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Purpose: To evaluate the microorganisms involved in neonatal septicemia and its antibiotic susceptibility pattern and to further
investigate the factors associated with the length of intensive care unit (ICU) stay in neonatal septicemia.
Patients and Methods: A total of 297 infants with septicemia at neonatal ICU (NICU), Maternal and Child Health Hospital of
Hubei Province, Tongji Medical College, Huazhong University of Science and Technology from 2016 to 2020 were enrolled.
Identification of bacterial species was done using the standard positive blood culture. Data included demographics, signs at time of
septicemia, laboratory values, patient sources, complications, microbiologic characteristics, and the duration of ICU stay. Univariate
and multivariate gamma regression analyses were applied to determine the variables associated with ICU stay.
Results: The result demonstrated that the main causative pathogens of neonatal septicemia in our hospital were Gram-positive
bacteria, among which Staphylococcus epidermidis (100 isolates, 47.17%) was the main conditional pathogens; Escherichia coli (27
isolates, 49.09%) was most frequently isolated among Gram-negative pathogens. Gram-positive bacteria had higher susceptibility to
vancomycin, tigecycline and linezolid. Escherichia coli was susceptive to piperacillin (27/27, 100.00%), cefotetan (27/27, 100.00%),
meropenem and imipenem (27/27, 100.00%). Streptococcus agalactiae (95% CI: 0.140–0.539), for patients who were transferred from
other hospital (95% CI: 0.016 to 0.354), septicemia during hospitalization (95% CI: 0.411 to 0.825), the use of antibacterial drug
during pregnancy (95% CI: 0.362 to 2.136), feeding intolerance (95% CI: 0.127 to 0.437), bradycardia (95% CI: 0.196 to 0.838),
septicemia newborns have complications (95% CI: 0.063 to 0.291), the onset age (95% CI: 0.006 to 0.023), TRIPS score (95% CI:
0.005 to 0.016), and CRP level (95% CI: 0.002 to 0.005) were related to prolonged ICU stay days.
Conclusion: This study summarized common pathogens and associated drug sensitivity, and factors influencing ICU stay length.
Prevention and control policy in the NICU should be strengthened.
Keywords: NICU, neonatal septicemia, microorganisms, antibiotic susceptibility

Introduction
Neonatal septicemia is defined as a clinical syndrome characterized by systemic signs and symptoms of inflammatory
response following the appearance or confirmation of infection during the first month of life.1,2 It is the third most
common cause of deaths among neonates, accounting for 225,000 deaths globally every year.3,4 The early symptoms and
signs of neonatal septicemia infection are atypical and lack specificity, and are often similar to primary apnea, simple
febrile disease, feeding intolerance, anemia and other non-infectious diseases, which are difficult to identify and easy to
cause delay or overtreatment.5,6 Early screening of neonatal septicemia pathogens, early diagnosis, and reasonable use of
antibiotics is very important.

Diagnosis of neonatal septicemia infection in the early hours offers better control and good patient’s outcome.7 The
standard method to determine whether a neonatal septicemia is in progress is a positive blood culture.8 There were
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considerable variations in septic microorganisms in the neonatal intensive care unit (NICU). In earlier studies in China, it
was found that Klebsiella Pneumoniae was the most common bacteria causing neonatal septicemia, followed by
Staphylococcus Aureus.9 In the United States and Australia, group B streptococcus was considered as the most common
pathogenic bacteria causing neonatal septicemia.10,11 In recent years, due to frequent isolation, Acinetobacter is becom-
ing increasingly important as a potential pathogen in neonatal septicemia.12 Some studies reported that bacterial
infections associated with sepsis prolonged ICU stay.13,14 Nevertheless, there is little evidence to evaluate the clinical
outcome role of microbiological characteristics in the neonatal septicemia. Because of long-term hospitalizations (mainly
in ICUs), highly complex and invasive procedures, and the great need for broad-spectrum antibiotics, neonatal septicemia
generates enormous expenses for the health system.15 Timely diagnosis of neonatal septicemia, reduction of antibiotic
resistance, and evaluation of the influencing factors of ICU hospitalization days are of great significance for formulating
appropriate treatment plans, shortening the NICU hospitalization time, and reducing the disease burden.

