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HLA-C*15:227 differs from HLA-C*15:02:01:01 by a single nonsynonymous

change (368A ! G Tyrosine 99 to Cysteine).
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The IPD-IMGT/HLA Database currently has information
on more than 20,000 human leukocyte antigen (HLA)
class I alleles and more than 6200 of these are alleles of
HLA-C gene.1 In this report, we describe the sequence of
a novel HLA-C allele. It was identified in a COVID-19
patient, using a next-generation sequencing (NGS)
method for HLA typing.

The genomic DNA was extracted from peripheral
blood cells using a commercial kit “Proba MCh-Max,”
according to the manufacturer's instructions (DNA-tech-
nology, Moscow, Russia) on automatic DNA extraction
station “DT-stream” (DNA-technology, Moscow, Russia).
It was typed for HLA-alleles at the A, B, C, DRB1, and
DQB1 loci using reagents “HLA-expert” (DNA-

technology, Moscow, Russia), sequenced on MiSeq
(Illumina, The United States), and analyzed with “HLA-
expert” software (DNA-technology, Moscow, Russia).

The sequence of HLA-C*15:227 differs from HLA-
C*15:02:01:01 by nonsynonymous mutation (A ! G) at
position 368, resulting in change from TAT (Tyrosine) to
TGT (Cysteine) at codon 99 in exon 3. The complete HLA
typing of patient with the novel HLA-C*15:227 allele was:
HLA-A*29:02:01G, 32:01:01G; HLA-C*06:02:01G, 15:227;
HLA-B*50:01:01G, 51:01:01G; HLA-DRB1*04:04:01G,
07:01:01G; HLA-DQB1*02:01:01G, 03:02:01G.

The novel allele was submitted to GenBank (acces-
sion number MT896389) and the IPD-IMGT/HLA Data-
base1 and was officially assigned by the World Health
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Organization (WHO) Nomenclature Committee for Fac-
tors of the HLA System in September 2020. List of such
new names were published in the following WHO
Nomenclature Report.2

The HLA-C*15:227 allele was confirmed in the
Research Laboratory of Applied Immunogenetics by
NGS typing with the VariFind HLA solution IL kit
(Parseq Lab Co, Saint Petersburg, Russia), the whole
HLA-C (except the 30-UTR region) gene was amplified
by long PCR at 1st step. Once the library for NGS was
obtained, it was then sequenced using a MiSeq
(Illumina, The United States) and analyzed by VariFind
HLA Software v2.2 (Parseq Lab Co, Saint Petersburg,
Russia).
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