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The authors have requested that the following change be made to their paper [1].

1. The Original Article’s Figure 4 Lacked Raw Data Points as Intended

Figure 4’s box-and-whisker plot was originally intended to show raw data points.
These points were unfortunately lost.

(a) phnd (log2 DESeq2 normalized counts)

E.
E=
4_
2.
® (.
g 0{—— — —
o
E (b) Marivita (log2 counts per million)
= -154
]
er!

_2[]- ——
- + T B
]

-30
P L S S S S T T S S
N ) Q)?D I\—\“@@ \_\qPQ & "b\é\ ‘Qﬁ& @“ﬁ @}-@ & \'?‘? q@'@ q@'{b {i‘a\b @{\ @{\
& F & P ¥ F &£ & & @ P F
-+ @f? Cﬁb‘ﬁﬁo@ & é@@‘ CPD \Z@e -s}db &>
27 8 = =
o 5 5
Ecosystem

2. This Should Be Replaced with

Figure 4 should be updated to show the raw data points, enabling readers to see the
sample size of each ecosystem, as well as the full spread of variation in the data. The
original article has been updated.
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