The aim of this study was to evaluate the microorganisms involved in neonatal septicemia and their antibiotic
susceptibility pattern, and to further evaluate factors associated with the length of ICU stay in neonatal septicemia. This
study may be helpful for the diagnosis of disease and the formulation of appropriate treatment plan or good supportive
care for neonatal septicemia.

Materials and Methods
Study Design and Patients
This study was a cohort study. A total of 297 newborns being cared for in the NICU of Maternal and Child Health
Hospital of Hubei Province, Tongji Medical College, Huazhong University of Science and Technology from 2016 to
2020 were selected for this retrospective study. The inclusion criteria were as follows: (1) newborns with a clinical
diagnosis of septicemia confirmed by blood culture (age ≤28 days); (2) clinical data kept intact. The exclusion criteria
were as follows: (1) duration of hospital stay <24 hours; (2) newborns with congenital metabolic diseases; (3) newborns
with septicemia who have been treated with antimicrobials. The study follows the tenets of the Declaration of Helsinki
and was approved by the Maternal and Child Health Hospital of Hubei Province, Tongji Medical College, Huazhong
University of Science and Technology. The guardians of all the newborns in our department gave informed consent.

Data Extraction
The following data were extracted, including: (1) demographics: age (days), gender, birth weight (g), body length (cm),
gestational age (weeks); (2) disease situation: onset age, parity, number of pregnancies, delivery modes, Apgar score
(points), peripherally inserted central catheter (PICC), parenteral nutrition, Transport risk index of physiologic stability
(TRIPS) score (points), neonatal septicemia group; (3) patient sources: obstetrics, outpatient, community, other hospital,
hospital stay; (4) laboratory events: white blood cell (WBC, 109/L), red blood cell (RBC, 109/L), hemoglobin (Hb, g/L),
platelet (PLT, 109/L), neutrophil (NC, 109/L), lymphocytotoxicity (LYM), hematokrit (HCT, L/L), immature/total (I/T)
neutrophil ratio, alanine aminotransferase (AST, U/L), total bilirubin (TBIL, μmol/L), serum albumin (ALB, g/L),
seroglobulin (GLB, g/L), C-reactive protein (CRP, mg/L), procalcitonin (PCT, mg/L), NC/LYM, creatine kinase
isoenzyme (CKMB, IU/L), blood urea nitrogen (BUN, mmol/L), creatinine (CR, μmol/L); (5) complications: jaundice,
anemia, feeding intolerance, apnea, polypnea, fever, hemorrhage tendency, hepatosplenomegaly, other comorbidities; (6)
outcome: duration of ICU stay.

Outliers and Missing Values
One infant had only microbiological characteristics without any other information data being deleted. In the data of the
remaining 297 infants, 5 missing values in 1 minute and 5 minutes respectively in Apgar score accounted for 1.69%, 2
missing values in standard prenatal examinations accounted for 0.68%, and 4 missing values in CKMB 1.35%, BUN had
3 deletions accounting for 1.01%, CR had 3 deletions accounting for 1.01%, I/T had 3 deletions accounting for 1.01%,
GLB, TBIL, ALB, ALT, AST has 1 missing value accounting for 0.34%, and multiple imputation method was used to
impute missing values.
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Statistical Analysis
Shapiro test was used to inspect the normality of the measurement data, and the continuous variables of the normal
distribution were represented by mean ± standard deviation (Mean ± SD). Measurement data of non-normal distribution
were exhibited as [M (Q1, Q3)]. The enumeration data were described as the number of cases and constituent ratio
N (%). Gamma regression is typically used in survival analyses. When trying to explain the distribution of waiting times
(or counts) with a long tail, gamma regression allows models to fit a distinct parameter to the variance of the counts that
does not need to be related to the mean. We performed univariate gamma regression analysis for independent variables
and multivariate gamma stepwise regression analysis for possible factors associated with the length of ICU stay. All
statistical tests were conducted by two-tailed test. P<0.05 was considered to be statistically significant. All statistical
analyses were performed using R version 4.0.3 (The R Foundation for Statistical Computing, Vienna, Austria).

