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AMP PEPTIDE SEQUENCES  

(in the order that they appeared in the main text) 

Magainin 2:  

H-Gly-Ile-Gly-Lys-Phe-Leu-His-Ser-Ala-Lys-Lys-Phe-Gly-Lys-Ala-Phe-Val-Gly-Glu-Ile-Met-Asn-Ser-OH 

[1]  

Magainin 2a: 

H-Gly-Ile-Gly-Lys-Phe-Leu-His-Ser-Ala-Lys-Lys-Phe-Gly-Lys-Ala-Phe-Val-Gly-Glu-Ile-Met-Asn-Ser-NH2 

[2]  

PGLa:  

H-Gly-Met-Ala-Ser-Lys-Ala-Gly-Ala-Ile-Ala-Gly-Lys-Ile-Ala-Lys-Val-Ala-Leu-Lys-Ala-Leu-NH2 [1]  

L18W-PGLa: 

 H-Gly-Met-Ala-Ser-Lys-Ala-Gly-Ala-Ile-Ala-Gly-Lys-Ile-Ala-Lys-Val-Ala-Trp-Lys-Ala-Leu-NH2 [2]  

 

Temporin A: (Also named Temporin 1Ta)* 

H-Phe-Leu-Pro-Leu-Ile-Gly-Arg-Val-Leu-Ser-Gly-Ile-Leu-NH2 [3]  

Temporin B: (Also named Temporin 1Tb) 

H-Leu-Leu-Pro-Ile-Val-Gly-Asn-Leu-Leu-Lys-Ser-Leu-Leu-NH2 [4] 

Tachyplesin I: 

H-Lys-Trp-Cys-Phe-Arg-Val-Cys-Tyr-Arg-Gly-Ile-Cys-Tyr-Arg-Arg-Cys-Arg-NH2 [3]  



Temporin L: (Also named Temporin 1Tl) 

H-Phe-Val-Gln-Trp-Phe-Ser-Lys-Phe-Leu-Gly-Arg-Ile-Leu-NH2 [4]  

Temporin TB-YK: 

H-Lys-Lys-Tyr-Leu-Leu-Pro-Ile-Val-Gly-Asn-Leu-Leu-Lys-Ser-Leu-Leu-NH2 [4]  

*Temporins from A to L now re-named temporins 1Ta–1Tl, according to the new nomenclature 

proposed by reference [5]  

RJ1-C: (C-terminal modified)  

H-Pro-Phe-Lys-Ile-Asp-Ile-His-Leu-Gly-Gly-Tyr-NH2 

Citropin 1.1: 

H-Gly-Leu-Phe-Asp-Val-Ile-Lys-Lys-Val-Ala-Ser-Val-Ile-Gly-Gly-Leu-NH2 [6]  

CA(1–7)M(2–9)NH2:  

H-Lys-Trp-Lys-Leu-Phe-Lys-Lys-Ile-Gly-Ala-Val-Leu-Lys-Val-Leu-NH2 [6]  

Pal-K-G-K-NH2:  

Palmitoyl-Lys-Gly-Lys-NH2 [6] 

HNP1:  

H-Ala-Cys (&1)-Tyr-Cys(&2)-Arg-Ile-Pro-Ala-Cys(&)3-Ile-Ala-Gly-Glu-Arg-Arg-Tyr-Gly-Thr- Cys(&2)-Ile-
Tyr-Gln-Gly-Arg-Leu-Trp-Ala-Phe-Cys(&3)-Cys(&1)-OH [7, 8] 

HNP2:  

H-Cys(&1)-Tyr-Cys(&2)-Arg-Ile-Pro-Ala-Cys(&3)-Ile-Ala-Gly-Glu-Arg-Arg-Tyr-Gly-Thr-Cys(&2)-Ile-Tyr-

Gln-Gly-Arg-Leu-Trp-Ala-Phe-Cys(&3)-Cys(&1)-OH [7, 8]  

HNP3:  

H-Asp-Cys(&1)-Tyr-Cys(&2)-Arg-Ile-Pro-Ala-Cys(&3)-Ile-Ala-Gly-Glu-Arg-Arg-Tyr-Gly-Thr-Cys(&2)-Ile-

Tyr-Gln-Gly-Arg-Leu-Trp-Ala-Phe-Cys(&3)-Cys(&1)-OH [7, 8]  

HNP4:  

H-Val-Cys(&1)-Ser-Cys(&2)-Arg-Leu-Val-Phe-Cys(&3)-Arg-Arg-Thr-Glu-Leu-Arg-Val-Gly-Asn-Cys(&2)-

Leu-Ile-Gly-Gly-Val-Ser-Phe-Thr-Tyr-Cys(&3)-Cys(&1)-Thr-Arg -Val-Asp-OH[7, 8]  

HD5: 

 H-Ala-Arg-Ala-Thr-Cys(&1)-Tyr-Cys(&2)-Arg-Thr-Gly-Arg-Cys(&3)-Ala-Thr-Arg-Glu-Ser-Leu-Ser-Gly-Val-

Cys(&2)-Glu-Ile-Ser-Gly-Arg-Leu-Tyr-Arg-Leu-Cys(&3)-Cys(&1)-Arg-OH[8]  

HD6:  



H-Arg-Ala-Phe-Thr-Cys(&1)-His-Cys(&2)-Arg-Arg-Ser-Cys(&3)-Tyr-Ser-Thr-Glu-Tyr-Ser-Tyr-Gly-Thr-

