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A B S T R A C T

Precisely timed immune adaptations, observed in the maternal circulation, underpin the notion of an immune 
clock of human pregnancy that supports its successful progression and completion at delivery. This immune clock 
is divided into three immunological phases, with the first phase starting at the time of conception and im-
plantation, shifting into the second phase that supports homeostasis and tolerance throughout pregnancy, and 
culminating in the last phase of labor and parturition. Disruptions of this immune clock are reported in preg-
nancy complications such as spontaneous preterm birth. However, our understanding of the immune clock 
preceding spontaneous preterm birth remains scattered. In this review, we describe the chronology of maternal 
immune cell adaptations during healthy pregnancies and highlight its disruption in spontaneous preterm birth. 
With a focus on single-cell cytometric, proteomic and transcriptomic approaches, we review recent studies of 
term and spontaneous preterm pregnancies and discuss the need for future prospective studies aimed at tracking 
pregnancies longitudinally on a multi-omic scale. Such studies will be critical in determining whether sponta-
neous preterm pregnancies progress at an accelerated pace or follow a preterm-intrinsic pattern when compared 
to those delivered at term.

Introduction

Premature delivery, a condition impacting 10 % of all pregnancies 
world-wide, is associated with severe adverse outcomes that affect 
neonatal and long-term health [1–3]. The majority of preterm birth 
cases (60–70 %) occurs after the spontaneous onset of premature labor 
with intact membranes or preterm prelabor rupture of membranes 
(PPROM), which are together considered as spontaneous preterm births 
(sPTB) [4]. The remaining 30–40 % are medically indicated preterm 
deliveries (i.e., iatrogenic) [4]. Spontaneous preterm birth is typically 
associated with intra-amniotic infection, sterile intra-amniotic 

inflammation, and a breakdown of maternal-fetal homeostasis [5]. 
However, for a significant subset of sPTB (20–30 %), the cause remains 
unidentified (i.e., idiopathic) [1,4–6]. Hence, sPTB remains largely un-
predictable due to a lack of reliable biomarkers and an incomplete un-
derstanding of the underlying pathobiological mechanisms [7].

In healthy pregnancies, precisely timed cellular immune dynamics 
can be observed in the peripheral blood over the course of pregnancy 
and have been proposed as a target for monitoring healthy pregnancy 
progression, including the onset of physiologic labor [8,9]. The term 
“immune clock of pregnancy” encompasses such systemic immune dy-
namics [8]. However, how the immune clock deviates in sPTB and to 
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what extent immune dysregulation precedes sPTB remain areas that 
must be elucidated for the immune clock to be employed in predicting 
and monitoring sPTB. Deviations from healthy immune dynamics may 
manifest as a cascade of events that simply occurs earlier in pregnancies 
that will culminate in sPTB, i.e., as an accelerated immune clock. 
Alternatively, these immune dysfunctions may follow a 
preterm-intrinsic pattern that deviates from term gestation.

The goal of this review is to summarize the current understanding of 
how the peripheral immune clock deviates in spontaneous preterm birth 
compared to uncomplicated term pregnancies. The contents of this re-
view are systematically approached according to the three primary 
immunological phases - early pregnancy (first trimester), mid- 
pregnancy (from the second trimester until the early third trimester), 
and labor and delivery - to begin to define the immune clock of sPTB. We 
define the maternal immune clock here as measurements that assess the 
immune system directly through transcriptomic or cytometry studies of 
maternal immune cells, and indirectly via plasma/serum measurement 
of miRNA, proteins, and metabolites.

The maternal peripheral immune clock of pregnancy

To gain an understanding of immune dysfunctions associated with 
sPTB, we first describe the changes occurring in the maternal peripheral 
immune system during an uncomplicated, term pregnancy. Pregnancy is 
a defined period of dramatic physiological, hormonal, and metabolic 
alterations, which are paralleled by shifts in the maternal immune sys-
tem [8,10–19]. The maternal-fetal interface dynamically alters its im-
mune cell composition and function over the course of pregnancy (as 
reviewed extensively by PrabhuDas et al., Yang et al., Gomez-Lopez 
et al., and Green et al. [20–23]) to establish a local microenvironment 
conducive to decidualization, implantation, and placentation in early 
pregnancy, and to support the immunomodulatory processes required 
for maternal-fetal homeostasis and ultimately parturition [20,21, 
23–27]. The systemic immune clock of pregnancy is initiated by hor-
monal changes occurring during implantation and placentation, and is 
reinforced when spiral artery remodeling occurs in the human decidua 
at eight to ten weeks of gestation [28], allowing passage of fetal antigens 
and placental material, including cell-free fetal DNA and RNA, to the 
maternal circulation [29–34]. This physiologic change also coincides 
with an exponential increase in pregnancy-associated hormone con-
centrations in the circulation [35], which significantly contribute to 
functional immune adaptations [16,36]. Echoing the immune dynamics 
at the maternal-fetal interface, the peripheral immune clock of preg-
nancy can be divided into three immunological phases. The early phase 
of pregnancy, reflecting the first trimester [< 13 + 6 weeks gestational 
age (GA)], coincides with conception, implantation, and placentation. 
The second phase during mid-pregnancy (14–34 weeks GA) reflects a 
state of pregnancy homeostasis and tolerance. At the latter part of the 
mid-pregnancy phase, a shift towards preparation for parturition can be 
observed. The very last phase represents the acute process of labor and 
delivery. These dynamics, measured in the maternal blood, are well 
established and have been used to inform computational models to 
predict GA and time to the onset of labor [8–10,12,14,17,18,37,38].