Results
Baseline Characteristics of Newborns with Neonatal Septicemia
The baseline characteristics of newborns with neonatal septicemia are depicted in Table 1. A total of 297 infants were fulfilling
the criteria for admission to our study, out of them, 180 (60.61%) were male and 117 (39.39%) were female. The median birth
weight was 3100.00 (2395.00, 3400.00) g, the median length was 50.00 (47.00, 50.00) cm, the median gestational age was
38.57 (35.57, 39.86) weeks, and the median age was 6.00 (3.00, 14.00) days. The median TRIPS score was 1.00 (0.00, 13.00)
point. Among our participants, there were 251 (84.51%) people with a TRIPS score of <20, 152 (51.18%) were early onset
neonatal septicemia (EOS) and 145 (48.82%) were late onset neonatal septicemia (LOS). In the clinical outcome, 11 (3.70%)
patients died, the median length of ICU stay was 10.00 (8.00, 16.00) days.

Bacteriological Profile
The primary pathogenic microorganism of neonatal septicemia was Gram-positive bacteria. Among the gram-positive
bacteria, Staphylococcus epidermidis was the most common (100 isolates, 47.17%), followed by Streptococcus agalac-
tiae (Figure 1). Escherichia coli was found in more than 27 newborns (49.09%) with gram-negative bacteria (Figure 2),
and 18 newborns (52.94%) were infected with Candida parapsilosis among fungus (Figure 3).

Antibiotic Susceptibility Pattern
The susceptibility rate to the following drugs was high among Gram-positive bacteria: vancomycin, tigecycline, and
linezolid. None of the 27 strains of Escherichia coli were resistant to piperacillin (27/27, 100.00%), cefotetan (27/27,
100.00%), meropenem (27/27, 100.00%), and imipenem (27/27, 100.00%). Candida parapsilosis are sensitive to all
antifungal agents. The antibiotic susceptibility patterns are shown in Figure 4.

Univariate Gamma Regression Analysis
The results of the univariate analysis are depicted in Table 2. The result showed that birth weight [95% confidence interval (CI):
−0.086 to 0.359, P=0.234], body length (95% CI: −0.128 to −0.099, P<0.001), age at onset (95% CI: 0.027 to 0.045, P<0.001),
Apgar score of 1 min (95% CI: −0.438 to −0.211, P<0.001), Apgar score of 5 min (95% CI: −0.128 to −0.099, P<0.001), PICC
(95% CI: 1.027 to 1.441, P<0.001), parenteral nutrition (95% CI: 0.840 to 1.139, P<0.001), community-derived septicemia
newborn (95% CI: −0.519 to −0.157, P<0.001), newborns with septicemia transferred from other hospital (95% CI: 0.036 to
0.520, P=0.027), in hospital newborns (95% CI: 0.953 to 1.410, P<0.001), septicemia newborns whose parents give multiple
births (95% CI: 0.086 to 0.929, P=0.025), gestational age (95% CI: −0.148 to −0.116, P<0.001), TRIPS score (95% CI: 0.025 to
0.045, P<0.001), severe septicemia (95%CI: 0.505 to 1.076, P<0.001), LOS (95%CI: 0.481 to 0.848, P<0.001) were associated
with length of stay in the ICU.

Laboratory indicators such as the levels of RBC (95% CI: −0.513 to −0.232, P<0.001), Hb (95% CI: −0.015 to
−0.008, P<0.001), PLT (95% CI: −0.003 to −0.001, P<0.001), LYM (95% CI: −0.125, -0.028, P=0.006), HCT (95% CI:
−4.775, -2.283, P<0.001), I/T (95% CI: 0.785, 2.035, P<0.001), TBIL (95% CI: −0.005 to −0.003, P<0.001), ALB (95%
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CI: −0.101 to −0.067, P<0.001), GLB (95% CI: −0.062 to −0.018, P=0.002), CRP (95% CI: 0.001 to 0.010, P=0.005),
BUN (95% CI: 0.034 to 0.124, P<0.001) were found to be related to duration of ICU stay.

The result showed that duration of ICU was associated with microbiological characteristics, including Staphylococcus
epidermidis (95% CI: −0.911 to −0.524, P<0.001), Escherichia coli (95% CI: −0.776 to −0.031, P=0.026), Candida
parapsilosis (95% CI: 0.635 to 1.509, P<0.001), Staphylococcus hominis (95% CI: −0.866 to −0.001, P=0.037).

