NI, et al. Impact of 
Early-Onset Sepsis and Antibiotic Use on Death or Survival with 
Neurodevelopmental Impairment at 2 Years of Age among Extremely 
Preterm Infants. J Pediatr 2020;221:39–46. e35.

	 4	 Pammi M, Cope J, Tarr PI, et al. Intestinal dysbiosis in preterm 
infants preceding necrotizing enterocolitis: a systematic review and 
meta-analysis. Microbiome 2017;5:31–45.

	 5	 Baldassarre ME, Di Mauro A, Capozza M, et al. Dysbiosis and 
prematurity: is there a role for probiotics? Nutrients 2019;11:1273.

	 6	 El Manouni El Hassani S, Niemarkt HJ, Berkhout DJC, et al. 
Profound pathogen-specific alterations in intestinal microbiota 
composition precede late-onset sepsis in preterm infants: a 
longitudinal, multicenter, case-control study. Clin Infect Dis 
2021;73:e224–32.

	 7	 Yap PSX, Chong CW, Ahmad Kamar A, et al. Neonatal intensive care 
unit (NICU) exposures exert a sustained influence on the progression 
of gut microbiota and metabolome in the first year of life. Sci Rep 
2021;11:1353.

	 8	 Navarro-Tapia E, Sebastiani G, Sailer S, et al. Probiotic 
supplementation during the perinatal and infant period: effects 
on gut dysbiosis and disease. Nutrients 2020;12. doi:10.3390/
nu12082243. [Epub ahead of print: 27 Jul 2020].

	 9	 Hill C, Guarner F, Reid G, et al. Expert consensus document. The 
International scientific association for probiotics and prebiotics 
consensus statement on the scope and appropriate use of the term 
probiotic. Nat Rev Gastroenterol Hepatol 2014;11:506–14.

	10	 Sharif S, Meader N, Oddie SJ, et al. Probiotics to prevent necrotising 
enterocolitis in very preterm or very low birth weight infants. 
Cochrane Database Syst Rev 2020;10:Cd005496.

	11	 Deshmukh M, Patole S. Prophylactic probiotic supplementation 
for preterm Neonates-A systematic review and meta-analysis of 
nonrandomized studies. Adv Nutr 2021;12:1411–23.

	12	 AlFaleh K, Anabrees J. Probiotics for prevention of necrotizing 
enterocolitis in preterm infants. Cochrane Database Syst Rev 
2014:CD005496.

	13	 Markowiak-Kopeć P, Śliżewska K. The effect of probiotics on 
the production of short-chain fatty acids by human intestinal 
microbiome. Nutrients 2020;12:1107.

	14	 Plaza-Diaz J, Ruiz-Ojeda FJ, Gil-Campos M, et al. Mechanisms of 
action of probiotics. Adv Nutr 2019;10:S49–66.

	15	 Lawson MAE, O'Neill IJ, Kujawska M, et al. Breast milk-derived 
human milk oligosaccharides promote Bifidobacterium interactions 
within a single ecosystem. ISME J 2020;14:635–48.

	16	 Sun J, Marwah G, Westgarth M, et al. Effects of probiotics on 
necrotizing enterocolitis, sepsis, intraventricular hemorrhage, 
mortality, length of hospital stay, and weight gain in very preterm 
infants: a meta-analysis. Adv Nutr 2017;8:749–63.

	17	 Chang H-Y, Chen J-H, Chang J-H, et al. Multiple strains probiotics 
appear to be the most effective probiotics in the prevention of 
necrotizing enterocolitis and mortality: an updated meta-analysis. 
PLoS One 2017;12:e0171579.

	18	 Morgan RL, Preidis GA, Kashyap PC, et al. Probiotics reduce 
mortality and morbidity in preterm, low-birth-weight infants: a 
systematic review and network meta-analysis of randomized trials. 
Gastroenterology 2020;159:467–80.

	19	 Hagen PC, Skelley JW. Efficacy of Bifidobacterium species 
in prevention of necrotizing enterocolitis in Very-Low birth 
weight infants. A systematic review. J Pediatr Pharmacol Ther 
2019;24:10–15.