Cys(&2)-Thr-Val-Met-Gly-Ile-Asn-His-Arg-Phe-Cys(&3)-Cys(&1)-Leu[8]  

hBD-1 

H-DHYNC(&1)VSSGGQC(&2)LYSAC(&3)PIFTKIQGTC(&2)YRGKAKC(&3)C(&1)K-OH [8]  

hBD-2 

H-DPVTC(&1)LKSGAIC(&2)HPVFC(&3)PRRYKQIGTC(&2)GLPGTKC(&3)C(&1)KKP-OH [8]  

hBD-3 

H-QKYYC(&1)RVRGGRC(&2)AVLSC(&3)LPKEEQIGKC(&2)STRGRKC(&3)C(&1)RRKK-OH   [8]  

hBD-4 

H-ELDRIC(&1)GYGTARC(&2)RKKC(&3)RSQEYRIGRC(&2)PNTY C(&3)C(&1)LRK-OH [8] 

Cg-Defm 

H-GFGC(&1)PGNQLKC(&2)NNHC(&3)KSISC(&4)RAGYC(&1)DAATLWLRC(&2)TC(&3)TDC(&4)NGKK-OH [9, 

10]  

Cg-Defh1  

H-GFGC(&1)PGDQYEC(&2)NRHC(&3)RSIGC(&4)RAGYC(&1)DAVTLWLRC(&2)TC(&3)TGC(&4)SGKK-OH [9, 

10]  

Cg-Defh2  

H-GFGC(&1)PRDQYKC(&2)NSHC(&3)QSIGC(&4)RAGYC(&1)DAVTLWLRC(&2)TC(&3)TDC(&4)NGKK-OH [9, 

10]  

Cg-IgPrp 

H-Asp-Thr-Gly-Pro-Ile-Arg-Arg-Pro-Lys-Pro-Arg-Pro-Arg-Pro-Arg-Pro-Glu-Gly[10]  

Cg-PRP22–36 

H-Gly-Pro-Ile-Arg-Arg-Pro-Lys-Pro-Arg-Pro-Arg-Pro-Arg-Pro-Glu-NH2 [11]  

Cg-PRP26–36 

H-Arg-Pro-Lys-Pro-Arg-Pro-Arg-Pro-Arg-Pro-Glu-NH2 [11]  

Cg-Prp 

H-ILENLLARSTNEDREGSIFDTGPIRRPKPRPRPRPEG-OH[11]  

Cg-Defensin 

H-GFGC(&1)PGNQLKC(&2)NNHC(&3)KSISC(&4)RAGYC(&1)DAATLWLRC(&2)TC(&3)TDC(&4)NGKK-OH  [12]  



PR-39 

H-RRRPRPPYLPRPRPPPFFPPRLPPRIPPGFPPRFPPRFP-OH [13]  

PR-26 

H-Arg-Arg-Arg-Pro-Arg-Pro-Pro-Tyr-Leu-Pro-Arg-Pro-Arg-Pro-Pro-Pro-Phe-Phe-Pro- Pro-Arg-Leu-Pro-

Pro-Arg-Ile-OH [13]  

Pig Protegrin-3 

H-Arg-Gly-Gly-Gly-Leu-Cys(&1)-Tyr-Cys(&2)-Arg-Arg-Arg-Phe-Cys(&2)-Val-Cys(&1)-Val-Gly-Arg-NH2 [14]  

L-Ser-Cecropin 6 

H-GWLKKFGKKIERVGQHTRDATIQAIGVAQQAANVAATLKG-OH [15]  

LSer-Def4 

H-LTC(&1)NIDRSFC(&2)LAHC(&3)LLRGYKRGFC(&2)TVKKIC(&3)VC(&1)RH-OH[15]  

PBD-142 

H-KNIGNSVSC(&1)LRNKGVC(&2)MPGKC(&3)APKMKQIGTC(&2)GMPQVKC(&3)C(&1)KRK-OH [16]  

PBD-138 

H-NSVSC(&1)LRNKGVC(&2)MPGKC(&3)APKMKQIGTC(&2)GMPQVKC(&3)C(&1)KRK-OH [16]  

Rabbit granulocytes peptides 

NP1 

H-VVCACRRALCLPRERRAGFCRIRGRIHPLCCRR-OH [17]  

NP-2 

H-VVCACRRALCLPLGRRAGFCRIRGRIHPLCCRR-OH [17]  

NP-3a 

H-GICACRRRFCPNSERFSGYCRVNGARYVRCCSRR-OH  [17]  

NP-5 

H-VFCTCRGFLCGSGERASGSCTINGVRHTLCCR-OH  [17]  

Hst5 

H-Asp-Ser-His-Ala-Lys-Arg-His-His-Gly-Tyr-Lys-Arg-Lys-Phe-His-Glu-Lys-His-His-Ser-His-Arg-Gly-Tyr-

OH [7]  

LL-37 



H-LLGDFFRKSKEKIGKEFKRIVQRIKDFLRNLVPRTES-OH[18] 

Cathelicidin-related AMP (CRAMP) 

H-Gly-Leu-Leu-Arg-Lys-Gly-Gly-Glu-Lys-Ile-Gly-Glu-Lys-Leu-Lys-Lys-Ile-Gly-Gln-Lys-Ile-Lys-Asn-Phe-

Phe-Gln-Lys-Leu-Val-Pro-Gln-Pro-Glu-Gln-OH [19]  

Onc72 

H-VDKPPYLPRPRPPROIYNO-NH2 [19]  

Onc110 

H-VKPPYLPRPRPXRXJYNO-NH2 [19]  

