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Abstract: With an overall survival rate of 2-9% at 5 years, pancreatic ductal adenocarcinoma (PDAC)
is currently the fourth leading cause of cancer-related deaths in the industrialized world and is
predicted to become the second by 2030. Owing to often late diagnosis and rare actionable molecular
alterations, PDAC has not yet benefited from the recent therapeutic advances that immune check-
point inhibitors (ICI) have provided in other cancer types, except in specific subgroups of patients
presenting with tumors with high mutational burden (TMB) or microsatellite instability (MSI). The
tumor microenvironment (TME) plays a substantial role in therapeutic resistance by facilitating
immune evasion. An extracellular stromal protein, Big-h3/TGFp4i, is involved in the pathogenesis of
PDAC by hampering T cell activation and promoting stiffness of the TME. The study BIGHPANC
included 41 patients with metastatic PDAC, and analyzed pig-h3 levels in serum and tumor samples
to assess the Big-h3 prognostic value. fig-h3 serum levels are significantly associated with overall
survival (HR 2.05, 95%CI 1.07-3.93; p = 0.0301). Our results suggest that ig-h3 serum levels may be
considered a prognostic biomarker in patients with metastatic PDAC.

Keywords: pancreatic adenocarcinoma; pancreatic cancer; BIGHPANC; TGFbeta; immune checkpoint
inhibitors; prognostic analysis

1. Introduction

Pancreatic adenocarcinoma (PDAC) incidence in 2020 accounted for 495,773 cases and
mortality for 466,003 cases according to GLOBOCAN. While significant advances have
been made in the treatment of other solid cancers during the last 20 years, the survival of
PDAC patients remains low, with a 5-year survival rate of 10%. Owing to the absence of
reliable diagnostic biomarkers or clinical symptoms, about 85% of PDACs are diagnosed at
a metastatic or locally advanced stage, partly explaining low survival rates [1,2]. PDAC
treatment is based on surgery when feasible and adjuvant chemotherapy. In stage IV,
the treatment mostly relies on two different chemotherapy regimens: FOLFIRINOX and
gemcitabine plus nab-paclitaxel [3,4]. Recently, olaparib has been approved in patients
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with germline BRCA mutation, as maintenance therapy after disease control with a first-
line platinum-based chemotherapy regimen [5]. Contrary to other cancer types, immune
checkpoint inhibitors (ICI) did not show improved outcomes in PDAC, except when high
tumor mutational burden (TMB) or microsatellite instability (MSI) are evidenced [6,7]. The
nature of the tumor microenvironment (TME) may prevent efficient immune responses [8].
Our group previously demonstrated that PDAC stromal cells showed a high secretion of 68
kDa protein ig-h3, also known as a transforming growth factor p-induced gene product
[TGERi], in the extracellular matrix (ECM), which severely curtails T cell activation [9,10]
and macrophage polarization [11,12]. Furthermore, the use of a neutralizing antibody
against ig-h3 in a pre-clinical mouse model of PDAC reduced the tumor growth by
enhancing cytotoxic CD8* T cell responses [10]. Since pig-h3 is not only secreted in the
pancreatic tumor but also released in the patient’s serum, we aimed to study Big-h3 tumor
and serum expression levels in PDAC patients. The study BIGHPANC (NCT03472716)
initiated in May 2018, enrolling patients with PDAC from stage I to IV, aimed to measure pig-
h3 tumor and serum expression levels and to determine the most appropriate conditions
for Big-h3 quantitative rates in liquid biopsies. We present results issued from the recently
completed cohort of patients with stage IV PDAC.

2. Material and Methods
2.1. Patients and Data Collection

The non-interventional prospective study BIGHPANC consecutively enrolled adult
(>18 years) patients with PDAC, from stage I to IV according to the Tumour Node Metasta-
sis International Union against Cancer (TNM/IUCC) classification, treated at the Centre
Léon Bérard (Lyon, France). Main inclusion criteria were: (1) histologically/cytologically
proven PDAC and (2) no systematic treatment initiated. All patients provided a written
informed consent. Then, a 5 mL blood sample and a tumor sample (surgical piece or tumor
biopsy at initial diagnosis) were collected. In case of relapse, new samples of blood and
tumor may be required. This prospective cohort planned to recruit 45 stage IV patients. The
study received local approval from the ethics committee (Lyon Sud-Est IV) and declared
with ID-IRCB number 2017-A03590-53. The study complied with the law of January 1978
(78-17) related to computing, data, and freedom known as ‘computing and freedoms’, and
with rules 2016/679 of the European Parliament of 25 May 2018 concerning the general
data protection regulation (GDPR) MR-004.