Numerous studies have reported the specific modulation of individ-
ual cell types throughout gestation. For instance, pregnancy is a state of 
relative neutrophilia [39–41], likely exacerbated throughout gestation 
by a progressive delay in spontaneous neutrophil apoptosis [42]. 
Immature-like neutrophils progressively accumulate in the maternal 
circulation, peaking in the third trimester [43]. Moreover, neutrophils 
display an altered state of activation during pregnancy [40,44,45], 
which has been compared to that observed in patients with sepsis [46, 
47]. Monocytes, like neutrophils, increase in number and proportion 
throughout gestation [10], and their subpopulations shift towards 
increased proportions of the intermediate phenotype [40,48,49]. Type I 
interferon gene expression in monocytes spikes in very early pregnancy 
(approximately six to nine weeks), coinciding with the initial release of 

fetal material into the maternal circulation, before this signature dis-
appears in the later part of the first trimester [10]. Circulating mono-
cytes display increased expression of genes involved in inflammatory 
processes, migration, and aging from early to mid and mid to late 
gestation [50]. Circulating Natural Killer (NK) cells, another type of 
innate immune cell, progressively increase their expression of genes 
involved in responses to IFN and viral infection across pregnancy [10]. 
However, in the last 100 days of pregnancy, NK cell responses to IFNα 
stimulation are dampened with approaching labor [9]. Further, the 
proportion of innate-lymphoid cell (ILC) subtypes in the circulation 
changes throughout pregnancy, with ILC2 becoming the dominant 
subtype in late gestation [51].

Adaptive immune cell subsets demonstrate pronounced changes with 
progressing pregnancy. Transitional and B-1 cell frequencies decrease 
throughout pregnancy while plasmablasts increase [10,37,52]. Func-
tionally, T and B cells overexpress alternative RNA splicing processes 
and downregulate canonical pathways of adaptive immunity [10]. Sig-
natures of lymphocyte-mediated cytotoxicity gradually decrease over 
the course of pregnancy [50]. A classic, yet debated, T-cell paradigm 
describes pregnancy as a state of CD4 Th2 dominance over Th1 and 
Th17 responses [37,53]; this may be partially due to the enhanced ac-
tivity of homeostatic cells, such as regulatory T-cells (Tregs) and mac-
rophages, throughout the second phase of pregnancy [5]. Indeed, 
regulatory and antigen-specific T-cells increase in the maternal circu-
lation as pregnancy progresses [54–56], and tolerogenic adaptations, 
such as enhanced IL-2-associated STAT5 phosphorylation in CD4+ T-cell 
subsets, peak in the third trimester [8]. Yet, as labor approaches, the 
systemic T-cell signature becomes increasingly reflective of an inflam-
matory state, which is in line with the role of immune activation in this 
pregnancy phase [12,17]. Immune dynamics of term, and also preterm, 
labor culminate in an efflux of activated immune cells into the 
maternal-fetal interface [5,14,26].

Together, the above studies describing the immune clock of healthy 
pregnancy support the notion that tracking precisely timed, gestational 
age-dependent, and labor-specific immune dynamics in the maternal 
circulation may be used for monitoring of pregnancy progression to 
identify imbalanced or accelerated immune mechanisms indicative of a 
risk for sPTB.

Deviations in the maternal peripheral immune clock associated 
with spontaneous preterm birth

Deviations in the maternal immune clock that may drive sPTB could 
occur during any phase of pregnancy. During early pregnancy, such 
deviations could indicate a predisposition to undergo sPTB later in 
gestation, whereas deviations occurring during mid-pregnancy could 
indicate an earlier or accelerated parturition process. While early- and 
mid-pregnancy signatures would indicate immune deviations in in-
dividuals who are still asymptomatic, the observation of such signatures 
near or during active labor might indicate a distinct labor-specific pa-
thology. Below, we describe the sPTB-associated immune deviations 
that have been identified so far during the different maternal immune 
clock phases (Fig. 1).

Peripheral immune profiles during spontaneous preterm labor

The immune profile of sPTB in the maternal circulation has been 
most extensively studied during the acute process of labor. In both 
women with term or preterm labor, the absolute numbers of peripheral 
monocytes and neutrophils are increased as assessed by clinical hema-
tological analyses [57]. Circulating innate immune cell activation [8,9, 
12] and infiltration into local tissues [58–62] is a hallmark of both term 
and preterm labor. However, it is important to note that spontaneous 
preterm labor (sPTL) is not simply labor that begins prematurely, but 
likely represents a distinct pathological process that shares a common 
pathway with labor at term [12,14]. For example, sPTL involves a 
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breakdown of maternal-fetal tolerance mediated by enhanced 
pro-inflammatory effector T-cell and macrophage responses that can be 
distinct from those observed in term labor [5,26,63–66]. Moreover, 
these local processes of sPTL are reflected in the peripheral maternal 
blood immune profile [17,18,67–69].

