
   A Walkthrough of GENTLE
In this walkthrough, we provide 10 thoroughly explained steps of how to use GENTLE. 
We show all of  the possible analyses and visualizations that the platform allows. The 
dataset used for this example contains processed TCR repertoires of breast cancer and 
it is available to be downloaded at http://bioinfo.life.hust.edu.cn/TCRdb/#/download/PRJNA297261.

http://bioinfo.life.hust.edu.cn/TCRdb/#/download/PRJNA297261


Step 1: 

Begin by selecting the type of delimiter used in the file, 
provided in the multiple choice list. For this example, we will 
use a comma.

Step 2: 

Click on “Browse Files” and select the data frame you would 
like to upload.
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For this walkthrough, we will be using the data made available 
on the website (https://github.com/dhiego22/gentle). The 
data_preprocess.py script uses a comma to save the file, but 
can be altered according to the user’s preferences.

https://github.com/dhiego22/gentle


Step 3: 

Once you have uploaded 
your file, a list of options will 
appear in a sidebar on the 
left displaying features you 
can choose to analyze. 

A dataframe will appear on 
the right with the features 
you have chosen to include.  
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Step 4: (optional) 

You now have the option to 
normalize the features. 

You can choose your desired 
normalization method, and to 
see the data frame, you must 
check the box indicated that 
you want a visualization.
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Step 5:  

In this step, you must check 
the box to allow for the 
feature selection process to 
take place. 

In this example, you can see 
the results generated on the 
right. 

“0” means that the feature 
was not selected by the
method; “1” means that it 
was the most predictive 
feature; “2” means that it was 
the second-most predictive 
feature; and so forth.
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Step 6:  

At this stage, you must select 
the features which you will use 
to build your classifiers. 

For visualization purposes, if 
you select two features, you 
will see a 2D scatter plot 
appear below the data frame; 
if you select three or more, 
you will see a 3D rotating 
scatter plot.

As you can see, in this 
example we chose the 
shannon and simpson 
indexes.  
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Steps 7-9:  

You will now select the 
number of splits and 
repeats for the stratified 
validation. Then select the 
box “Perform 
classification” to build a 
classifer. You can choose 
one classifier to use 
amongst the options 
listed in the sidebar. 

After the classifier is built, 
the five main scoring 
methods will be 
calculated and depicted as 
a radar plot.

7

8

9



Step 10:  

In this step, you will upload a 
second dataframe for the 
purpose of validation. 

Click on “Browse files” and 
select the dataframe you wish 
to upload. The features which 
you were working with will be 
calculated automatically, and a 
dataframe will appear as 
displayed in the picture.
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Step 11:  

After uploading the validation 
dataframe in the previous 
step, a radar plot with the five 
main binary classification 
scoring methods will appear 
along with a Confusion Matrix.