The study was initiated on 22 May 2018, and PDAC cohorts (stage I-III) are still open
to recruitment; the stage IV PDAC cohort completed inclusions on 31 May 2020.

2.2. Evaluation Criteria

The primary objective of the study was to assess the correlation between the Big-
h3 protein expression level in a tumor microenvironment and PDAC at the TNM/UICC
stage. Secondary objectives included assessment of the correlation between the Big-h3
protein serum level and PDAC at the TNM/UICC stage, CD8" T cell immune infiltrate,
and overall survival.

2.3. Statistical Methods

Descriptive statistics were used to compare patient and tumor baseline characteristics
between groups. Fisher’s exact test was performed for categorical data and t-test or
Wilcoxon rank sum test for continuous data. p values < 0.05 were considered statistically
significant. Overall survival was calculated from the date of initial diagnosis to the date
of death or censored at the date of the latest news. Progression-free survival (PFS) was
calculated from the date of initial diagnosis to the date of the first event, defined as
progression or death from any cause or censored at the date of the latest news. Survival
curves with associated log-rank tests were generated using the Kaplan-Meier method.
Median follow-up was calculated using reverse Kaplan-Meier estimation. Univariate and
multivariate Cox proportional hazards models were used to identify potential prognostic



J. Pers. Med. 2022, 12, 623

30f9

factors. Only sufficiently informative variables (showing less than 10% of missing data)
with p values < 0.20 in the univariate analysis were used for the multivariate model.
A stepwise backward selection using p =0.05 threshold was performed to generate the
final multivariate model. Hazard ratios (HRs) are presented with 95% confidence intervals
(CI). All statistical analyses were performed using SAS version 9.4 (SAS Institute Inc., Cary,
NC, USA).

2.4. Biological Analysis Methods

Serum Pig-h3 levels were determined by enzyme-linked immunosorbent assay (ELISA)
kits (DY2935, R&D System) and analyzed using GraphPad Prism version 8 (GraphPad
Software, San Diego, CA, USA). Immunohistochemistry analysis and phenotyping for
tumor-infiltrating leucocytes were performed on four-micron-thick sections of formalin-
fixed, paraffin-embedded (FFPE) PDAC tissue samples with antibodies against CD8 (clone
SP57, Roche Ventana) and CD163 (10D6, Novacastra Leica). ig-h3 staining was performed
using anti-TGFBI Atlas Ab (HPA017019, Sigma). The specimens were analyzed by an expert
pathologist. All IHC procedures were performed in a fully closed platform (BenchMark
XT, Ventana/Roche). Negative controls were performed using healthy tissue. CD8" T cells
were numbered as the mean value of counts in each of three representative high-power
microscopic fields, representing approximately 1 mm?. The area of CD163 staining was
determined by Fiji software in pixel units. The results are expressed in the pixel area of
the whole biopsy section. Statistical analysis was performed using Student t-test with
GraphPad Prism software. * p < 0.05 were considered statistically significant.

3. Results

A total of 45 patients with stage IV metastatic PDAC were included. Forty-one patients
had suitable samples for $ig-h3 serum analysis and the median Big-h3 level (3957.7 ng/mL;
range 214-31,143) was used as a cut-off to differentiate low (n = 21) and high (n = 20) Big-h3
serum level subgroups. Seven patients had available tumor samples. Missing samples
mainly resulted from administrative issues since diagnoses were either performed in other
hospitals (transfer issues) or only used cytological samples. Patient characteristics are
summarized in Table 1. The median age was 65 years (range 41-78) and most of them
were diagnosed with synchronous metastases, involving the liver (73.2%), the lymph nodes
(39.0%), and the peritoneum (24.4%), with a median number of two metastatic sites (range
1-4). Furthermore, 80.5% of the patients were ECOG-PS 0-1. Only one patient had a history
of pancreatic surgery for his primary tumor. Forty patients were treated with chemotherapy,
with a median number of two lines of treatment (range 1-4) and FOLFIRINOX (72.5%)
being the most frequently used regimen in the first-line setting.

Table 1. Patient and tumor characteristics.