Among the symptoms, jaundice (95% CI: −0.739, -0.327, P<0.001), abnormal body temperature (95% CI: 0.201,
0.654, P<0.001), anemia (95% CI: 0.579 to 1.006, P<0.001), feeding intolerance (95% CI: 0.344 to 0.972, P<0.001),
apnea (95% CI: 0.713 to 1.287, P<0.001), polypnea (95% CI: 0.228 to 0.698, P<0.001), fever (95% CI: 0.146 to 0.605,
P=0.002), bleeding tendency (95% CI: 0.106 to 0.846, P=0.016), tachycardia (95% CI: 0.244 to 0.860, P<0.001),
decreased responsiveness (95% CI: 0.338 to 0.824, P<0.001), cyanosis (95% CI: 0.470 to 0.898, P<0.001), rash (95% CI:
−0.325 to 0.557, P<0.001) have been found to influence the length of stay in the ICU.

Table 1 Baseline Characteristics of Included Newborns

Variables Total (n = 297)

Gender, n (%)

Male 180 (60.61%)

Female 117 (39.39%)

Birth weight, M(Q1, Q3),(g) 3100.00 (2395.00, 3400.00)

Body length, M(Q1, Q3),(cm) 50.00 (47.00, 50.00)

Gestational age, M(Q1, Q3),(Week) 38.57 (35.57, 39.86)

Onset age, M(Q1, Q3), (Day) 6.00 (3.00, 14.00)

Apgar Score 1 min M(Q1, Q3), (Points) 9.00 (8.00, 10.00)

Apgar Score 5 min, M(Q1, Q3), (Points) 10.00 (9.00, 10.00)

PICC (Yes) 50 (16.84%)

Parenteral nutrition, (Yes) 133 (44.78%)

Patient sources

Obstetrics 108 (36.36%)

Outpatient 2 (0.67%)

Community 100 (33.67%)

Other hospital 40 (13.47%)

Hospital stay 47 (15.82%)

TRIPS Score, M (Q1, Q3), (Points) 1.00 (0.00, 13.00)

TRIPS Groups, n (%)

Severe (TRIPS Score ≥ 20) 46 (15.49%)

Non-severe (TRIPS Score < 20) 251 (84.51%)

Neonatal sepsis group, n (%)

EOS 152 (51.18%)

LOS 145 (48.82%)

Jaundice, n (%), (Yes) 153 (51.52%)

Anemia, n (%), (Yes) 84 (28.28%)

Feeding intolerance, n (%), (Yes) 40 (13.47%)

Apnea, n (%), (Yes) 38 (12.79%)

Polypnea, n (%), (Yes) 88 (29.63%)

Fever, n (%), (Yes) 105 (35.35%)

Hemorrhage tendency, n (%), (Yes) 28 (9.43%)

Hepatosplenomegaly, n (%), (Yes) 15 (5.05%)

Other comorbidities, n (%), (Yes) 193 (64.98%)

Outcomes

Survival state, n (%)

Survival 286 (96.30%)

Death 11 (3.70%)

Duration of ICU stay, M(Q1, Q3), (day) 10.00 (8.00, 16.00)

Hospitalization costs, M(Q1, Q3), (yuan) 16187.88 (11348.24, 37449.08)

Abbreviations: PICC, peripherally inserted central catheter; EOS, early-onset neonatal septicemia;
LOS, late-onset neonatal septicemia; ICU, intensive care unit.
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Multivariate Gamma Regression
Results of multivariate gamma regression are shown in Table 3. The result showed that the body length (95% CI: −0.044
to −0.004), low blood pressure (95% CI: −0.590 to −0.102), gestational age (95% CI: −0.059 to −0.009), the lever of PCT
(95% CI: −0.005 to −0.001), sources of patients in community patients (95% CI: −0.333 to −0.039), twins (95% CI:
−2.139 to −0.365), CKMB (95% CI: −0.001 to 0.000) were associated with the number of days in ICU. The number of
hospital stays decreased with each unit increase in the value of these variables.

For patients who were transferred from other hospital (95% CI: 0.016 to 0.354), septicemia during hospitalization
(95% CI: 0.411 to 0.825), the use of antibacterial drug during pregnancy (95% CI: 0.362 to 2.136), feeding intolerance
(95% CI: 0.127 to 0.437), bradycardia (95% CI: 0.196 to 0.838), septicemia newborns have complications (95% CI:
0.063 to 0.291), the onset age (95% CI: 0.006 to 0.023), TRIPS score (95% CI: 0.005 to 0.016), Streptococcus agalactiae
(95% CI: 0.14–0.539) and CRP level (95% CI: 0.002 to 0.005) were also related to ICU stay days. The number of
hospital stays increased when these variables increased by one unit.