Onc112 

H-VKPPYLPRPRPPRrIYNr-NH2 [19]  

Api88 

gu-ONRPVYIPRPRPPHPRL-NH2 [19]  

Api134 

gu-ONNRPVYIPRPRPPHPOL-NH2 [19]  

Api137 

gu-O-NNRPVYIPRPRPPHPRL-OH [19]  

J, O,  X and gu denote L-tert-leucine, L-ornithine, trans-4-hydroxy-L-proline and N,N,N´,N´-

tetramethylguanidino, respectively[19]  

Pig Protegrin-1 

H-Arg-Gly-Gly-Arg-Leu-Cys(&1)-Tyr-Cys(&2)-Arg-Arg-Arg-Phe-Cys(&2)-Val-Cys(&1)-Val-Gly-Arg-NH2 [14]  

Bovine bactenecin 

H-Arg-Leu-Cys(&1)-Arg-Ile-Val-Val-Ile-Arg-Val-Cys(&1)-Arg-OH [20]  

Bovine indolicidin 

H-Ile-Leu-Pro-Trp-Lys-Trp-Pro-Trp-Trp-Pro-Trp-Arg-Arg-NH2 [21]  

CAP11 is a homodimer of: H-GLRKKFRKTRKRIQKLGRKIGKTGRKVWKAWREYGQIPYPCRI-OH, joined 

with one disulfide bond [22]   

Gallidermin 

H-Ile-Ala-Ala(&1)-Lys-Phe-Leu-Ala(&1)-Abu(&2)-Pro-Gly-Ala(&2)-Ala-Lys-Dhb-Gly-Ala(&3)-Phe-Asn-

Ala(&4)-Tyr-(&4)Ala(&3)-NH2 [23]  



Guinea pig defensin 

H-Arg-Arg-Cys-Ile-Cys-Thr-Thr-Arg-Thr-Cys-Arg-Phe-Pro-Tyr-Arg-Arg-Leu-Gly-Thr-Cys-Ile-Phe-Gln-Asn-

Arg-Val-Tyr-Thr-Phe-Cys-Cys-OH[24] 

Nisin 

H-Ile-Dhb-Ala(&1)-Ile-Dha-Leu-Ala(&1)-Abu(&2)-Pro-Gly-Ala(&2)-Lys-Abu(&3)-Gly-Ala-Leu-Met-Gly-

Ala(&3)-Asn-Met-Lys-Abu(&4)-Ala-Abu(&5)-Ala(&4)-Asn-Ala(&5)-Ser-Ile-His-Val-Dha-Lys-OH 

The different residues are linked by thioether bonds.  Dha, dehydroalanine; Dhb, dehydrobutyrine; 

Ala-S-Ala, lanthionine; Abu-S-Ala; β-methyllanthionine. 

Bicereucin; Bsjα 

H-Gln-Arg-Ala-Dhb-Pro-Ala-Dhb-Pro-Ala-Dhb-Pro-Trp-Leu-Ile-Lys-Ala- DAla-Tyr-Val-Val- DAla-Gly-Ala-

Gly-Val -DAla-Phe-Val-Ala -DAla-Tyr-Ile-Dhb-Val-Asn-OH [25]  

Bsjβ 

H-Gln-Arg-Ala-Dhb-Pro- Dhb-Leu-Ala-Dhb-Pro- Leu-Dhb-Pro-His-Dhb -Pro-Tyr-Ala-DAbu-Tyr- Val-Val-

DAla-Gly- Gly-Val-Val-DAla-Ala -Ile-DAla-Gly-Ile-Phe -R-Ala/S-Ala(&1)-Asn-Asn-Lys -Dhb-R-Ala(&1)-Leu-

Gly-OH [25]   

Lichenicidin; Lchα 

OBu-Ile-Abu(&1)-Leu-Dha-Dhb-Ala(&1)-Ala-Ile-Leu-Ala(&2)-Lys-Pro-Leu-Gly-Asn-Asn-Gly-Tyr-Leu-

Ala(&2)-Abu(&3)-Val-Abu(&4)-Lys-Glu-Ala(&3)-Met-Pro-Ser-Ala(&4)-Asn-OH [26]  

Lchβ 

OBu-Dhb-Pro-Ala-Dhb-Dhb-Ala(&1)-Dha-Trp-Thr-Ala(&1)-Ile-Dhb-Ala-Gly-Val-Dhb-Val-Ala(&2)-Ala-Ser-

Leu-Ala(&2)-Pro-Abu(&3)-Dhb-Lys-Ala(&3)-Abu(&4)-Ser-Arg-Ala(&4)-OH [26]  

2-oxobutyryl (OBu), lanthionine (Ala-S-Ala), and methyllanthionine (Abu-S-Ala). 

Lacticins 

LtnA1: H-Ala(&1)-Ala(&1)-Dbh-Asn-Dhb-Phe-DAla-Leu-Ala(&2)-Asp-Tyr-Trp-Gly-Asn-Asn-Gly-Ala-Trp-

Ala(&2)-Abu(&3)-Leu-Abu(&4)-His-Glu-Ala(&3)-Met-Ala-Trp-Ala(&4)-Lys-OH [25, 27]  

LtnA2 

OBu-Dhb-Pro-Ala-Dhb-Pro-Ala-Ile-DAla-Ile-Leu-DAla-Ala-Tyr-Ile-Ala(&1)-Thr-Asn-Thr-Ala(&1)-Pro-

Abu(&2)-Thr-Lys-Ala(&2)-Abu(&3)-Arg-Ala-Ala(&3)-OH [25, 27]  

Dha, dehydroalanine; Dhb, dehydrobutyrine; Ala-S-Ala, lanthionine; Abu-S-Ala, β-methyllanthionine. 