Alln =41 Big-h3 Test
Low (n =21) High (n = 20)
Age Wilcoxon
Median (min; max) 65.0 (41; 78) 61.0 (41, 76) 67.0 (45; 78) p=0.196
Gender '
Female 13 (31.7%) 10 (47.6%) 3 (15.0%) FISh_eg %Z;Ct
Male 28 (68.3%) 11 (52.4%) 17 (85.0%) p=5
Performance Status (ECOG)
0 3 (7.3%) 1 (4.8%) 2 (10.0%) Fisher Exact
1 33 (80.5) 17 (81.0%) 16 (80.0%) p =1.000
2 5 (12.2%) 3 (14.3%) 2 (10.0%)
Tobacco .
Never 22 (53.7%) 12 (57.1%) 10 (50.0%) FISh_eg E’ggd
Current/former 19 (46.3%) 9 (42.9%) 10 (50.0%) p=5
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Table 1. Cont.

ig-h3
Alln =41 Big Test
Low (n =21) High (n = 20)
Diabetes .
No 34 (82.9%) 18 (85.7%) 16 (80.0%) FISh_eB Eé’g‘;“
Yes 7 (17.1%) 3 (14.3%) 4 (20.0%) p=5
Primary tumor localization
Head 14 (34.1%) 7 (33.3%) 7 (35.0%) Fisher Exact
Body 15 (36.6%) 5 (23.8%) 10 (50.0%) p=0.111
Tail 12 (29.3%) 9 (42.9%) 3 (15.0%)
Metastatic site (at diagnosis)
Liver Fisher Exact
No 11 (26.8%) 7 (33.3%) 4 (20.0%) p=0.484
Yes 30 (73.2%) 14 (66.7%) 16 (80.0%)
Lung .
No 34 (82.9%) 17 (81.0%) 17 (85.0%) FISh_e; %’Sg“
Yes 7 (17.1%) 4 (19.0%) 3 (15.0%) p==
Peritoneum .
No 31 (75.6%) 14 (66.7%) 17 (85.0%) F‘“‘_%g;;“
Yes 10 (24.4) 7 (33.3%) 3 (15.0%) p=5
Lymph nodes .
No 25 (61.0%) 15 (71,4%) 10 (50%) F‘Sh_eg E’Sg“
Yes 16 (39.0%) 6 (28.6%) 10 (50%) p=5
Bone .
No 37 (90.2%) 19 (90.5%) 18 (90.0%) F‘Sh_e; %’Sg“
Yes 4(9.8%) 2 (9.5%) 2 (10.0%) p==
Number of metastatic sites
1 20 (48.8%) 13 (61.9%) 7 (35.0%) .
2 12 (29.3%) 3 (14.3%) 9 (45.0%) Wl_lco";‘l’g
3 7 (17.1%) 3 (14.3%) 4(20.0%) p=5
4 2 (4.9%) 2 (9.5%) 0 (0.0%)
Median (min; max) 2.0(1;4) 1.0 (1;4) 2.0(1;3)
Differentiation grade
Unknown 2 0 2 .
Low 8 (20.5%) 7 (33.3%) 1(5.6%) FISh_eg %’ggd
Intermediate 24 (61.5%) 12 (57.1%) 12 (66.7%) p=>5
High 7 (17.9%) 2 (9.5%) 5 (27.8%)
Ca 19-9 at diagnosis (Ul/1) .
Median (min; max) 2497.0 2497.0 2027.0 Wl_lcg”;g;
! (9; 128600) (10; 128600) (9; 84720) p=5
CEA at diagnosis (ng/mL) Wilcoxon
Median (min; max) 8.0 (2; 810) 8.0 (2; 258) 8.5 (2; 810) p = 0.666
Chemotherapy lines number
1 8 (20.0%) 2 (9.5%) 6 (31.6%) .
2 15 (37.5%) 8 (38.1%) 7 (36.8%) FISh_eg gggd
3 14 (35.0%) 9 (42.9%) 5 (26.3%) p=5
4 3 (7.5%) 2 (9.5%) 1(5.3%)
Chemotherapy regimen (L1)
FOLFIRINOX 29 (72.5%) 15 (71.4%) 14 (73.7%) Ficher Exact
Gemcitabine /nab-paclitaxel 1 (2.5%) 1 (4.8%) 0 (0.0%) ~1.000
Gemcitabine 3 (7.5%) 2 (9.5%) 1 (5.3%) p==
Other 7 (17.5%) 3 (14.3%) 4(21.1%)
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3.1. Big-h3 Serum Levels Significantly Correlate with Overall Survival in Stage [V PDAC