In immune profiling studies, sPTL has been compared to: (1) 
threatened PTL (regular premature uterine contractions); (2) PPROM; 
(3) immune profiles of healthy pregnancies carrying to term matched for 
preterm GA at time of sampling; (4) immune profiles at term in labor 
(TL); or (5) at term not in labor (TNL, i.e., elective C-section). One study 
carefully curated cases in four conditions (sPTL, preterm no labor 
[PTNL/mainly iatrogenic non-labor PTB], TL, and TNL) and performed 
gene expression profiling of five tissues (chorion, amnion, placenta/villi, 
decidua, myometrium) as well as maternal and fetal blood [69]. A 

unique local uterine signature of immune activation, mainly associated 
with infection and inflammation, was overrepresented in PTL and not 
found in any of the other conditions shortly before delivery [69]. The 
maternal blood reflected these transcriptomic changes occurring with 
delivery although it showed the lowest proportion of substantial tran-
script changes (>1 or 2 standard deviations) when compared with local 
tissues [e.g., decidua, chorion, and amnion (Bukowski et al. [69], 
meta-analyzed in Vora et al. [68]].

It is important to consider the different comparators and confound-
ing variables across studies when synthesizing a peripheral immune 
profile of sPTL. sPTL cases are routinely compared either to spontaneous 
labor at term (sTL) or to non-laboring gestational-age matched samples. 
The comparison between sPTL and sTL is confounded by the difference 
in GA. The comparison of sPTL to any non-laboring gestational-age 

Fig. 1. The immune clock of human pregnancy in uncomplicated and spontaneous preterm birth pregnancies. Solid lines reflect immune dynamics observed in 
uncomplicated pregnancy, while bold text in red and dotted lines indicate observations made in pregnancies affected by spontaneous preterm birth. Scarcity of 
studies on single-cell immune profiles throughout preterm pregnancies, as displayed in this overview, currently limit the opportunity to leverage these dynamics for 
sPTB prediction. ILC: innate lymphoid cell, Breg: regulatory B cell, WBC: white blood cell, NLR: neutrophil-to-lymphocyte ratio, NΦ: neutrophil, MΦ: macrophage, MC: 
monocyte, intMC: intermediate monocyte, Treg: CD4+ regulatory T cell, Teff: T effector cell, NK: Natural Killer cell, MFI: maternal-fetal interface, PBMC: peripheral blood 
mononuclear cell, IL: interleukin.
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matched sample is confounded by the absence of labor. As such, an 
optimal control group for sPTL does not exist. Below, we summarize 
evidence of preterm signatures in the major immune cell subsets ac-
cording to the available comparator groups that have been employed in 
different studies.

Compared with term labor cases, studies report an exaggerated in-
flammatory response accompanying PTL, in which the immune balance 
of PTL is shifted towards an innate-dominant transcriptomic blood 
signature with corresponding dampened adaptive immunity [68]. 
Maternal whole blood Cyclooxygenase (COX)-2 and tumor necrosis 
factor (TNF) mRNA expression is elevated in sPTL compared to TL [70]. 
Moreover, peripheral blood leukocytes express higher mRNA levels of 
CD55, an activation marker and negative regulator of membrane com-
plex formation, in idiopathic or infection-associated PTL relative to 
non-PTL controls, although it was not reported whether controls were 
GA-matched or term labor cases [71].

Compared with preterm cases not in labor, women with late PTL 
(34–37 weeks GA) show increased gene expression of Decay- 
Accelerating Factor (DAF), an inhibitor of the complement pathway, 
among their peripheral leukocytes, suggesting dampening of this in-
flammatory pathway [72]. Peripheral blood neutrophils of women with 
PTL exhibit enhanced migratory capacity towards a fetal membrane 
substrate compared with neutrophils taken prior to the active process of 
labor from women with PPROM or TNL deliveries [73]. Moreover, 
PTL-derived neutrophils show enhanced activation and adhesion marker 
expression, Toll Like Receptor (TLR)-4 expression, and increased ca-
pacity for oxidative burst following stimulation compared to 
GA-matched healthy cases [74,75]. Neutrophil numbers have been 
proposed as a prognostic marker for PTB through calculation of the 
neutrophil-lymphocyte ratio (NLR), which is significantly elevated 
during mid-to-late gestation in pregnancies culminating in sPTL and PTB 
[76].

Peripheral blood monocytes from PTL cases are potent reactive ox-
ygen species (ROS) producers when stimulated compared with mono-
cytes from preterm non-laboring women [57,74]. More CD14+

monocytes expressed TLR4 and at a higher abundance per cell in PTL 
cases compared with GA-matched non-laboring controls [77]. The 
monocyte gene expression profile in sPTL compared with GA-matched 
non-laboring pregnancies revealed an enrichment of miRNA target 
genes involved in ‘positive regulation of Interleukin (IL)-2 production’, 
‘positive regulation of mononuclear cell proliferation’, and ‘negative 
regulation of protein kinase activity’ [78]. Moreover, the RNA expres-
sion of C-X-C-motif ligand 3 (CXCL3), CXCL8, Interleukin (IL)-1β, 
IL-18R, and IL-1R2 in both whole peripheral blood and peripheral 
monocytes was positively correlated with PTL [79]. Such observations 
are reaffirmed by the reported enrichment of gene expression signatures 
from macrophages and monocytes in sPTL compared with other immune 
subsets [12].