Plantaricin EF is a class-IIb two-peptide bacteriocin that consists of the 33-residue PlnE and the 34-

residue PlnF peptides [28]  

PlnE 



H-Phe-Asn-Arg-Gly-Gly-Tyr-Asn-Phe-Gly-Lys-Ser-Val-Arg-His-Val-Val-Asp-Ala-Ile- Gly-Ser-Val-Ala-Gly-

Ile-Arg-Gly-Ile-Leu-Lys-Ser-Ile-Arg-OH [28]  

PlnF 

H-Val-Phe-His-Ala-Tyr-Ser-Ala-Arg-Gly-Val-Arg-Asn-Asn-Tyr-Lys-Ser-Ala-Val-Gly-Pro-Ala-Asp-Trp-Val-

Ile-Ser-Ala-Val-Arg-Gly-Phe-Ile-His-Gly-OH [28]  

PlnJ 

H-Gly-Ala-Trp-Lys-Asn-Phe-Trp-Ser-Ser-Leu-Arg-Lys-Gly-Phe-Tyr-Asp-Gly-Glu-Ala-Gly-Arg-Ala-Ile-Arg-

Arg[29]  

PlnK 

H-Arg-Arg-Ser-Arg-Lys-Asn-Gly-Ile-Gly-Tyr-Ala-Ile-Gly-Tyr-Ala-Phe-Gly-Ala-Val-Glu- Arg-Ala-Val-Leu-

Gly-Gly-Ser-Arg-Asp-Tyr-Asn-Lys[29]  

L50A 

H-MGAIAKLVAKFGWPIVKKYYKQIMQFIGEGWAINKIIEWIKKHI-OH [30]  

L50B 

H-MGAIAKLVTKFGWPLIKKFYKQIMQFIGQGWTIDQIEKWLKRH-OH [30] 

Enterocin 7A 

H-MGAIAKLVAKFGWPIVKKYYKQIMQFIGEGWAINKIIDWIKKHI-OH [31] 

Enterocin 7B 

H-MGAIAKLVAKFGWPFIKKFYKQIMQFIGQGWTIDQIEKWLKRH-OH [31] 

Thuricin D-alpha 

H-Gly-Met-Ala-Ala-Cys(&1)-Val-Ile-Gly-Cys(&2)-Ile-Gly-Ser-Cys(&3)-Val-Ile-Ser-Glu-Gly-Ile-Gly-Ser(&1)-

Leu-Val-Gly-Thr(&2)-Ala-Phe-Thr(&3)-Leu-GlyOH [32] 

Thuricin D-beta 

H-Gly-Trp-Val-Ala-Cys(&1)-Val-Gly-Ala-Cys(&2)-Gly-Ser-Val-Cys Cys(&3)-Leu-Ala-Ser-Gly-Gly-Thr(&1)-

Glu-Phe-Ala-Ala(&2)-Ala-Ser-Tyr(&3)-Phe-Leu-OH [32] 

Thiols are linked to the α-C of the corresponding amino acids 

Cbnx: H-Trp-Gly-Trp-Lys-Glu-Val-Val-Gln-Asn-Gly-Gln-Thr-Ile-Phe-Ser-Ala-Gly-Gln-Lys-Leu-Gly-Asn-

Met-Val-Gly-Lys-Ile-Val-Pro-Leu-Pro-Phe-Gly-OH [33]  

Cbny: H-Ser-Ala-Ile-Leu-Ala-Ile-Thr-Leu-Gly-Ile-Phe-Ala-Thr-Gly-Tyr-Gly-Met-Gly-Val-Gln-Lys-Ala-Ile-

Asn-Asp-Arg-Arg-Lys-Lys-OH [33]  



Plantaricin alpha: H-Lys-Cys-Lys-Trp-Trp-Asn-Ile-Ala-Cys-Asp-Leu-Gly-Asn-Asn-Gly-His-Val-Ala-Abu-

Leu-Ala-His-Glu-Ala-Gln-Val-Ser-Ala-Asn-OH [34]  

Plantaricin beta: Pyr-Gly-Ile-Pro-Cys-Dhb-Ile-Gly-Ala-Ala-Val-Ala-Ala-Ala-Ile-Ala-Val-Ala-Pro-Abu-Abu-

Lys-Ala-Dha-Lys-Arg-Ala-Gly-Lys-Arg-Lys-Lys-OH [34]  

Dermcidin (DCD)-derived peptides 

DCD-1L  

H- SSLLEKGLDGAKKAVGGLGKLGKDAVEDLESVGKGAVHDVKDVLDSVL[35]  

DCD-1  

H-SSLLEKGLDGAKKAVGGLGKLGKDAVEDLESVGKGAVHDVKDVLDSV-OH [35]  

Bombinin 

H-Ala-Lys-Gly-Leu-Gly-Ile-Gly-Gly-Ala-Leu-Leu-Ser-Ala-Ala-Lys-Val-Gly-Leu-Lys-Gly-Leu-Ala-Glu-His-

Phe-Asn-NH2 [36, 37]  

Novel bombinin 

H-Gly-Ile-Gly-Gly-Ala-Leu-Leu-Asn-Val-Gly-Lys-Val-Ala-Leu-Lys-Gly-Leu-Ala-Lys-Gly-Leu-Ala-Glu-His-

