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(68.0+61.1)x10%L,P =0.036; DNMT3A: (119.3+84.6) x10°%/L
%} (69.3+64.4)x10°/L,P = 0.001],
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HET AR IR & AR . ABERAT LR B, NPMLFLT3-
ITD = DNMT3A J:[K 575 % PLT W [ 44 5% . Thiede 251
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