Among the adaptive immune cell subsets, absolute lymphocyte 
numbers remain stable, however, their proportions are decreased rela-
tive to increased neutrophil and monocyte numbers in labor cases 
compared to cases not in labor, regardless of gestational age at birth 
[57]. Within the T-cell compartment, one study reported a PTL-specific 
shift towards increased CD8+ and decreased CD4+ circulating T-cell 
frequencies [57]. Despite altered frequencies, an activated T-cell gene 
expression signature is enhanced in PTL compared to GA-matched 
non-laboring pregnancies [12]. Idiopathic or 
chorioamnionitis-associated PTL at 28–36 weeks of gestation is associ-
ated with decreased proportions of CD4+CD25+FoxP3+ Tregs in the 
circulation compared to GA-matched controls or threatened PTL cases 
(regular uterine contractions) [80]. However, Treg proportions from 
sPTL cases resemble those from TL cases, supporting the notion of an 
immune regulatory shift that occurs as part of the common pathway of 
parturition [80]. This observation is further reinforced by the correla-
tion of decreasing CD4+CD25int/hiCD127lo Treg proportions with a 
shorter time to delivery interval in patients with cervical insufficiency 

and/or sPTL [81]. Phenotypically, Foxp3+ Tregs from PTL cases 
(occurring between 24 and 36 GA) show decreased HLA-DR expression 
and suppressive capacity relative to cases prior to active labor (PPROM) 
and GA-matched term controls [82,83], potentially indicating altered 
function. Together, this indicates an association of Treg phenotype and 
function with the state of labor.

Fewer studies on circulating B cells in sPTL are available. Signifi-
cantly increased total B cell and S100B+ B cell frequencies can be 
observed in sPTB cases (preterm, laboring) compared to TNL (term, non- 
laboring) controls [84]. A significantly higher maternal anti-HLA class I 
seropositivity was noted in sPTL at 34 weeks GA compared with PPROM 
cases and normal term deliveries with or without labor [85].

While changes in the profile of circulating NK cells are associated 
with pregnancy complications such as preeclampsia, recurrent preg-
nancy loss, and implantation failure [86], their role in PTB is less clear. 
Peripheral NK cell proportions increase in both preterm or term labor 
compared to cases without labor [57], and, together with other leuko-
cytes, NK cells are recruited to the human chorioamniotic membranes in 
term labor [62]. Consistent with these observations, an NK cell signature 
was reported to diminish in mid-gestation and then peak as the end of 
pregnancy approaches [12]. Moreover, this signature was significantly 
increased in TL cases compared to TNL; however, such a change was not 
reported in sPTL cases [12]. A definitive role for NK cells in preterm 
birth remains to be fully demonstrated.

Taken together, these studies of the immune signature of sPTB at 
time of labor and delivery indicate a general loss of immune regulation, 
including in innate immune cells, resulting in an enhanced pro- 
inflammatory state.

Peripheral immune profiles preceding spontaneous preterm birth during 
mid-pregnancy (2nd and first half of 3rd trimester)

To computationally identify biomarker profiles of preterm birth in 
individuals without any sPTB symptoms during mid-pregnancy, pe-
ripheral maternal blood immune profiles of sPTB obtained at the time of 
diagnosis [17,18,67–69] have been successfully mapped onto maternal 
blood obtained during the second trimester [12,14,19,68]. This suggests 
that mechanisms of labor may be detectable in the maternal blood 
before the onset of preterm labor symptoms. In other words, there is 
computational support for the notion that in mid-pregnancy, sPTB im-
mune profiles can be expected to be distinguishable from healthy 
mid-pregnancy term pregnancies. Indeed, Stelzer et al. have shown that 
maternal proteome, metabolome, and immune signatures assessed 
during the last 100 days of pregnancy are able to predict the time to 
onset of labor in both term and a small number of preterm labor cases 
[9]. Similarly, another study found mid-trimester proteomic biomarkers 
in serum to be correlated with time to delivery in sPTB cases [87]. These 
studies suggest that regulation of the maternal immune clock, particu-
larly the shift from increased immune activation to dampened immune 
responsiveness in innate immune populations four weeks before the 
onset of labor, is at least partially shared between term and preterm 
labor [9]. As such, measurements during the second phase of pregnancy 
can uncover an earlier or accelerated parturition process in asymp-
tomatic pregnant individuals who end up delivering preterm. For 
instance, significantly increased white blood cell (WBC) counts and 
neutrophil-to-lymphocyte ratio (NLR) together with lower whole blood 
lymphocyte counts and lymphocyte-to-monocyte ratio (LMR) can be 
detected during the second to third trimester (17–32 weeks GA) in 
asymptomatic pregnant individuals who will deliver preterm compared 
to pregnant individuals who deliver at term [88–90]. This indicates a 
shift towards increased innate immunity and systemic inflammation 
during mid-pregnancy. These changes in maternal blood cell counts 
were detected on average 70 days prior to hospitalization for the study 
by Ma et al. and four weeks for Park et al., and were able to predict the 
risk of sPTB. In parallel, PBMC-derived IL-10, induced by in vitro LPS 
stimulation, decreased from 16 to 22 weeks GA to 25–28 weeks GA in 

D. Feyaerts et al.                                                                                                                                                                                                                                European Journal of Obstetrics & Gynecology and Reproductive Biology: X 25 (2025) 100371 

4 



pregnant individuals who delivered before 35 weeks GA, while IL-10 
production increased in those who delivered at term, indicating a po-
tential dysfunction of homeostatic processes in preterm cases [91].