Phe-Ala-Asn-NH2[36, 37]  

Bombinin HL 

H-Leu-Leu-Gly-Pro-Val-Leu-Gly-Leu-Val-Ser-Asn-Val-Leu-Gly-Gly-Leu-Leu-NH2 [36] 

Protonectin 

H-Ile-Leu-Gly-Thr-Ile-Leu-Gly-Leu-Leu-Lys-Gly-Leu-NH2 [38, 39]  

Protonectin (1–6) 

H-Ile-Leu-Gly-Thr-Ile-Leu-NH2 [39]  

Abaecin (Bombus pascuorum)  

H-FVPYNPPRPGQSKPFPSFPGHGPFNPKIQWPYPLPNPGH-OH[40]  

Feleucin-BV1 

H-Phe-Leu-Gly-Leu-Leu-Gly-Gly-Leu-Leu-NH2[37]  

feleucin (BV1-FLGLLGGLL or BV2-FLGLIGSLL) occupying positions 124–132. The name feleucins was 

coined to phonetically represent their structural features of possessing N-terminal Phe (F) residues 

and C-terminal Leu (L) amide residues. Note that the two feleucins differ in primary structure by 

conservative substitutions at positions 

Gal7 



H-FSRSPRYHMQCGYRGTFCTPGKCPYGNAYLGLCRPKYSCCRWL-OH [41]  

Gal9 

H-RGLPQDCERRGGFCSHKSCPPGIGRIGLCSKEDFCCRSRWYS-OH [41]  

Moronecidin: H-Phe-Phe-His-His-Ile-Phe-Arg-Gly-Ile-Val-His-Val-Gly-Lys-Thr-Ile-His-(Lys/Arg)Leu-Val-

Thr-Gly-Thr-NH2 [42]  

Bass hepcidin: (Gly-Cys(&1)-Arg-Phe-Cys(&2)-Cys(&3)-Asn-Cys(&4)-Cys(&4)-Pro-Asn-Met-Ser-Gly-

Cys(&3)-Gly-Val-Cys(&2)-Cys(&1)-Arg-Phe) with eight putative [43]  

Hymenoptaecin:  

H-

QERGSIVIQGTKEGRNRPSLDIDYKQRVYDKNGMTGNAYGGVNIRPGQPTRQHAGFEFGKEYKNGFIRGQSEVQ

RGPGGRLSPYVGINGGFRF-OH [44] 

SMAP29 

H-Arg-Gly-Leu-Arg-Arg-Leu-Gly-Arg-Lys-Ile-Ala-His-Gly-Val-Lys-Lys-Tyr-Gly-Pro-Thr-Val-Leu-Arg-Ila-Ile-

Arg-Ile-Ala-NH2 [45]  

OaBac5mini 

H-Arg-Phe-Arg-Pro-Pro-Ile-Arg-Arg-Pro-Pro-Ile-Arg-Pro-Pro-Phe-Arg-Pro-Pro-Phe-Arg-Pro-Pro-Val-

Arg-NH2 [45]  

OaBac7.5mini 

H-Arg-Arg-Ile-Pro-Arg-Pro-Ile-Leu-Leu-Pro-Trp-Arg-Pro-Pro-Arg-Pro-Ile-Pro-Arg-Pro-Gln-Pro-Gln-Pro-

Ile-Pro-Arg-Trp-Leu-OH [45]  

FLUCONAZOLE 

Cc-GRP 

H-Gly-Asn-Glu-Gly-Gly-Gly-His-Gly-Gly-His-Gly-Gly-Tyr-Gly-Gly-Tyr-His-His-His- Gly-Gly-Gly-Gly-Gly-

Gly-Tyr-Gly-Gly-Tyr-His-Gly-Gly-Gly-Gly-Ser-OH[46] 

DS6 

H-Cys-Lys-Tyr-Lys-Ala-Arg-Trp-Lys-Leu-Leu-OH [47]  

KU4 

H-Gly-Ile-Trp-Lys-Lys-Trp-Ile-Lys-Lys-Trp-Leu-Lys-Lys-Leu-Lys-Asn-Leu-Phe-NH2[48]  

Upnlys6 

H-Gly-Val-Ile-Lys-Ala-Ala-Lys-Lys-Val-Val-Lys-Val-Leu-Lys-Lys-Leu-Phe-NH2 [48]  

KABT-AMP 



H-Gly-Ile-Trp-Lys-Lys-Trp-Ile-Lys-Lys-Trp-Leu-Lys-Lys-Leu-Leu-Lys-Lys-Leu-Trp-Lys-Lys-Gly-OH [48]  

Uperin 3.6 

H-Gly-Val-Ile-Asp-Ala-Ala-Lys-Lys-Val-Val-Asn-Val-Leu-Lys-Asn-Leu-Phe-NH2[48]  

Upn-Lys5 

H-Gly-Val-Ile-Lys-Ala-Ala-Lys-Lys-Val-Val-Lys-Val-Leu-Lys-Asn-Leu-Phe-NH2 [48]  

IB-367: H-Arg-Gly-Gly-Leu-Cys(&1)-Tyr-Cys(&2)-Arg-Gly-Arg-Phe-Cys(&2)-Val-Cys(&1)-Val-Gly-Arg-NH2 

[49]  

Hepcidin 20 

H-Ile-Cys(&)1-Ile-Phe-Cys(&)2-Cys(&)3-Gly-Cys(&)4-Cys(&)4-His-Arg-Ser-Lys-Cys(&)3-Gly-Met-Cys(&)2-

Cys(&)1-Lys-Thr-OH [50].  