Figure 1 Frequency of neonatal septicemia with Gram-positive bacteria.

Figure 2 Frequency of neonatal septicemia with Gram-negative bacteria.
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Discussion
Neonatal septicemia is one of the public health issues of global concern, and one of the main problems and challenges
faced by NICU.7 It is also an important reason for the high neonatal mortality rate and prolonged hospital stay.16 Timely
and appropriate diagnoses are particularly important for lowering morbidity, mortality, and hospitalization time.17 The

Figure 3 Frequency of neonatal septicemia with fungus.

Figure 4 Drug sensitivity for Gram-positive bacteria, Gram-negative bacteria and fungus; (A) drug sensitivity for Gram-positive bacteria; (B) drug sensitivity for Gram-
negative bacteria; (C) drug sensitivity for fungus.
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Table 2 Univariate Gamma Regression Results

Variables β 95% CI P

Baseline information
Gender (female) 0.135 (−0.086, 0.359) 0.234

Birth weight (g) −0.001 (−0.001, -0.001) <0.001

Body length (cm) −0.113 (−0.128, -0.099) <0.001
Onset age 0.036 (0.027, 0.045) <0.001

Apgar Score 1 min (points) −0.321 (−0.438, -0.211) <0.001

Apgar Score 5 min (points) −0.113 (−0.128, -0.099) <0.001
PICC (Yes) 1.229 (1.027, 1.441) <0.001

Parenteral nutrition (Yes) 0.989 (0.840, 1.139) <0.001
Patient sources

Obstetrics REF

Outpatient −0.416 (−1.227, 0.679) 0.382
Community −0.338 (−0.519, -0.157) <0.001

Other hospital 0.274 (0.036, 0.520) 0.027

Hospital stay 1.178 (0.953, 1.410) <0.001
Standardized prenatal care −0.139 (−0.497, 0.189) 0.425

Number of pregnancies

Multiple REF
Single −0.16 (−0.380, 0.062) 0.157

Parity

Single REF
Multiple 0.482 (0.086, 0.929) 0.025

Twins −0.923 (−2.371, 1.805) 0.341

Delivery modes
Cesarean REF

Vaginal delivery −0.125 (−0.353, 0.098) 0.277

Preeclampsia (Yes) 0.469 (−0.351, 1.585) 0.331
Premature rupture of membrane (Yes) 0.146 (−0.228, 0.564) 0.469

Fever (Yes) 0.136 (−0.239, 0.555) 0.5

Antibacterial drug use during pregnancy (Yes) 0.743 (−0.706, 3.473) 0.444
Antenatal hemorrhage (Yes) 0.956 (0.031, 2.277) 0.086

Gestational age (Week) −0.132 (−0.148, -0.116) <0.001

Complications (Yes) 0.835 (0.649, 1.018) <0.001
Disease severity
TRIPS score (points) 0.035 (0.025, 0.045) <0.001

TRIPS groups
Severe (Trips score ≥ 20) 0.781 (0.505, 1.076) <0.001

Neonatal sepsis groups

EOS REF
LOS 0.665 (0.481, 0.848) <0.001

Laboratory value
WBC (109/L) −0.006 (−0.018, 0.006) 0.454
RBC (109/L) −0.372 (−0.513, -0.232) <0.001

Hb (g/L) −0.011 (−0.015, -0.008) <0.001

PLT (109/L) −0.002 (−0.003, -0.001) <0.001
NC (109/L) −0.001 (−0.016, 0.016) 0.943

LYM (109/L) −0.077 (−0.125, -0.028) 0.006

HCT (L/L) −3.53 (−4.775, -2.283) <0.001
I/T neutrophil ratio 1.402 (0.785, 2.035) <0.001