The mid-pregnancy shift towards inflammation in asymptomatic PTB 
cases has also been reported by transcriptomic studies. Maternal whole 
blood transcriptome signals, collected between 14 and 36 weeks of 
gestation and binned by GA, show that inflammatory transcripts are 
upregulated in asymptomatic individuals who will undergo sPTB 
compared to term delivery [92,93]. Gene set enrichment of differentially 
expressed genes from sPTB vs. term delivery identified an immune 
signature (PPARG1-FOXP3 gene set) associated with sPTB at 20 weeks 
GA [94]. Another transcriptomic study, reanalyzing Heng et al., 2016 
data, tested whether genetic variants previously associated with GA and 
PTB were different in terms of their peripheral blood expression [95]. 
They found that early B cell factor 1 (EBF1) and 
selenocysteine-tRNA-specific eukaryotic elongation factor (EEFSEC) 
were downregulated in sPTB pregnancies collected between 17 and 23 
weeks’ GA. Similarly, the expression of genes involved in the inflam-
matory response (e.g., B2M, RUNX3, TLR4, CXCR3 TLR2, and IL10) 
measured before 28 weeks GA contributed to the prediction sPTB (<34 
weeks) and correlated with their potential miRNA regulators [96].

The maternal soluble profile in mid-pregnancy, i.e., serum/plasma 
analytes during the second trimester, has received much attention when 
searching for predictive biomarkers. Across these studies, the general 
theme of an increased inflammatory environment before the onset of 
symptoms culminating in sPTB has been repeatedly demonstrated. This 
environment is characterized by elevated levels of cytokines [97,98], 
growth factors and enzymes (e.g., TGFβ, G-CSF, MMP-9, ITIH4) 
[99–102], and complement factors (e.g., C5a, thrombin antithrombin) 
[87,103]. G-CSF and thrombin-antithrombin remain associated with 
sPTB at 28 weeks gestation, i.e., the beginning of the third trimester 
[104,105]. C-reactive protein (CRP) levels are increased in the first 
trimester and remain elevated in the second trimester in sPTB cases 
[106–109]. However, the inflammatory profile is accompanied by 
changes in other systems such as serum eicosanoid lipid profiles [109], 
alkane metabolites such as undecane [110], and proteins involved in 
metabolism and endocrine function, such as insulin-like growth 
factor-binding protein 4 (IBP4), sex hormone-binding globulin (SHBG), 
and corticotropin-releasing hormone (CRH) [87,101]. CRH levels, sug-
gested as an indicator of the placental clock of pregnancy [111] and 
enabling the neuroendocrine communication between placenta and 
brain, have been tested in multiple studies and found to be associated 
with sPTB in the first half of the second trimester [112,113] and in the 
early third trimester [114]. Yet, CRH failed to predict sPTB in the second 
trimester in high-risk recurrent sPTB patients [115]. Standard blood 
lipid measurements show LDL, HDL, and cholesterol concentrations to 
be associated with sPTB, pointing towards metabolic imbalances in 
mid-pregnancy [7].

Plasma miRNA profiles at 20–24 weeks GA in sPTB cases are pro-
foundly different from term pregnancies, with specific miRNAs being 
completely absent in sPTB [116] or clustering in a PTB- and 
chromosome-specific profile, suggesting co-regulated expression [117]. 
More specifically, slight differences in miRNA cargo were observed in 
placental exosomes at 15–18 weeks GA in sPTB cases, as compared to 
term pregnancies [118]. These results are linked to the general dysre-
gulation of miRNA profiles analyzed over the course of preterm preg-
nancies [119].

Last, integrating known clinical risk factors and local cervical in-
dicators of PTB risk improves the identification of sPTB cases: measuring 
cervicovaginal IL-6 and serum ferritin, TNF, α-fetoprotein, alkaline 
phosphatase, or G-CSF together with cervical length or fetal fibronectin 
enhances the clinical ability to predict sPTB [120–123].

Overall, the involvement of multiple biological modalities that 
interact with immune cell function, as measurable in the maternal cir-
culation, imply that preterm birth is preceded by differential adapta-
tions to pregnancy that extend beyond immune dysregulation.

Peripheral immune profiles preceding spontaneous preterm birth in early 
pregnancy (first trimester)

Measurements of the immune system obtained at the start of preg-
nancy offer the promise of identifying early and actionable biomarkers 
for estimating the risk for sPTB. Most first trimester PTB studies to date 
have identified plasma/serum markers to screen for preterm birth sig-
natures, while three studies have measured cellular attributes in the first 
trimester maternal blood [7]. First trimester miRNA profiles expressed 
in PBMC proved to be predictive of sPTB before 35 weeks GA [124]. 
These miRNAs regulate genes that are enriched in pathways related to 
transcription, membrane trafficking, the circadian clock, and estrogen 
signaling - all basic processes of cellular functionality. Further, whole 
genome RNA expression analyses of blood via microarray were most 
predictive of sPTB when conducted in the first trimester compared to the 
second or third. Such prediction was based on an enhanced IL-6 gene 
expression signature, suggesting an inflammation-skewed environment 
present from the outset of pregnancy [93]. This is in line with IL-6 being 
the most potent biomarker of intra-amniotic inflammation associated 
with preterm labor when measured in the amniotic fluid [125–128], 
while a similar correlation has been reported between intra-amniotic 
inflammation and maternal plasma IL-6 [129]. Lastly, decreased fre-
quencies of all three types of innate lymphoid cells (ILC) were observed 
in the circulation of women in the first trimester who will experience 
sPTB [130], suggesting an increased recruitment to the maternal-fetal 
interface where they might be contributing to pathological processes, 
culminating in the increased ILC frequencies that have been reported at 
time of delivery [131].