Short lipopeptide palmitoyl 

PAL-Lys-Lys-NH2 [51]  

Dodecapeptide 

H-Arg-Trp-Trp-Arg-DTrp-DPhe-Ile-DPhe-His-Trp-Arg-Trp-NH2 [52]  

RWWRWFIFH 

H-Arg-Trp-Trp-Arg-DTrp-DPhe-Ile-DPhe-His-NH2 [53] 

h-Lf1-11 

H-Gly-Arg-Arg-Arg-Arg-Ser-Val-Gln-Trp-Cys-Ala-OH [55] 

DsS3 

H-Ala-Leu-Trp-Lys-Asn-Met-Leu-Lys-Gly-Ile-Gly-Lys-Leu-Ala-Gly-Lys-Ala-Ala-Leu-Gly-Ala-Val-Lys-Lys-

Leu-Val-Gly-Ala-Glu-Ser-OH [56] 

MUC7 12-mer-L 

H-Arg-Lys-Ser-Tyr-Lys-Cys-Leu-His-Lys-Arg-Cys-Arg-OH [57]  

Tyrocidine A 

&Val-Orn-Leu-DPhe-Pro-Phe-DPhe-Asn-Gln-Tyr& [58]  

Tyrocidine B 

&Val-Orn-Leu-DPhe-Pro-Trp-DPhe-Asn-Gln-Tyr& [58]  

Tyrocidine C 

&Val-Orn-Leu-DPhe-Pro-Trp-DTrp-Asn-Gln-Tyr& [58]  



Plant defensin rHsAFP1  

H-DGVKLCDVPSGTWSGHCGSSSKCSQQCKDREHFAYGGACHYQFPSVKCFCKRQC-OH [59]  

HsLin06 

H-Glu-His-Phe-Ala-Tyr-Gly-Gly-Ala-Xaa-His-Tyr-Gln-Phe-Pro-Ser-Val-Lys-Xaa-Phe-Xaa-Lys-Arg-Gln-

Xaa-OH [59] 

MSI-78 

H-Gly-Ile-Gly-Lys-Phe-Leu-Lys-Lys-Ala-Lys-Lys-Phe-Gly-Lys-Ala-Phe-Val-Lys-Ile-Leu-Lys-Lys-NH2 [60]  

Cecropin B 

H-KWKVFKKIEKMGRNIRNGIVKAGPAIAVLGEAKAL-NH2 [60]  

Dq-1319 

H-Phe-Trp-Gly-Thr-Leu-Ala-Lys-Trp-Ala-Leu-Lys-OH [61]  

Dq-1503 

H-Phe-Trp-Gly-Thr-Leu-Ala-Lys-Trp-Ala-Leu-Lys-Ala-Ile-OH [61]  

Dq-2562 

H-Phe-Trp-Gly-Thr-Leu-Ala-Lys-Trp-Ala-Leu-Lys-Ala-Ile-Pro-Ala-Ala-Met-Gly-Met-Lys-Gln-Asn-Lys-OH 

[61]  

Dq-3162 

H-Gly-Leu-Lys-Asp-Trp-Trp-Asn-Lys-His-Lys-Asp-Lys-Ile-Val-Lys-Val-Val-Lys-Glu-Met-Gly-Lys-Ala-Gly-

Ile-Asn-Ala-Ala-NH2 [61]  

Bacillomycin D 

H-Ser-Thr-Asn-Tyr-Asn-Pro-Glu-OH [62]  

KU1 

H-Gly-Ile-Trp-Lys-Lys-Trp-Ile-Lys-Lys-Val-Val-Asn-Val-Leu-Lys-Asn-Leu-Phe-NH2 [48]  

KU2 

H-Gly-Ile-Trp-Lys-Lys-Trp-Ile-Lys-Lys-Trp-Leu-Asn-Val-Leu-Lys-Asn-Leu-Phe-NH2 [48]  

KU3 

H-Gly-Ile-Trp-Lys-Lys-Trp-Ile-Lys-Lys-Trp-Leu-Lys-Val-Leu-Lys-Asn-Leu-Phe-NH2 [48]  

KU4 

H-Gly-Ile-Trp-Lys-Lys-Trp-Ile-Lys-Lys-Trp-Leu-Lys-Lys-Leu-Lys-Asn-Leu-Phe-NH2 [48]  



Upn-lys4 

H-Gly-Val-Ile-Lys-Ala-Ala-Lys-Lys-Val-Val-Asn-Val-Leu-Lys-Asn-Leu-Phe-NH2 [48]  

Upn-lys5 

H-Gly-Val-Ile-Lys-Ala-Ala-Lys-Lys-Val-Val-Lys-Val-Leu-Lys-Asn-Leu-Phe-NH2 [48]  

Upn-lys6 

H-Gly-Val-Ile-Lys-Ala-Ala-Lys-Lys-Val-Val-Lys-Val-Leu-Lys-Lys-Leu-Phe-NH2 [48]  

Histatin 5 

H-Asp-Ser-His-Ala-Lys-Arg-His-His-Gly-Tyr-Lys-Arg-Lys-Phe-His-Glu-Lys-His-His-Ser-His-Arg-Gly-Tyr-

OH [63]  

dhvar4 

H-Lys-Arg-Leu-Phe-Lys-Lys-Leu-Leu-Phe-Ser-Leu-Arg-Lys-Tyr-OH [63]  

dhvar5 

H-Leu-Leu-Leu-Phe-Leu-Leu-Lys-Lys-Arg-Lys-Lys-Arg-Lys-Tyr-OH [63]  