With a median follow-up of 32.2 months (95%CI 32.2-37.5), the median overall survival
of the entire stage IV cohort was 12.8 months (95%CI 8.4-14.8). Patients with low Big-
h3 serum levels showed a significantly longer overall survival compared with the high
Big-h3 serum level group (median OS: 14.8 months, 95%CI 9.7-21.3 versus 10.2 months
95%CI 3.0-13.1) (HR 2.05 1.07-3.93; p = 0.0301) (Figure 1, Table 2). Furthermore, the ig-h3
level remained a significant predictor for OS in a multivariate Cox regression model after
adjusting for ECOG-PS and NLR (HR = 2.33 (95%CI 1.17—4.63) p= 0.0156) (Table 3). No
significant correlation (p = 0.2577) between Big-h3 serum levels and PFS was detected.

Logrank P-value: 0.0270 + Censor

21
20

2 4 6 8 10 12 14 16 188 20 22 24 26 28 30 32 34 36 38 40

OS (Months)
21 21 20 16 13 13 11 8 7 7 5 5 3 2 2 2 1 1 0
177 15 13 12 10 9 5 5 3 2 1 1 1

Figure 1. Overall survival according to fig-h3 serum levels. Overall survival was calculated from
the date of initial diagnosis to the date of death or censored to the date of the latest news. Survival
curves with associated log-rank tests were generated using the Kaplan-Meier method.
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Table 2. Analysis for overall survival.

Event/Total Median Hazard Ratio Survival Estimates Value
(95% CI) KM (95% CI) €% (95% CI) KM P
Big-h3_cut-off 0.0270 *
6 months:
0.95 (0.71-0.99)
Low 18/21 14.8 (9.7-21.3) Reference 12 months:
T ’ 0.65 (0.40-0.82)
24 months:
0.25 (0.09-0.45)
6 months:
0.65 (0.40-0.82)
. 12 months:
High 20/20 10.2 (3.0-13.1) 2.05 (1.07-3.93) 0.45 (0.23-0.65)
24 months:
0.05 (0.00-0.21)
KM Kaplan-Meier method; “°* Cox model; * Logrank test.
Table 3. Uni- and multi-variate analysis for overall survival (Cox regression).
Univariate Cox Model Multivariate Cox Model
HR CI95% p Value HR CI95% p Value
Big-h3 Low
(cut-off median) High 2053  [1.07-3.93] 0.0301 2332 [1.174—4.633] 0.0156
0-1
ECOG-PS 23,4 1997  [0.76-5.23] 0.1591 2.964 [1.044-8.418] 0.0413
<65
A
8¢ >65 1139 [0.60-2.16] 0.6911
Li No 0.0561 ns
1ver metastases Yes 2093 [0.98-4.46] :
CA19-9 Low 03118
(cut-off median) High 1.397 [0.73-2.67] ’
Neutrophil-to-lymphocyte <5
ratio >5 5068  [1.85-139] 00016 4962 [1.764-13.964] 0.0024
F
Gender M 2038 [097-427] 0053 ns

3.2. Big-h3, CD8, and CD163 Staining in Tumor Biopsies

Tumor sections were used for Big-h3, CD8, and CD163 staining. IHC revealed that
Big-h3 expression was fibrillar as previously reported [3] (Figure 2). The infiltration of
CD8" T cells and CD163* macrophages is shown in Figure 2. In the high Big-h3 serum
level group, we observed a significant increase in infiltrating CD8* T cells compared to
the low Big-h3 serum level group (Figure 2C). However, CD8" T cells were trapped in the
stromal compartment and were not in direct or close contact with the tumor lesions. In
addition, we also noticed a trend toward a stronger CD163 macrophage recruitment in this
group (Figure 2B). It is noteworthy that no correlation between ig-h3 serum levels and
Big-h3 expression in the tumors was observed, since ig-h3 was expressed in all seven
available samples from four patients with low pig-h3 serum levels and three patients with
high Big-h3 serum levels.
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Figure 2. Big-h3, CD163, and CD8 staining in pancreas biopsies. (A) Immunohistochemistry staining
of pancreatic biopsies for 2 patients with low and high Big-h3 serum levels stained for 3ig-h3, CD163,
and CD8. Quantification of the CD163 staining area (B) of CD8* T cells number (C) and in 7 patients.
** p < 0.01. HPF: high-power field. Scale bar 100 um.