To broaden the context around these isolated cellular measurements, 
it is insightful to look at the soluble mediator profile of sPTB, which has 
been found to be different from term pregnancies. Immune activating 
and inflammatory markers in first trimester serum are associated with 
PTB [132] together with complement cascade components [133–135], 
phospho- and glycoproteome components [136], and specifically G-CSF, 
MIF, IL-1β, IL-6, IL-10, MMP-9, and VCAM-1 [105,137–140]. However, 
other studies do not report a specific cytokine or progesterone-induced 
blocking factor (PIBF) dysregulation early in pregnancy [108, 
141–143] or found them to only be present in the context of extreme 
maternal body-mass-indices (BMI) [98]. Increased levels of plasma CRP, 
a circulating indicator of inflammation, during early gestation were 
associated with sPTB by some studies [137,144], while others found no 
difference [108,141,145].

The amount of cell-free maternal/fetal DNA in the first trimester 
maternal circulation was not different between healthy and pathologic 
pregnancies [146]; however, the profile of miRNA expression in plasma 
exosomes during early pregnancy was drastically different between 
sPTB and term pregnancies and continued with dynamically different 
trajectories until delivery, with TGFβ, p53, and glucocorticoid receptor 
signaling among the differentially expressed processes compared to term 
pregnancies [119]. Furthermore, circulating metabolites found to be 
different in early sPTB pregnancies belonged to pathways of 
inflammation-related tryptophan metabolism [142] and Treg-mediated 
modulation of antigen-presenting cell functions [147]. Lastly, circu-
lating markers released by the placenta but not linked with inflamma-
tion per se, such as pregnancy-associated plasma protein-A (PAPP-A), 
and markers pointing towards imbalances in immune-modulating 
metabolism, such as lipid markers linked to insulin, have been associ-
ated with preterm birth when measured during the first trimester [7].

Thus, despite numerous advances in characterizing the systemic 
signature of sPTB in the first trimester of pregnancy, there remains a 
need for comprehensive, high-dimensional approaches that prospec-
tively follow pregnancies until delivery to identify reliable biomarkers 
that can then be monitored during early pregnancy to evaluate sPTB 
risk.
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Conclusion and considerations for future research assessments

Our understanding of peripheral immune clock deviations tracking 
with spontaneous preterm birth is incomplete. Current knowledge is 
insufficient for delineating the precise timeline of immunological events 
preceding sPTB, given that: (1) systemic studies at the cellular level are 
still few; (2) the majority of current studies perform cross-sectional 
analyses of data collected over relatively short or longer (masking 
temporal dynamics) time frames within a trimester; and (3) longitudinal 
data (or analyses of such) are critically lacking. Thus, whether sponta-
neous preterm pregnancies progress at an accelerated pace or follow a 
preterm-intrinsic pattern when compared to term pregnancies cannot be 
discerned based on currently existing data. Future prospective studies 
aimed at tracking pregnancies longitudinally will be critical to identi-
fying early and actionable biomarkers and therapeutic candidates for 
sPTB risk assessment and treatment.

Inflammation that is distinct from the inflammatory signatures of 
term delivery is associated with spontaneous preterm labor at delivery. 
Yet, it remains unclear whether a canonical inflammatory profile occurs 
in all phenotypes of this syndrome before the onset of symptoms, as the 
changes in lipid metabolism, endocrine factors, and placental miRNA 
cargo described above all suggest multifocal involvement in the patho-
physiology of preterm birth. It is imperative to consider that preterm 
birth is a syndrome with a range of underlying pathophysiology. 
Available studies do not always stratify between known etiologies of 
sPTB, which may include intraamniotic infection, sterile inflammation, 
or fetal immune activation [1,5]. This limitation may explain discrep-
ancies of sPTB-associated markers between studies, hindering the 
description of an immune profile preceding sPTB and identification of 
reliable biomarkers. One example where the peripheral immune clock 
profile is impacted by preterm birth etiologies are cases with acute 
histologic chorioamnionitis that present with a more pronounced in-
flammatory phenotype compared to cases without, which is also 
dependent on factors such as GA or maternal weight [97,106]. Another 
example from a recent single-cell study suggests that placental signa-
tures detectable in the maternal circulation of pregnancies who ulti-
mately undergo sPTL or PPROM involve both shared and distinct 
signatures, depending on the sPTB subset [14]. These examples high-
light the necessity for reporting and distinguishing sPTB subsets, whose 
specific underlying mechanisms may precipitate in differing immune 
profiles. In addition, while maternal blood is an easily accessible sample, 
monitoring local processes, such as the cervicovaginal environment 
including cervical parameters, can yield additional puzzle pieces to 
elucidate biomarkers of the immune clock of preterm pregnancy. This 
strategy promises to lead to clinical improvements [120–123]. Similarly, 
longitudinal studies which track not just clinical outcome(s), but also 
placental gross and histologic pathology in a systematic manner will 
yield significantly more insights into the underlying processes of sPTB at 
the maternal-fetal interface, potentially reflected and measurable in the 
maternal peripheral circulation [148–150]. Lastly, going forward, 
assessing the risk for sPTB and tracking its immune clock will require the 
consideration of other pre-pregnancy risk factors, such as BMI and 
nutritional status [151], stress perception [152], physical activity [153], 
microbiome [154], and (epi)genetics [155]. This will determine the 
extent to which the immune system can serve as the sole diagnostic or 
key therapeutic target in the early identification of asymptomatic 
pregnancies at risk of preterm birth.
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Kalousová M, Hájek Z, Zima T. Low levels of circulating T-regulatory lymphocytes 
and short cervical length are associated with preterm labor. J Reprod Immunol 
2014;106:110–7. PMID: 24855050.