ALT (U/L) 0.001 (−0.002, 0.005) 0.597

AST (U/L) 0 (−0.001, 0.001) 0.77

(Continued)
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present study was aimed to determine the pathogen and antimicrobial susceptibility of neonatal septicemia, and to
explore the influencing factors of ICU hospitalization days. The result demonstrated that the main causative pathogens of
neonatal septicemia in our hospital were Gram-positive bacteria, among which Staphylococcus epidermidis was the main
conditional pathogens; and among Gram-negative pathogens, Escherichia coli was most frequently isolated. Gram-
positive bacteria had higher susceptibility to vancomycin, tigecycline and linezolid. Escherichia coli were susceptive to
piperacillin, cefotetan, meropenem, and imipenem. Streptococcus agalactiae, for patients who were transferred from
other hospital, septicemia during hospitalization, the use of antibacterial drug during pregnancy, feeding intolerance,
bradycardia, septicemia newborns have complications, the onset age, TRIPS score, and CRP level were associated with
increased risk of ICU stay.

The result of our study showed that Gram-positive infection was found to be more common than Gram-negative and
fungal infection, which was supported by multiple studies.5,18,19 Sharma et al found that Gram-positive bacteria were the
most common cause of septicemia.18 In our study, Gram-positive bacteria have a higher sensitivity to vancomycin,

Table 2 (Continued).

Variables β 95% CI P

TBIL (μmol/L) −0.004 (−0.005, -0.003) <0.001

ALB (g/L) −0.084 (−0.101, -0.067) <0.001

GLB (g/L) −0.04 (−0.062, -0.018) 0.002
CRP (mg/L) 0.005 (0.001, 0.010) 0.005

PCT (mg/L) −0.002 (−0.006, 0.004) 0.475

NC/LYM 0.001 (−0.021, 0.029) 0.964
CKMB (IU/L) 0 (−0.001, 0.001) 0.568

BUN (mmol/L) 0.077 (0.034, 0.124) <0.001

Cr (μmol/L) 0.003 (−0.003, 0.009) 0.33
Microbiology features
Staphylococcus epidermidis (Yes) −0.719 (−0.911, -0.524) <0.001

Escherichia coli (Yes) −0.422 (−0.776, -0.031) 0.026
Candida parapsilosis (Yes) 1.044 (0.635, 1.509) <0.001

Staphylococcus haemolyticus (Yes) −0.001 (−0.454, 0.524) 0.998

Staphylococcus hominis (Yes) −0.46 (−0.866, -0.001) 0.037
Streptococcus agalactiae (Yes) −0.044 (−0.432, 0.391) 0.833

Symptom
Jaundice (Yes) −0.533 (−0.739, -0.327) <0.001
Anemia (Yes) 0.79 (0.579, 1.006) <0.001

Feeding intolerance (Yes) 0.646 (0.344, 0.972) <0.001

Apnea (Yes) 0.99 (0.713, 1.287) <0.001
Polypnea (Yes) 0.459 (0.228, 0.698) <0.001

Fever (Yes) 0.373 (0.146, 0.605) 0.002

Hemorrhage tendency (Yes) 0.457 (0.106, 0.846) 0.016
Hepatosplenomegaly (Yes) 0.305 (−0.162, 0.847) 0.234

Tachycardia (Yes) 0.541 (0.244, 0.860) <0.001

Bradycardia (Yes) −0.219 (−0.973, 0.39) 0.523
Hypotension (Yes) 0.033 (−0.433, 0.576) 0.896

Decreased responsiveness (Yes) 0.576 (0.338, 0.824) <0.001

Cyanosis (Yes) 0.682 (0.470, 0.898) <0.001
Emesis (Yes) 0.03 (−0.339, 0.440) 0.881