4. Discussion

This report is the first to study the prognostic role of 3ig-h3 serum levels in PDAC
stage IV patients and these promising results encourage further evaluation of ig-h3 as
a non-invasive prognostic biomarker in this disease. Few available prognostic factors for
stage IV PDAC are mainly clinical; these are represented by poor Karnofsky performance-
status scores, synchronous metastases, hepatic metastases, low baseline albumin levels,
and ages above 65 years [3,4]. Research on new biomarkers is critical for clinicians in
order to assist in accurate cancer diagnoses at early stages, to better determine prognosis,
and/or to appropriately select treatment and such contributive tools that would benefit
patients with PDAC. Until now, carbohydrate antigen 19-9 (CA 19-9) has been the only
biomarker routinely used in the clinic, mainly for its prognostic role in resectable PDAC [13].
However, its prognostic value has not been established and it cannot be considered a reliable
independent prognostic biomarker, both in asymptomatic patients or patients with stage
IV PDAC. Furthermore, CA 19-9 levels may increase in nonmalignant diseases or in other
cancers, and may be absent in 5-10% of the patients who do not display the sialyl Lewis
epitope; thus, there is room for improvement, both in early diagnosis and prognostic
stratification [14]. Our previous experiments in mice showed that Big-h3 expression is
induced by pancreatic intraepithelial neoplasias (PanINs) and is maintained in cancers [10].
The present study shows that $ig-h3 serum levels significantly and independently correlate
with overall survival in patients with stage IV PDAC. Our present results need to be
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confirmed in larger cohort of patient with stage IV PDAC in which the correlation between
the [beta]ig-h3 tumor staining and serum level is to be explored, because tumor samples
failed to be available for such experiment in this cohort owing to transfer/administrative
constraints. It has been reported that in gestastional diabetes there was an increase of tgbi
mRNA in the plasma [15]. Therefore, further investigation in correlation with other related
physipathological states/diseases should be pursued.. Lastly, results from the ongoing
stages I-III BIGHPANC cohorts will be of crucial importance to validate the increase in
Big-h3 serum levels from stage I to stage IV. Furthermore, 3ig-h3 level could be assessed at
diagnosis in PDAC patients at high-risk (i.e., patients >50 years with new onset of diabetes,
patients who smoke tobacco, patients with known BRCA germline mutation, etc.).

Besides its role as a prognostic factor, fig-h3 could also present a therapeutic interest.
Indeed, our data suggest the existence of an immunosuppressive TME in patients with
high pBig-h3 levels. Based on previous results in mice showing that in vivo Big-h3 depletion
reduced tumor growth, this protein should be explored as a promising target in patients
with PDAC. Our current work consequently focused in generating a humanized anti-Big-h3
AbD for testing in a clinical setting, to confirm the promising immunological role of stromal
extracellular matrix protein 3ig-h3 in pancreatic cancer [16,17].

5. Conclusions

We demonstrate here that high Big-h3 serum levels are associated with poor prognosis
in stage IV PDAC. Further investigation should shed light on the use of this marker as a
companion test in therapy.

Author Contributions: Conceptualization, A.H. and C.d.1L.E; methodology S.C., E.B.; software, S.C.;
investigation, C.d.LF, M.R. (Maxime Raddaz), O.M., A.C.-]., PG. (Pia Gamradt), M.S., PR, PE-D.,
C.C,,LR.-C., PP, PM., M.R. (Michel Rivoire), A.D., P.G. (Pierre Guibert), I.T., S.B.; data curation, S.C.;
writing—original draft preparation A.H. and C.d.LF; writing—review and editing A.H. and C.d.LF;
supervision, A.H. and C.d.1.F;; project administration, A.H. and C.d.LF,; funding acquisition, A.H.
and C.d.L.E. All authors have read and agreed to the published version of the manuscript.

Funding: This study was supported by grants from Association de Recherche sur le Cancer ARC
(A.H.), Bristol Meyers Squibb Foundation (A.H.), INSERM Transfert (A.H.), Sanofi iAward (A.H),
INCa AAP 2019, Fondation de France (A.H. and Pia Gamradt), and Centre Léon Bérard (A.H. and
C.d.1F).

