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Correction: Are viral-infections associated
with Méniére’s Disease? A systematic review
and meta-analysis of molecular-markers of

viral-infection in case-controlled observational

studies of MD

Nicholas John Dean, Christopher Pastras, Daniel Brown, Aaron Camp

The images for Figs 3 and 4 are incorrectly switched. The image that appears as Fig 3 should
be Fig 4, and the image that appears as Fig 4 should be Fig 3. The figure captions appear in the

correct order.

Check for
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G OPEN ACCESS

Citation: Dean NJ, Pastras C, Brown D, Camp A
(2019) Correction: Are viral-infections associated
with Méniere’s Disease? A systematic review and
meta-analysis of molecular-markers of viral-
infection in case-controlled observational studies of
MD. PLoS ONE 14(12): e0226643. https:/doi.org/
10.1371/journal.pone.0226643

Published: December 12,2019

Copyright: © 2019 Dean et al. This is an open
access article distributed under the terms of the
Creative Commons Attribution License, which
permits unrestricted use, distribution, and
reproduction in any medium, provided the original
author and source are credited.

PLOS ONE | https://doi.org/10.1371/journal.pone.0226643 December 12, 2019

1/3


https://doi.org/10.1371/journal.pone.0226643
http://crossmark.crossref.org/dialog/?doi=10.1371/journal.pone.0226643&domain=pdf&date_stamp=2019-12-12
http://crossmark.crossref.org/dialog/?doi=10.1371/journal.pone.0226643&domain=pdf&date_stamp=2019-12-12
http://crossmark.crossref.org/dialog/?doi=10.1371/journal.pone.0226643&domain=pdf&date_stamp=2019-12-12
http://crossmark.crossref.org/dialog/?doi=10.1371/journal.pone.0226643&domain=pdf&date_stamp=2019-12-12
http://crossmark.crossref.org/dialog/?doi=10.1371/journal.pone.0226643&domain=pdf&date_stamp=2019-12-12
http://crossmark.crossref.org/dialog/?doi=10.1371/journal.pone.0226643&domain=pdf&date_stamp=2019-12-12
https://doi.org/10.1371/journal.pone.0226643
https://doi.org/10.1371/journal.pone.0226643
http://creativecommons.org/licenses/by/4.0/

@ PLOS|ONE

—Arenberg et al.,

—Arnold and Niedermeyer,
—“Bergstrom et al.,
~Calenoff et al.,

—Selmani et al.,
—Takahashi et al.,
“Welling et al.,

“Williams et al.,

~Yazawa et al.,

1997
1997
1992
1995
2004 -
2001
1994
1987 4
2003 -

Summary -

—Arenberg et al.,

—Arnold and Niedermeyer,
“Bergstrom et al.,
—Calenoff et al.,

—~Selmani et al.,
~Takahashi et al.,
“Welling et al.,

“Williams et al.,

~Yazawa et al.,

Summary -

T
2.718

logOR

T
7.389

T
20.08

1997
1997 4
1992
1995
2004 -
2001 -
1994
1987
2003 -

—— R ——

T
2.718

logOR

T
7.389

T
20.08

logOR [95% CI
6.06 [1.98, 18.54]

2.33[0.93, 5.87]
3.21[1.12, 9.23]
2.49 [1.03, 6.03]
3.75[1.28, 11.03]
3.72[1.26, 10.94]
3.61[1.25, 10.46]
3.86 [1.44, 10.33]
3.84[1.37, 10.82]

3.40 [1.33, 8.68]

logOR [95% Cl]
6.06 [1.98, 18.54]

2.54[0.91, 7.10]
3.34[1.06, 10.58]
2.68[0.99, 7.26]
3.88[1.23, 12.24]
3.83[1.21, 12.11]
3.71[1.20, 11.41]
4.21[1.39, 12.78]
4.03[1.32, 12.35]

3.65[1.27, 10.46]

Fig 3. Sensitivity of the relationship between MD and CMV-infection to leave-one-out analyses. The overall effect size(s)
obtained by omitting any particular study is indicated in a descending (non-cumulative) manner, with the study omitted indicated
on the y-axis by (—), and the respective effect sizes (log(OR)) presented along with 95% C.I. on the RHS. The overall effect obtained
prior to the omission of any study is indicated by the bottommost light grey diamond. A: Sensitivity analysis (DL). B: Sensitivity

analysis (REML).
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Fig 4. Distribution of studies by power around the measured and null relationship between MD and CMV-
infection. In each plot, the white, orange, red, and grey-striped regions represent p>0.1, 0.05<p<0.1, 0.01<p<0.05
and p<0.01 respectively. The y-axes correspond to the standard error, variance, or the inverse of either, while the x-
axes correspond to the logarithmically transformed effect size, in this case measured as an OR. The vertical black
reference lines are centered on zero for the standard error and variance funnel plots, while they are centered on the
estimate effect size for the inverse funnel-plots. The left-hand column pane presents the plots for the DL estimator,
while the right-hand column pane presents the plots for the REML estimator.
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