	20	 Ishizeki S, Sugita M, Takata M, et al. Effect of administration of 
bifidobacteria on intestinal microbiota in low-birth-weight infants 
and transition of administered bifidobacteria: a comparison 
between one-species and three-species administration. Anaerobe 
2013;23:38–44.

	21	 Patole SK, Rao SC, Keil AD, et al. Benefits of Bifidobacterium breve 
M-16V Supplementation in Preterm Neonates - A Retrospective 
Cohort Study. PLoS One 2016;11:e0150775.

	22	 Patole S, Keil AD, Chang A, et al. Effect of Bifidobacterium breve 
M-16V supplementation on fecal bifidobacteria in preterm neonates-
-a randomised double blind placebo controlled trial. PLoS One 
2014;9:e89511.

	23	 Indrio F, Riezzo G, Raimondi F, et al. The effects of probiotics on 
feeding tolerance, bowel habits, and gastrointestinal motility in 
preterm newborns. J Pediatr 2008;152:801–6.

	24	 Athalye-Jape G, Nettleton M, Lai C-T, et al. Composition of coloured 
gastric residuals in extremely preterm Infants-A nested prospective 
observational study. Nutrients 2020;12:2585.

	25	 Totsu S, Terahara M, Kusuda S. Probiotics and the development of 
very low birthweight infants: follow-up study of a randomised trial. 
BMJ Paediatr Open 2018;2:e000256.

	26	 Taine M, Charles M-A, Beltrand J, et al. Early postnatal growth and 
neurodevelopment in children born moderately preterm or small 
for gestational age at term: a systematic review. Paediatr Perinat 
Epidemiol 2018;32:268–80.

	27	 Toscano M, De Vecchi E, Gabrieli A, et al. Probiotic characteristics 
and in vitro compatibility of a combination of Bifidobacterium 
breve M-16 V, Bifidobacterium longum subsp. infantis M-63 and 
Bifidobacterium longum subsp. longum BB536. Ann Microbiol 
2015;65:1079–86.

	28	 Lim HJ, Shin HS. Antimicrobial and Immunomodulatory Effects 
of Bifidobacterium Strains: A Review. J Microbiol Biotechnol 
2020;30:1793–800.

	29	 Mihatsch WA, Högel J, Pohlandt F. Hydrolysed protein accelerates 
the gastrointestinal transport of formula in preterm infants. Acta 
Paediatr 2007;90:196–8.

	30	 García-Villalba R, Giménez-Bastida JA, García-Conesa MT, et al. 
Alternative method for gas chromatography-mass spectrometry 
analysis of short-chain fatty acids in faecal samples. J Sep Sci 
2012;35:1906–13.

	31	 Shah P, Nathan E, Doherty D, et al. Optimising enteral nutrition in 
growth restricted extremely preterm neonates--a difficult proposition. 
J Matern Fetal Neonatal Med 2015;28:1981–4.

	32	 Gidi NW, Goldenberg RL, Nigussie AK, et al. Comparison of 
neonatal outcomes of small for gestational age and appropriate for 
gestational age preterm infants born at 28-36 weeks of gestation: a 
multicentre study in Ethiopia. BMJ Paediatr Open 2020;4:e000740.

	33	 National Health and Medical Research Council, Australian Research 
Council and Universities Australia. Commonwealth of Australia, 
Canberra. Management of data and information in research: a 
guide supporting the Australian code for the responsible conduct 