Institutional Review Board Statement: The study was conducted in accordance with the Declaration
of Helsinki, and approved by the Institutional Review Board (Lyon Sud-Est IV) and declared with
ID-IRCB number 2017-A03590-53 protocol code.

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.
Data Availability Statement: Data is contained within the article.

Conflicts of Interest: The authors declare no conflict of interest.

References

1.  Khalaf, N.; El-Serag, H.B.; Abrams, H.R.; Thrift, A.P. Burden of Pancreatic Cancer: From Epidemiology to Practice. Clin.
Gastroenterol. Hepatol. 2021, 19, 876-884. [CrossRef]

2. Mizrahi, J.D.; Surana, R.; Valle, ].W.; Shroff, R.T. Pancreatic Cancer. Lancet 2020, 395, 2008-2020. [CrossRef]

3.  Conroy, T.; Desseigne, F; Ychou, M.; Bouché, O.; Guimbaud, R.; Bécouarn, Y.; Adenis, A.; Raoul, J.-L.; Gourgou-Bourgade, S.;
de la Fouchardiere, C.; et al. FOLFIRINOX versus Gemcitabine for Metastatic Pancreatic Cancer. N. Engl. |. Med. 2011, 364,
1817-1825. [CrossRef]

4. Von Hoff, D.D.; Ervin, T.; Arena, EP.; Chiorean, E.G.; Infante, J.; Moore, M.; Seay, T.; Tjulandin, S.A.; Ma, W.W.; Saleh, M.N; et al.
Increased Survival in Pancreatic Cancer with Nab-Paclitaxel plus Gemcitabine. N. Engl. ]. Med. 2013, 369, 1691-1703. [CrossRef]
[PubMed]

5.  Golan, T.; Hammel, P.,; Reni, M.; Van Cutsem, E.; Macarulla, T.; Hall, M.].; Park, J.-O.; Hochhauser, D.; Arnold, D.; Oh, D.-Y.; et al.

Maintenance Olaparib for Germline BRCA-Mutated Metastatic Pancreatic Cancer. N. Engl. J. Med. 2019, 381, 317-327. [CrossRef]


http://doi.org/10.1016/j.cgh.2020.02.054
http://doi.org/10.1016/S0140-6736(20)30974-0
http://doi.org/10.1056/NEJMoa1011923
http://doi.org/10.1056/NEJMoa1304369
http://www.ncbi.nlm.nih.gov/pubmed/24131140
http://doi.org/10.1056/NEJMoa1903387

J. Pers. Med. 2022, 12, 623 90f9

10.

11.

12.

13.

14.

15.

16.

17.

Marabelle, A.; Le, D.T.; Ascierto, P.A.; Di Giacomo, A.M.; De Jesus-Acosta, A.; Delord, J.-P.; Geva, R.; Gottfried, M.; Penel, N.;
Hansen, A.R; et al. Efficacy of Pembrolizumab in Patients With Noncolorectal High Microsatellite Instability /Mismatch
Repair-Deficient Cancer: Results from the Phase II KEYNOTE-158 Study. J. Clin. Oncol. 2019, 38, JCO1902105. [CrossRef]
[PubMed]

Marabelle, A.; Fakih, M.; Lopez, J.; Shah, M.; Shapira-Frommer, R.; Nakagawa, K.; Chung, H.C.; Kindler, H.L.; Lopez-Martin, J.A ;
Miller, W.H.; et al. Association of Tumour Mutational Burden with Outcomes in Patients with Advanced Solid Tumours Treated
with Pembrolizumab: Prospective Biomarker Analysis of the Multicohort, Open-Label, Phase 2 KEYNOTE-158 Study. Lancet
Oncol. 2020, 21, 1353-1365. [CrossRef]

Gamradt, P.,; De La Fouchardiere, C.; Hennino, A. Stromal Protein-Mediated Inmune Regulation in Digestive Cancers. Cancers
2021, 13, 146. [CrossRef] [PubMed]

Patry, M.; Teinturier, R.; Goehrig, D.; Zetu, C.; Ripoche, D.; Kim, L.-S.; Bertolino, P.; Hennino, A. Big-H3 Represses T-Cell Activation
in Type 1 Diabetes. Diabetes 2015, 64, 4212—4219. [CrossRef] [PubMed]