Short lactoferrin peptide Pep2 

H-Phe-Lys-Cys-Arg-Arg-Trp-Gln-Trp-Arg-Met-OH [64] 

Tachyplesin III  

H-Lys-Trp-Cys(&1)-Phe-Arg-Val-Cys(&2)-Tyr-Arg-Gly-Ile-Cys(&2)-Tyr-Arg-Lys-Cys(&1)-Arg-NH2 [65]  

WLBU2 

H-Arg-Arg-Trp-Val-Arg-Arg-Val-Arg-Arg-Trp-Val-Arg-Arg-Val-Val-Arg-Val-Val-Arg-Arg-Trp-Val-Arg-Arg-

OH [66] 

L12 

H-Val-Arg-Ile-Ile-Trp-Ala-Val-Arg-Ile-Trp-Arg-Arg-OH [67]  

D-LL-31 

H-Leu-Leu-Gly-Asp-Phe-Phe-Arg-Lys-Ser-Lys-Glu-Lys-Ile-Gly-Lys-Glu-Phe-Lys-Arg-Ile-Val-Gln-Arg-Ile-

Lys-Asp-Phe-Leu-Arg-Asn-Leu-OH [68]  

LfcinB (20–25) 

H-Arg-Arg-Trp-Gln-Trp-Arg-NH2 [69]  

LfcinB (20–30) 

H-Arg-Arg-Trp-Gln-Trp-Arg-Met-Lys-Lys-Leu-Gly-NH2 [69]  



LfcinB (17–31) 

H-Phe-Lys-Ala-Arg-Arg-Trp-Gln-Trp-Arg-Met-Lys-Lys-Leu-Gly-Ala-NH2 [69]  

LfcinB 

H-Phe-Lys-Cys-Arg-Arg-Trp-Gln-Trp-Arg-Met-Lys-Lys-Leu-Gly-Ala-Pro-Ser-Ile-Thr-Cys-Val-Arg-Arg-Ala-

Phe-NH2 [69]  

L11W 

H-Ile-Lys-Lys-Ile-Leu-Ser-Lys-Ile-Lys-Lys-Trp-Leu-Lys-NH2 [70]  

L12W 

H-Ile-Lys-Lys-Ile-Leu-Ser-Lys-Ile- Lys-Lys-Leu-Trp-Lys-NH2 [70]  

I1WL5W 

H-Trp-Lys-Lys-Ile-Trp-Ser-Lys-Ile-Lys-Lys-Leu-Leu-Lys-NH2 [70]  

I4WL5W 

H-Ile-Lys-Lys-Trp-Trp-Ser-Lys-Ile-Lys-Lys-Leu-Leu-Lys-NH2 [70]  

SLAY-P1 

H-Arg-Leu-Val-Arg-Ile-Leu-Val-Ser-Lys-Arg-Pro-Val-Ala-Ile-Lys-Pro-Tyr-Phe-Arg-Leu-OH[71]  

Melimine 

H-Thr-Leu-Ile-Ser-Trp-Ile-Lys-Asn-Lys-Arg-Lys-Gln-Arg-Pro-Arg-Val-Ser-Arg-Arg-Arg-Arg-Arg-Arg-Gly-

Gly-Arg-Arg-Arg-Arg-OH [72]  

Mel4 

H-Lys-Asn-Lys-Arg-Lys-Arg-Arg-Arg-Arg-Arg-Arg-Gly-Gly-Arg-Arg-Arg-Arg-OH [72]  

AamAP1 lysine 

H-Phe-Leu-Phe-Lys-Leu-Ile-Pro-Lys-Ala-Ile-Lys-Lys-Leu-Ile-Ser-Lys-Phe-Lys-OH [73]  

UP-5 

H-Arg-B-Arg-B-Arg-COOH, where B represents biphenylalanine [74] 

HYL 

H-Gly-Ile-Met-Ser-Ser-Leu-Met-Lys-Lys-Leu-Ala-Ala-His-Ile-Ala-Lys-NH2 [75]  

I(LLKK)2I 

H-Ile-Leu-Leu-Lys-Lys-Leu-Leu-Lys-Lys-Ile-NH2 [76]  



M(LLKK)2M 

H-Met-Leu-Leu-Lys-Lys-Leu-Leu-Lys-Lys-Met-NH2 [76]  

W(LLKK)2W 

H-Trp-Leu-Leu-Lys-Lys-Leu-Leu-Lys-Lys-Trp-NH2 [76]  

Plectasin 

H-GFGCNGPWDEDDMQCHNHCKSIKGYKGGYCAKGGFVCKCY-OH [77] 

Plectasin NZ2114:  

H-GFGCNGPWNEDDLRCHNHCKSIKGYKGGYCAKGGFVCKCY-OH [78] 

PL-5 

Ac-Lys-Trp-Lys-Ser-Phe-Leu-Lys-Thr-Phe-Lys-Ser-Ala-Ala-Lys-Thr-Val- Leu -His-Thr-Ala-Leu-Lys-Ala-Ile-

Ser-Ser-NH2 [79]  

PL-31 

Ac-Lys-Trp-Lys-Ser-Phe-Leu-Lys-Thr-Phe-Lys-Ser-Leu-Lys-Lys-Thr-Val- Leu -His-Thr-Leu-Leu-Lys-Ala-

Ile-Ser-Ser -NH2 [79]  