[82] Kisielewicz A, Schaier M, Schmitt E, Hug F, Haensch GM, Meuer S, Zeier M, 
Sohn C, Steinborn A. A distinct subset of HLA-DR+ -regulatory T cells is involved 
in the induction of preterm labor during pregnancy and in the induction of organ 
rejection after transplantation. Clin Immunol 2010;137(2):209–20. PMID: 
20822960.

[83] Schober L, Radnai D, Schmitt E, Mahnke K, Sohn C, Steinborn A. Term and 
preterm labor: decreased suppressive activity and changes in composition of the 
regulatory T-cell pool. Immunol Cell Biol 2012;90(10):935–44. PMID: 22751216.

[84] Busse M, Scharm M, Oettel A, Redlich A, Costa SD, Zenclussen AC. Enhanced 
S100B expression in T and B lymphocytes in spontaneous preterm birth and 
preeclampsia. J Perinat Med 2022;50(2):157–66. PMID: 34717052.

[85] Lee J, Romero R, Xu Y, Kim JS, Topping V, Yoo W, Kusanovic JP, 
Chaiworapongsa T, Hassan SS, Yoon BH, Kim CJ. A signature of maternal anti- 
fetal rejection in spontaneous preterm birth: chronic chorioamnionitis, anti- 
human leukocyte antigen antibodies, and C4d. PLoS One 2011;6(2):e16806. 
PMCID: PMC3033909.

[86] Fukui A, Funamizu A, Yokota M, Yamada K, Nakamua R, Fukuhara R, Kimura H, 
Mizunuma H. Uterine and circulating natural killer cells and their roles in women 
with recurrent pregnancy loss, implantation failure and preeclampsia. J Reprod 
Immunol 2011;90(1):105–10. PMID: 21632120.

[87] Esplin MS, Merrell K, Goldenberg R, Lai Y, Iams JD, Mercer B, Spong CY, 
Miodovnik M, Simhan HN, van Dorsten P, Dombrowski M. Eunice Kennedy 
Shriver National Institute of Child Health and Human Development Maternal- 
Fetal Medicine Units Network. Proteomic identification of serum peptides 
predicting subsequent spontaneous preterm birth. Am J Obstet Gynecol 2011;204 
(5):391. PMCID: PMC3103758.

[88] Park S, Moon J, Kang N, Kim YH, You YA, Kwon E, Ansari A, Hur YM, Park T, 
Kim YJ. Predicting preterm birth through vaginal microbiota, cervical length, and 
WBC using a machine learning model. Front Microbiol 2022;13:912853. PMCID: 
PMC9378785.

[89] Wu T, Li S, Gong X, Li J, Li X, Zhai Y, Huang J, Li X, Li L, Yang J, Wang X, Shi H, 
Yuan P, Zhao Y, Wei Y. Longitudinal cervical length measurements and 
spontaneous preterm birth in singleton and twin pregnancies. JAMA Netw Open 
2024;7(4):e244592. PMCID: PMC11009824.

[90] Ma M, Zhu M, Zhuo B, Li L, Chen H, Xu L, Wu Z, Cheng F, Xu L, Yan J. Use of 
complete blood count for predicting preterm birth in asymptomatic pregnant 
women: A propensity score-matched analysis. J Clin Lab Anal 2020;34(8): 
e23313. PMCID: PMC7439335.

[91] Harper M, Li L, Zhao Y, Klebanoff MA, Thorp JM, Sorokin Y, Varner MW, 
Wapner RJ, Caritis SN, Iams JD, Carpenter MW, Peaceman AM, Mercer BM, 
Sciscione A, Rouse DJ, Ramin SM, Anderson GD. Eunice Kennedy Shriver 
National Institute of Child Health and Human Development (NICHD) Maternal- 
Fetal Medicine Units (MFMU) Network* . Change in mononuclear leukocyte 
responsiveness in midpregnancy and subsequent preterm birth. Obstet Gynecol 
2013;121(4):805–11. PMCID: PMC3830536.

[92] Heng YJ, Pennell CE, McDonald SW, Vinturache AE, Xu J, Lee MWF, Briollais L, 
Lyon AW, Slater DM, Bocking AD, de Koning L, Olson DM, Dolan SM, Tough SC, 
Lye SJ. Maternal whole blood gene expression at 18 and 28 weeks of gestation 
associated with spontaneous preterm birth in asymptomatic women. PLoS One 
2016;11(6):e0155191. PMCID: PMC4917227.

[93] Ran Y, Huang D, Yin N, Wen Y, Jiang Y, Liu Y, Qi H. Predicting the risk of preterm 
birth throughout pregnancy based on a novel transcriptomic signature. Matern 
Fetal Med 2023;5(4):213–22.

[94] Gupta JK, Care A, Goodfellow L, Alfirevic Z, Müller-Myhsok B, Alfirevic A. 
Genome and transcriptome profiling of spontaneous preterm birth phenotypes. 
Sci Rep 2022;12(1):1003. PMCID: PMC8770724.