Goehrig, D.; Nigri, ].; Samain, R.; Wu, Z.; Cappello, P.; Gabiane, G.; Zhang, X.; Zhao, Y.; Kim, I.-S.; Chanal, M.; et al. Stromal
Protein Big-H3 Reprogrammes Tumour Microenvironment in Pancreatic Cancer. Gut 2019, 68, 693-707. [CrossRef] [PubMed]
Lecker, L.S.M.; Berlato, C.; Maniati, E.; Delaine-Smith, R.; Pearce, O.M.T.; Heath, O.; Nichols, S.J.; Trevisan, C.; Novak, M.;
McDermott, J.; et al. TGFBI Production by Macrophages Contributes to an Immunosuppressive Microenvironment in Ovarian
Cancer. Cancer Res. 2021, 81, 5706-5719. [CrossRef] [PubMed]

Bachy, S.; Wu, Z.; Gamradt, P,; Thierry, K.; Milani, P.; Chlasta, J.; Hennino, A. Big-H3-Structured Collagen Alters Macrophage
Phenotype and Function in Pancreatic Cancer. iScience 2022, 25, 103758. [CrossRef]

Palmquist, C.; Dehlendorff, C.; Calatayud, D.; Hansen, C.P; Hasselby, J.P.; Johansen, J.S. Prediction of Unresectability and
Prognosis in Patients Undergoing Surgery on Suspicion of Pancreatic Cancer Using Carbohydrate Antigen 19-9, Interleukin 6,
and YKL-40. Pancreas 2020, 49, 53-61. [CrossRef] [PubMed]

Giannis, D.; Moris, D.; Barbas, A.S. Diagnostic, Predictive and Prognostic Molecular Biomarkers in Pancreatic Cancer: An
Overview for Clinicians. Cancers 2021, 13, 1071. [CrossRef] [PubMed]

Zhou, H.; Chen, P; Dai, F; Wang, J. Up-regulation of TGFBI and TGFB2 in the plasma of gestational diabetes mellitus patients
and its clinical significance. Ir. J. Med. Sci. 2021. [CrossRef] [PubMed]

Helms, E.; Onate, M.K.; Sherman, M.H. Fibroblast Heterogeneity in the Pancreatic Tumor Microenvironment. Cancer Discov. 2020,
10, 648-656. [CrossRef] [PubMed]

Bauer, C.A. Immunosuppressive Big-H3 Links Tumour Stroma and Dysfunctional T Cells in Pancreatic Cancer. Gut 2019, 68, 581.
[CrossRef] [PubMed]


http://doi.org/10.1200/JCO.19.02105
http://www.ncbi.nlm.nih.gov/pubmed/31682550
http://doi.org/10.1016/S1470-2045(20)30445-9
http://doi.org/10.3390/cancers13010146
http://www.ncbi.nlm.nih.gov/pubmed/33466303
http://doi.org/10.2337/db15-0638
http://www.ncbi.nlm.nih.gov/pubmed/26470788
http://doi.org/10.1136/gutjnl-2018-317570
http://www.ncbi.nlm.nih.gov/pubmed/30415234
http://doi.org/10.1158/0008-5472.CAN-21-0536
http://www.ncbi.nlm.nih.gov/pubmed/34561272
http://doi.org/10.1016/j.isci.2022.103758
http://doi.org/10.1097/MPA.0000000000001466
http://www.ncbi.nlm.nih.gov/pubmed/31856080
http://doi.org/10.3390/cancers13051071
http://www.ncbi.nlm.nih.gov/pubmed/33802340
http://doi.org/10.1007/s11845-021-02838-2
http://www.ncbi.nlm.nih.gov/pubmed/34792732
http://doi.org/10.1158/2159-8290.CD-19-1353
http://www.ncbi.nlm.nih.gov/pubmed/32014869
http://doi.org/10.1136/gutjnl-2018-317735
http://www.ncbi.nlm.nih.gov/pubmed/30530506

	Introduction 
	Material and Methods 
	Patients and Data Collection 
	Evaluation Criteria 
	Statistical Methods 
	Biological Analysis Methods 

	Results 
	ig-h3 Serum Levels Significantly Correlate with Overall Survival in Stage IV PDAC 
	ig-h3, CD8, and CD163 Staining in Tumor Biopsies 

	Discussion 
	Conclusions 
	References

