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Correction to: BMC Genomics 22, 86 (2021).
https://doi.org/10.1186/s12864-021-07391-x

Following publication of the original article [1], the au-
thors reported an error in the order of the grants in the
Funding declaration. The correct Funding declaration is
given below, and the original article has been updated.
Funding.
The study was supported by the National Key Re-

search and Development Program of China
(2016YFD0100400) and the National Special Key Project
for Transgenic Breeding (Grant No. 2016ZX08001001).
The funding agencies played no role in the design of the
study, data collection, analysis, and interpretation or
writing the manuscript.
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