http://creativecommons.org/licenses/by-nc/4.0/
http://orcid.org/0000-0003-4732-6043
http://dx.doi.org/10.2174/1573396315666181130144925
http://dx.doi.org/10.2174/1573396315666181130144925
http://dx.doi.org/10.1038/jp.2012.167
http://dx.doi.org/10.1016/j.jpeds.2020.02.038
http://dx.doi.org/10.1186/s40168-017-0248-8
http://dx.doi.org/10.3390/nu11061273
http://dx.doi.org/10.1093/cid/ciaa1635
http://dx.doi.org/10.1038/s41598-020-80278-1
http://dx.doi.org/10.3390/nu12082243
http://dx.doi.org/10.1038/nrgastro.2014.66
http://dx.doi.org/10.1002/14651858.CD005496.pub5
http://dx.doi.org/10.1093/advances/nmaa164
http://dx.doi.org/10.1002/14651858.CD005496.pub4
http://dx.doi.org/10.3390/nu12041107
http://dx.doi.org/10.1093/advances/nmy063
http://dx.doi.org/10.1038/s41396-019-0553-2
http://dx.doi.org/10.3945/an.116.014605
http://dx.doi.org/10.1371/journal.pone.0171579
http://dx.doi.org/10.1053/j.gastro.2020.05.096
http://dx.doi.org/10.5863/1551-6776-24.1.10
http://dx.doi.org/10.1016/j.anaerobe.2013.08.002
http://dx.doi.org/10.1371/journal.pone.0150775
http://dx.doi.org/10.1371/journal.pone.0089511
http://dx.doi.org/10.1016/j.jpeds.2007.11.005
http://dx.doi.org/10.3390/nu12092585
http://dx.doi.org/10.1136/bmjpo-2018-000256
http://dx.doi.org/10.1111/ppe.12468
http://dx.doi.org/10.1111/ppe.12468
http://dx.doi.org/10.1007/s13213-014-0953-5
http://dx.doi.org/10.4014/jmb.2007.07046
http://dx.doi.org/10.1111/j.1651-2227.2001.tb00284.x
http://dx.doi.org/10.1111/j.1651-2227.2001.tb00284.x
http://dx.doi.org/10.1002/jssc.201101121
http://dx.doi.org/10.3109/14767058.2014.974538
http://dx.doi.org/10.1136/bmjpo-2020-000740


12 Athalye-Jape G, et al. BMJ Open Gastro 2022;9:e000811. doi:10.1136/bmjgast-2021-000811

Open access�

of research. Available: https://www.nhmrc.gov.au/sites/default/files/​
documents/attachments/Management-of-Data-and-Information-in-​
Research.pdf [Accessed Apr 2015].

	34	 Moher D, Hopewell S, Schulz KF, et al. Erratum to: “CONSORT 
2010 Explanation and Elaboration: updated guidelines for reporting 
parallel group randomised trials” [J Clin Epidemiol 2010;63(8):e1–37]. 
J Clin Epidemiol 2012;65:351.

	35	 Shulman RJ, Schanler RJ, Lau C, et al. Early feeding, antenatal 
glucocorticoids, and human milk decrease intestinal permeability in 
preterm infants. Pediatr Res 1998;44:519–23.

	36	 Esaiassen E, Fjalstad JW, Juvet LK, et al. Antibiotic exposure in 
neonates and early adverse outcomes: a systematic review and 
meta-analysis. J Antimicrob Chemother 2017;72:1858–70.

	37	 Chandran S, Chua MC, Lin W, et al. Medications that increase 
osmolality and compromise the safety of enteral feeding in preterm 
infants. Neonatology 2017;111:309–16.

	38	 Totsu S, Yamasaki C, Terahara M, et al. Bifidobacterium and enteral 
feeding in preterm infants: cluster-randomized trial. Pediatr Int 
2014;56:714–9.

	39	 Jacobs SE, Tobin JM, Opie GF, et al. Probiotic effects on late-
onset sepsis in very preterm infants: a randomized controlled trial. 
Pediatrics 2013;132:1055–62.

	40	 Costeloe K, Hardy P, Juszczak E, et al. Bifidobacterium breve BBG-
001 in very preterm infants: a randomised controlled phase 3 trial. 
Lancet 2016;387:649–60.

	41	 Boscarino G, Di Chiara M, Cellitti R, et al. Effects of early energy 
intake on neonatal cerebral growth of preterm newborn: an 
observational study. Sci Rep 2021;11:18457.

	42	 Gómez-Rodríguez G, Amador-Licona N, Daza-Benítez L, et al. 
Single strain versus multispecies probiotic on necrotizing 
enterocolitis and faecal IgA levels in very low birth weight 

preterm neonates: a randomized clinical trial. Pediatr Neonatol 
2019;60:564–9.