PL-32 

Ac-Lys-Trp-Lys-Ser-Phe-Leu-Lys-Thr-Phe-Lys-Ser-Leu-Lys-Lys-Thr-Val-Leu-His-Thr-Leu-Leu-Lys-Ala-Ile-

Ser-Ser-NH2 [79]  

PL-18 

Ac-Phe-Lys-Lys-Leu-Lys-Lys-Leu-Phe-Ser-Lys-Leu-Trp-Asn-Trp-Lys-NH2 [79]  

PL-29 

Ac-Phe-Lys-Lys-Leu-Lys-Lys-Leu-Phe-Ser-Lys-Leu-Phe-Ser-Phe-Lys-NH2 [79]  

PL-26 

Ac- Lys-Lys-Val-Val-Phe-Lys-Val-Lys-Phe-Lys-Lys-NH2 [79]  

PRW4 

Arg-Phe-Arg-Arg-Leu-Arg-Trp-Lys-Thr-Arg-Trp-Arg-Leu-Lys-Lys-Ile[80]  

PMAP-36 

H-GRFRRLRKKTRKRLKKIGKVLKWIPPIVGSIPLGCG-OH [80]  

Coprisin 

H-VTCDVLSFEAKGIAVNHSACALHCIALRKKGGSCQNGVCVCRN-NH2 [81]  



Pleurocidin 

H-Gly-Trp-Gly-Ser-Phe-Phe-Lys-Lys-Ala-Ala-His-Val-Gly-Lys-His-Val-Gly -Lys-Ala-Ala-Leu-Thr-His-Tyr-

Leu-NH2 [82]  

Protegrin 1: H-Arg-Gly-Gly-Arg-Leu-Cys(&1)-Tyr-Cys(&1)-Arg-Arg-Arg-Phe-Cys(&1)-Val-Cys(&1)-Val-Gly-

Arg-OH [83]  

Cathelicidin-BF 

H-Lys-Phe-Phe-Arg-Lys-Leu-Lys-Lys-Ser-Val-Lys-Lys-Arg-Ala-Lys-Glu- Phe-Phe-Lys-Lys-Pro-Arg-Val-Ile-

Gly-Val-Ser-Ile-Pro-Phe-OH [83]  

BA250-C10 

Arg-Trp-Arg-Trp-Arg-Trp-Lys-(C10) synthetic lipoAMP, a lipidated peptide with a C10-lipid chain 

attached to the C-terminus [84] 

Bactenecin 

H-Arg-Leu-Cys(&)1-Arg-Ile-Val-Val-Ile-Arg-Val-Cys(&)1-Arg-OH [85]  

BP100 

H-Lys-Lys-Leu-Phe-Lys-Lys-Ile-Leu-Lys-Tyr-Leu-NH2 [86]  

GA-K4 

H-Phe-Leu-Lys-Trp-Leu-Phe-Lys-Trp-Ala-Lys-Lys-NH2 [87]  

HRAP1/HRAP2 

Ac-Phe-Lys-Lys-Leu-Lys-Lys-Leu-Phe-Ser-Lys-Leu-Trp-Asn-Trp-Lys-NH2 [88] 

Parasin I 

H-Lys-Gly-Arg-Gly-Lys-Gln-Gly-Gly-Lys-Val-Arg-Ala-Lys-Ala-Lys-Thr-Arg-Ser-Ser-OH [89]    

Synoeca‐MP peptide 

H-Ile-Asn-Trp-Leu-Lys-Leu-Gly-Lys-Lys-Ile-Ile-Ala-Ser-Leu‐NH2 [90]  

Bacillomycin D 

&Asn-Pro-Glu-Ser-Thr-βXaa-Asp-Tyr& [91] 

It is a mixture of two homologous lipopeptides: the lipid moiety consists of 3-amino-12-

methyltridecanoic acid or 3-amino-12-methyltetradecanoic acid (βXaa) 

Gramicidin-S 

(&Val-Orn-Leu-D-Phe-Pro&)2 [92] 



Gramicidin A 

HCO-L-Val-Gly-L-Ala-D-Leu-L-ala-D-Val-L-Val-D-Val-L-Trp-D-Leu-Trp-D-Teu-L-trp-D-leu-L-trp-

NHCH2CH2OH [93] 

Thionin 

H-KSCCRNTWARNCYNVCRLPGTISREICAKKCDCKIISGTTCPSDYPK-OH [94]  

STF(1-37) 

H-KIRTRRSQARKCSRGNGGGIRCPGGGIRLGGGSLIGR-OH [95] 

D2A21 

H-Phe-Ala-Lys-Lys-Phe-Ala-Lys-Lys-Phe-Lys-Lys-Phe-Ala-Lys-Lys-Phe-Ala-Lys-Phe-Ala-Phe-Ala-Phe-OH 

[96] 

Clavanin A 

H-Val-Phe-Gln-Phe-Leu-Gly-Lys-Ile-Ile-His-His-Val-Gly-Asn-Phe-Val-His-Gly-Phe-Ser-His-Val-Phe-NH2 

[97] 

MBP-1 

H-RSGRGECRRQCLRRHEGQPWETQECMRRCRRRG-OH [98] 

Melittin 

H-Gly-Ile-Gly-Ala-Val-Leu-Lys-Val-Leu-Thr-Thr-Gly-Leu-Pro-Ala-Leu-Ile-Ser-Trp-Ile-Lys-Arg-Lys-Arg-

Gln-Gln-NH2 [99]  

Cecropin A 

H-KWKLFKKIEKVGQNIRDGIIKAGPAVAVVGQAT-OH [100]  
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