Rash (Yes) −0.451 (−0.706, -0.182) <0.001
Tic (Yes) 0.088 (−0.325, 0.557) 0.696

Abbreviations: PICC, peripherally inserted central catheter; EOS, early-onset neonatal septicemia; LOS, late-onset neonatal septicemia; WBC, white blood
cell; RBC, red blood cell; Hb, hemoglobin; PLT, platelet; NC, neutrophil; LYM, lymphocytotoxicity; HCT, hematokrit; I/T, immature/total; ALT, alanine
aminotransferase; AST, aspartate aminotransferase; TBIL, total bilirubin; ALB, serum albumin; GLB, seroglobulin; CRP, C-reactive protein; PCT, procalcitonin;
CKMB, creatine kinase isoenzyme; BUN, blood urea nitrogen; Cr, creatinine.
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tigecycline, and linezolid. A study20 evaluating the changing trend of neonatal septicemia and antibiotic susceptibility
pattern of isolates in Nepal has found that vancomycin showed 100% sensitivity towards gram-positive isolates similar to
the findings of Muley et al.21 Li et al found Escherichia coli was the most common Gram-negative bacteria in neonatal
septicemia,22 which was consistent with our findings. Our results demonstrated that Escherichia coli was 100% sensitive
to piperacillin, cefotetan, meropenem, and imipenem. These drugs might be able to apply to neonatal sepsis patients
infected with Escherichia coli. Ballot et al23 found that all the Escherichia coli’s tested susceptible to the 3rd-generation
cephalosporins. The relationship between antimicrobial use and drug resistance is complex. Possible factors involved in
the observed pattern of antibiotic resistance include pathogen-drug interactions, pathogen-host interactions, pathogen
mutation rates and transmission rate of pathogens to babies from mother, other babies or the environment.24 The ideal
choice for antimicrobial drugs is to cover the most common pathogens without providing selection pressure for antibiotic

Table 3 Multivariate Gamma Regression Results

Variables β 95% CI P

Baseline information
Body length −0.024 (−0.044, 0.004) 0.02

Patient source

Obstetric REF
Outpatient −0.107 (0.618, 0.496) 0.707

Community −0.187 (−0.333, -0.039) 0.016

Other hospital 0.183 (0.016, 0.354) 0.035
Hospital stay 0.617 (0.411, 0.825) <0.001

Parity
Single REF

Multiple −0.08 (−0.264, 0.111) 0.396

Twins −1.325 (−2.139, 0.365) 0.003
Antibacterial drug use during pregnancy (Yes) 1.177 (0.362, 2.136) 0.009

Feeding intolerance(Yes) 0.28 (0.127, 0.437) <0.001

Bradycardia (Yes) 0.529 (0.196, 0.838) 0.002
Hypotension (Yes) −0.35 (−0.590, -0.102) 0.01

Comorbidity (Yes) 0.177 (0.063, 0.291) 0.003

Gestational week −0.034 (−0.059, -0.009) 0.006
Onset age 0.014 (0.006, 0.023) 0.001

Disease severity
TRIPS score 0.01 (0.005, 0.016) <0.001
Neonatal sepsis groups

EOS REF

LOS −0.021 (−0.184, 0.142) 0.804
Microbiology features
Staphylococcus epidermidis (Yes) 0.011 (−0.118, 0.140) 0.861

Escherichia coli (Yes) −0.086 (−0.266, 0.098) 0.356
Candida parapsilosis (Yes) 0.035 (−0.195, 0.27) 0.765

Staphylococcus haemolyticus (Yes) 0.098 (−0.109, 0.315) 0.363

Staphylococcus hominis (Yes) −0.133 (−0.335, 0.076) 0.205
Streptococcus agalactiae (Yes) 0.337 (0.140, 0.539) 0.001

Laboratory value
CRP 0.003 (0.002, 0.005) <0.001
PCT −0.003 (−0.005, -0.001) 0.014

CKMB −0.001 (−0.001, 0.00) <0.001

Abbreviations: EOS, early-onset neonatal septicemia; LOS, late-onset neonatal septicemia; CRP, C-reactive protein; PCT, procalcitonin;
CKMB, creatine kinase isoenzyme.
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resistance.25 Ongoing surveillance of microbiological isolates and their sensitivity patterns is therefore an essential part
of antibiotic stewardship.