	43	 Priyadarshi A, Lowe G, Saddi V, et al. Clinical outcomes of single 
vs. Two-Strain probiotic prophylaxis for prevention of necrotizing 
enterocolitis in preterm infants. Front Pediatr 2021;9:729535.

	44	 Kwoji ID, Aiyegoro OA, Okpeku M, et al. Multi-Strain probiotics: 
synergy among isolates enhances biological activities. Biology 
2021;10:322.

	45	 Wang C, Shoji H, Sato H, et al. Effects of oral administration of 
Bifidobacterium breve on fecal lactic acid and short-chain fatty 
acids in low birth weight infants. J Pediatr Gastroenterol Nutr 
2007;44:252–7.

	46	 Alcon-Giner C, Dalby MJ, Caim S, et al. Microbiota Supplementation 
with Bifidobacterium and Lactobacillus Modifies the Preterm Infant 
Gut Microbiota and Metabolome: An Observational Study. Cell Rep 
Med 2020;1:100077–77.

	47	 Roduit C, Frei R, Ferstl R, et al. High levels of butyrate and 
propionate in early life are associated with protection against atopy. 
Allergy 2019;74:799–809.

	48	 Canfora EE, Jocken JW, Blaak EE. Short-chain fatty acids in 
control of body weight and insulin sensitivity. Nat Rev Endocrinol 
2015;11:577–91.

	49	 Cryan JF, O'Riordan KJ, Cowan CSM, et al. The microbiota-gut-
brain axis. Physiol Rev 2019;99:1877–2013.

	50	 Martí M, Spreckels JE, Ranasinghe PD, et al. Effects of Lactobacillus 
reuteri supplementation on the gut microbiota in extremely preterm 
infants in a randomized placebo-controlled trial. Cell Rep Med 
2021;2:100206.

	51	 Plummer EL, Bulach DM, Murray GL, et al. Gut microbiota of 
preterm infants supplemented with probiotics: sub-study of the 
ProPrems trial. BMC Microbiol 2018;18:184.

https://www.nhmrc.gov.au/sites/default/files/documents/attachments/Management-of-Data-and-Information-in-Research.pdf
https://www.nhmrc.gov.au/sites/default/files/documents/attachments/Management-of-Data-and-Information-in-Research.pdf
https://www.nhmrc.gov.au/sites/default/files/documents/attachments/Management-of-Data-and-Information-in-Research.pdf
http://dx.doi.org/10.1016/j.jclinepi.2011.10.006
http://dx.doi.org/10.1203/00006450-199810000-00009
http://dx.doi.org/10.1093/jac/dkx088
http://dx.doi.org/10.1159/000454667
http://dx.doi.org/10.1111/ped.12330
http://dx.doi.org/10.1542/peds.2013-1339
http://dx.doi.org/10.1016/S0140-6736(15)01027-2
http://dx.doi.org/10.1038/s41598-021-98088-4
http://dx.doi.org/10.1016/j.pedneo.2019.02.005
http://dx.doi.org/10.3389/fped.2021.729535
http://dx.doi.org/10.3390/biology10040322
http://dx.doi.org/10.1097/01.mpg.0000252184.89922.5f
http://dx.doi.org/10.1016/j.xcrm.2020.100077
http://dx.doi.org/10.1016/j.xcrm.2020.100077
http://dx.doi.org/10.1111/all.13660
http://dx.doi.org/10.1038/nrendo.2015.128
http://dx.doi.org/10.1152/physrev.00018.2018
http://dx.doi.org/10.1016/j.xcrm.2021.100206
http://dx.doi.org/10.1186/s12866-018-1326-1

	Effect of single versus multistrain probiotic in extremely preterm infants: a randomised trial
	Abstract
	Introduction﻿﻿
	Methods
	Hypothesis and aim
	Participant recruitment
	Randomisation, allocation concealment and blinding
	Probiotic protocol
	Data handling, storage and confidentiality
	Reporting

	Results
	Primary outcome (TFF: 150 mL/kg/day)
	Secondary outcomes
	Clinical
	Safety
	Laboratory based

	Subgroup analysis
	Faecal microbiome analysis
	Richness and diversity
	Relative abundance (RA) of bacterial taxa


	Discussion
	References


