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Supplementary Table S1: Oligonucleotides and targeting constructs used in this study. Related to

STAR methods.

Name Use Sequence

Talen-F-Pola1 Pola1-3A generation HD NI NN NN NI NG NN NI NG NN NI HD
NG NN NN NI NG NG NN NG (Targeting
CAGGATGATGACTGGATTGT)

Talen-R-Pola1 Pola1-3A generation NN HD HD NG NN NN HD NI NN NN HD NI

NI NG NG NG HD HD NG (Targeting
GCCTGGCAGGCAATTTCCT)

Oligonucleotide
donor*

Pola1-3A generation

GAAGAGCAGTATTCGAAACTGGTTCAGG
CCCGTCAGGATGATGCCGCGATTGTCGA
CGCCGGTATGTGGGAGGAAATTGCCTGC
CAGGCACTGTGCTACTTC

pRR_Puro/eGFP
reporter sequence

Pola1-3A generation

CAGGATGATGACTGGATTGTGGATGACG
GTATGTGGGAGGAAATTGCCTGCCAGGC

Colony-F Pola1-3A generation GCAGGTTGAGGACCTCACAAGTG
Colony-R Pola1-3A generation GAAAATGTCTCCTCAGGCATAGCAAC
Talen-F-MCM2 MCM2-2A generation HD NG HD NG NG NN HD NI NN NI NN NI
HD NG NI HD HD NN NG (targets:
CTCTTGCAGAGACTACCGT)
Talen-R-MCM2 MCM2-2A generation HD HD HD NG HD NN NN HD HD NG HD

NN NG NI NN NI HD NI NG (targets:
CCCTCGGCCTCGTAGACAT)

Oligonucleotide
donor**

MCM2-2A generation

TTTGGGGATTCATTGTCCACTGTTGGTCT
CTTGCAGAGACGCCCGTCCCATTCCGGA
GCTCGATGTCGCCGAGGCCGAGGGATTG
GCCCTGGATGATGAAGATGTGGAG

pRR_Puro/eGFP
reporter sequence

MCM2-2A generation

CTCTTGCAGAGACTACCGTCCCATTCCG
GAGCTCGATGTCTACGAGGCCGAGGG

Colony-F MCM2-2A generation ATCTAGAGGAAGCACTGGCCAC
Colony-R MCM2-2A generation GAAGTTCTTGAAGCGGTGGTGG
SgRNA#1 BAP1-dTAG generation | CACTGGCGTTTGGCCTTGTA
Colony-F BAP1-dTAG generation | TGTGAGAGCCTGGGAGACAG
Colony-R BAP1-dTAG generation | CAAGAGAGGCTGCAGAGTCAG
sgRNA#1 POLE4KO generation CACGTTTCGGGAGGGGATGG
sgRNA#2 POLE4KO generation CTCTACCCAAATCTCTCCTC
Colony-F POLE4KO generation AAGGGGCCGAAATCGCG
Colony-R POLE4KO generation TCCCCTTGCTTCAATGATGCC

Colony-R2 (deleted
region)

POLE4KO generation

GCAATCCTGTGTAGACGTGGAC

* Six mutations to introduce D83A, W84A and D88A are underlined. The silent mutations V86V and
D87D create a Sall restriction site and are represented in italics.

** Four mutations to introduce Y81A and Y90A are underlined. The mutations disrupt the Accl/
restriction site, which was used as a readout for genotyping