[95] Zhou G, Holzman C, Heng YJ, Kibschull M, Lye SJ, Vazquez A. EBF1 Gene mRNA 
levels in maternal blood and spontaneous preterm birth. Reprod Sci 2020;27(1): 
316–24. PMID: 32046385.

[96] Manuck TA, Eaves LA, Rager JE, Fry RC. Mid-pregnancy maternal blood nitric 
oxide-related gene and miRNA expression are associated with preterm birth. 
Epigenomics 2021;13(9):667–82. PMCID: PMC8173522.

[97] Gargano JW, Holzman C, Senagore P, Thorsen P, Skogstrand K, Hougaard DM, 
Rahbar MH, Chung H. Mid-pregnancy circulating cytokine levels, histologic 
chorioamnionitis and spontaneous preterm birth. J Reprod Immunol 2008;79(1): 
100–10. PMCID: PMC2683663.

D. Feyaerts et al.                                                                                                                                                                                                                                European Journal of Obstetrics & Gynecology and Reproductive Biology: X 25 (2025) 100371 

8 

http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref52
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref52
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref53
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref53
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref53
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref54
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref54
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref54
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref54
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref55
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref55
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref55
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref56
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref56
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref56
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref56
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref57
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref57
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref57
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref58
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref58
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref59
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref59
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref59
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref60
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref60
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref60
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref60
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref61
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref61
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref61
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref61
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref61
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref62
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref62
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref62
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref62
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref62
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref63
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref63
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref63
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref63
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref64
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref64
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref64
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref64
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref64
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref65
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref65
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref65
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref65
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref66
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref66
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref66
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref66
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref67
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref67
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref67
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref67
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref67
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref68
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref68
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref68
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref68
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref69
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref69
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref69
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref70
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref70
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref70
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref71
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref71
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref71
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref72
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref72
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref72
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref72
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref73
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref73
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref73
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref73
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref74
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref74
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref74
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref74
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref75
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref75
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref75
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref75
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref76
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref76
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref76
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref76
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref77
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref77
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref77
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref77
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref77
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref78
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref78
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref78
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref79
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref79
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref79
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref79
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref80
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref80
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref80
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref80
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref80
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref81
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref81
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref81
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref82
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref82
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref82
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref83
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref83
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref83
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref83
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref83
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref84
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref84
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref84
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref84
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref85
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref85
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref85
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref85
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref85
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref85
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref86
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref86
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref86
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref86
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref87
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref87
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref87
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref87
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref88
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref88
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref88
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref88
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref89
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref89
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref89
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref89
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref89
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref89
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref89
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref90
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref90
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref90
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref90
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref90
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref91
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref91
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref91
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref92
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref92
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref92
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref93
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref93
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref93
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref94
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref94
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref94
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref95
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref95
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref95
http://refhub.elsevier.com/S2590-1613(25)00007-9/sbref95


[98] Curry AE, Vogel I, Drews C, Schendel D, Skogstrand K, Flanders WD, Hougaard D, 
Olsen J, Thorsen P. Mid-pregnancy maternal plasma levels of interleukin 2, 6, and 
12, tumor necrosis factor-alpha, interferon-gamma, and granulocyte-macrophage 
colony-stimulating factor and spontaneous preterm delivery. Acta Obstet Gynecol 
Scand 2007;86(9):1103–10. PMID: 17712652.

[99] Jelliffe-Pawlowski LL, Rand L, Bedell B, Baer RJ, Oltman SP, Norton ME, 
Shaw GM, Stevenson DK, Murray JC, Ryckman KK. Prediction of preterm birth 
with and without preeclampsia using mid-pregnancy immune and growth-related 
molecular factors and maternal characteristics. J Perinatol 2018;38(8):963–72. 
PMCID: PMC6089890.

[100] McDonald CR, Darling AM, Conroy AL, Tran V, Cabrera A, Liles WC, Wang M, 
Aboud S, Urassa W, Fawzi WW, Kain KC. Inflammatory and angiogenic factors at 
mid-pregnancy are associated with spontaneous preterm birth in a cohort of 
tanzanian women. PLoS One 2015;10(8):e0134619. PMCID: PMC4527774.

[101] Saade GR, Boggess KA, Sullivan SA, Markenson GR, Iams JD, Coonrod DV, 
Pereira LM, Esplin MS, Cousins LM, Lam GK, Hoffman MK, Severinsen RD, 
Pugmire T, Flick JS, Fox AC, Lueth AJ, Rust SR, Mazzola E, Hsu C, Dufford MT, 
Bradford CL, Ichetovkin IE, Fleischer TC, Polpitiya AD, Critchfield GC, 
Kearney PE, Boniface JJ, Hickok DE. Development and validation of a 
spontaneous preterm delivery predictor in asymptomatic women. Am J Obstet 
Gynecol 2016;214(5):633.e1–633.e24. PMID: 26874297.

[102] Kramer MS, Kahn SR, Platt RW, Genest J, Chen MF, Goulet L, Séguin L, Lydon J, 
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