Of the assessed variables, the length of hospital stay showed significant association with the presence of
Streptococcus agalactiae in the present study, which is supported by a study26 that found that the clinical symptoms
of neonatal Streptococcus agalactiae sepsis are atypical, with significant changes in inflammatory indicators, long
hospital stay and high costs. Streptococcus agalactiae colonizes the gastrointestinal and genital tracts of around 20%
of pregnant women.27 Transmission from colonized mothers to their infants can occur before or during birth, and can
result in early onset disease (in the first 6 days of life), which may present with pneumonia, respiratory failure, or even
rapidly progressing bacteremia and septic shock. It has high morbidity rate, fatality rate and disability rate; late-onset
disease (7–89 days of age) can result from vertical transmission but also from nosocomial or community transmission,
which is usually characterized by high fever as the first symptom, is easy to be combined with purulent meningitis, which
can lead to serious neurological sequelae and irreversible damage such as hearing loss.4,28 Streptococcus agalactiae was
reported to be likely to cause severe sepsis in neonates.29 Intravenous antibiotics given to the mother during labor can
prevent early-onset disease, and intrapartum antibiotic prophylaxis has been adopted in many countries.30,31 Such
strategies are based either on identifying at-risk women using swab-based screening or on the presence of clinical risk
factors.32 However, intrapartum antibiotic prophylaxis does not prevent late onset disease.33 Globally, surveillance data
demonstrated a uniform susceptibility of Streptococcus agalactiae strains to penicillin/ampicillin and most β-lactams for
more than 50 years.34 However, the emergence of strains with reduced susceptibility to penicillin has been very recently
reported.35 The increasing number of multi-resistant strains is a serious matter of concern. Newborns are in transition
from a sterile intrauterine environment to a coexistence with microorganisms, which probably facilitates expansion and
invasion of potentially pathogenic bacteria.36 The neonatal immune system is vulnerable due to characteristics including
decreased cellular activity, underdeveloped complement systems, preferential anti-inflammatory responses, and insuffi-
cient pathogenic memory.37 Several components of the clearance apparatus, such as directed movement of the micro-
organism, expression of adhesion molecules, phagocytosis and the intracellular killing of Streptococcus agalactiae, are
also deficient in newborns.38,39 Excessive inflammatory response, clinical manifestations, severity of complications of
streptococcus agalactiae septicemia, antibiotic resistance, and neonatal self-limited conditions possibly contribute to
prolonged hospital stay in neonatal Streptococcus agalactiae sepsis. In addition, neonatal Streptococcus agalactiae sepsis
can lead to a low level of WBC in newborns, and WBC level is correlated with the severity and prognosis of the
disease.40 In clinical practice, attention should be paid to neonatal Streptococcus agalactiae sepsis, and various methods
should be adopted to improve the detection rate of neonatal Streptococcus agalactiae sepsis, antibiotic treatment should
be given in time, so as to reduce the length of stay in ICU and related complications or adverse outcomes.

Although the transfer to a high-level NICU is necessary for critically ill newborns to receive specialized care,
a transfer is potentially hazardous and is associated with a very high level of risk.41 Transfers may be associated with
adverse outcomes, including delays in care, increased likelihood of ICU stay, and longer lengths of stay.42 In this study,
patients who were transferred from another hospital had a longer ICU stay. Similarly, a study evaluating transfer
hospitalizations for pediatric severe sepsis or septic shock has found that transferred children had longer hospitalization
and accrued higher charges than non-transferred children.43 A study showed that remoteness of the referral hospital and
longer duration of transport are associated with increased hospital lengths of stay.44 Besides, longer hospitalization
among the transfer hospitalizations appeared commensurate with the severity of patient illness.43 We also found that
TRIPS score, which was used to assess the clinical severity of infants at the time transport45 was performed, was related
to an increased hospital length of stay. Knowledge of the transfer process and the severity of disease risk associated with
the transfer provides information on the assessment of the neonatal transport and may reduce the length of stay and
decrease adverse outcomes.

A key strength of this study is the data collection using a consistent gold standard for the diagnosis of neonatal
septicemia, which makes our results more credible. This study has to be seen in light of some limitations; first, this was
a single-center study with a relatively small sample size, which might either lack the scientific precision or external
validity needed to assist widespread changes in practice. Second, we did not monitor long-term outcomes in patients with
neonatal sepsis. Herein, long-term, multicenter, and prospective clinical studies are therefore suggested in future.
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Conclusion
Our study demonstrated that Staphylococcus epidermidis, Escherichia coli, and Candida parapsilosis remain to be the
principal organisms responsible for neonatal septicemia in the ICU. Gram-positive bacteria and Escherichia coli had
a higher proportion of drug sensitivity. Besides, Streptococcus agalactiae was associated with increased risk of ICU stay.
This study summarized common pathogens and associated drug sensitivity, and factors influencing ICU stay length,
prompting us to strengthen nosocomial infection control and formulate discriminating plans to prevent infections,
reducing morbidity and length of ICU stay.
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