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Abstract: (1) Background: Preterm-born children have an increased cardiovascular risk with the
first clinical manifestation during childhood and/or adolescence. (2) Methods: The occurrence of
overweight/obesity, prehypertension/hypertension, valve problems or heart defects, and postnatal
microRNA expression profiles were examined in preterm-born children at the age of 3 to 11 years
descending from preterm prelabor rupture of membranes (PPROM) and spontaneous preterm birth
(PTB) pregnancies. The whole peripheral blood gene expression of 29 selected microRNAs associated
with cardiovascular diseases was the subject of our interest. (3) Results: Nearly one-third of preterm-
born children (32.43%) had valve problems and/or heart defects. The occurrence of systolic and
diastolic prehypertension/hypertension was also inconsiderable in a group of preterm-born children
(27.03% and 18.92%). The vast majority of children descending from either PPROM (85.45%) or
PTB pregnancies (85.71%) had also significantly altered microRNA expression profiles at 90.0%
specificity. (4) Conclusions: Postnatal microRNA expression profiles were significantly influenced
by antenatal and early postnatal factors (gestational age at delivery, birth weight of newborns, and
condition of newborns at the moment of birth). These findings may contribute to the explanation of
increased cardiovascular risk in preterm-born children. These findings strongly support the belief
that preterm-born children should be dispensarized for a long time to have access to specialized
medical care.

Keywords: birth weight of newborns; cardiovascular risk; condition of newborns at the moment
of birth; expression; gestational age at delivery; children; microRNA; preterm prelabor rupture of
membranes; spontaneous preterm birth; whole peripheral blood

1. Introduction

Preterm-born children have an increased cardiovascular risk, with the first clinical
manifestation during childhood and/or adolescence. Usually, clinical symptomatology
appears during early adulthood at the very latest.

In general, multiple risk factors predisposing to a later development of cardiovascular
diseases have been identified in preterm-born individuals. These risk factors involve in-
creased peripheral and central systolic (SBP) and/or diastolic (DBP) blood pressures [1-21],
higher heart rate (HR) [4,22,23], higher fat mass [21], lower functional skin capillary den-
sity [4], lower peripheral skin blood flow [24], abnormal retinal vascularization (both
structure and function) [1,3,17], increased sympathoadrenal activity together with higher
levels of urine catecholamines [22], kidney hypoplasia, incomplete nephrogenesis (reduced
number of nephrons) and impaired renal function (decreased glomerular filtration rate,
microalbuminuria) [20,25-28], worsened respiratory parameters usually as a consequence
of bronchopulmonary dysplasia (BPD) [19,29,30], impaired exercise capacity [19,30], ele-
vated fasting glucose and cholesterol levels [10], higher serum levels of insulin 2 h after the
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glucose load [31], decreased insulin sensitivity [32-36], or even higher incidence of systolic
or diastolic prehypertension/hypertension [13,25,37-40], chronic kidney disease [13,25],
lipid disorders [39,41], type 1 diabetes mellitus [39,42-46], metabolic syndrome [38], and
asthma [29,47-49].

Moreover, children, adolescents, or young preterm-born adults were reported to
have alterations in both left heart and right heart structure, geometry, and function and
alterations in arterial structure and distensibility. Smaller left ventricles [9,12,50], smaller
right atria [51], smaller right ventricles [51,52], greater right and left ventricular mass [50,52],
smaller ascending aorta diameter [9,18], and higher relative wall thickness [51] were
observed in children, adolescents, and young adults born preterm. In addition, narrower
abdominal aortas and lower abdominal aortic stiffness were detected together with higher
brachial and aortic blood pressures [24]. Besides, lower left ventricular longitudinal
shortening and systolic tissue velocity [12], higher transversal shortening fraction [12],
lower atrial emptying velocities [12], higher right ventricular myocardial performance
index (RVmpi’) [51], elevated aortic wave reflection [14], decreased carotid and brachial
distensibility [18], and higher estimated pulmonary vascular resistance (PVR) [51] were
found in children, adolescents, and young preterm-born adults.

A strong association between preterm birth before 32 weeks of gestation and the risk
of incident heart failure [53] and cerebrovascular disease [54] has been recently reported in
children and/or young adults. In parallel, low gestational age at birth has been observed
to be associated with increased risk of venous thromboembolism in young adulthood [55].
In addition, an association between low birth weight and the risk of ischemic heart disease
and myocardial infarction in young adulthood has been demonstrated, but independently
of gestational age at delivery [56].

Besides, children and young adults born extremely preterm had significantly altered
neuropsychological outcomes (lower general cognitive abilities, visuomotor skills, prospec-
tive memory, and aspects of executive functions and language) [32,57,58]. Gestational age
of birth, including preterm birth, has also been observed to be associated with the risk of
autism spectrum disorders [59].

Recently, it has been shown that children descending from pregnancies affected with
hypertensive disorders (gestational hypertension (GH) or preeclampsia (PE)), metabolic
disorders (gestational diabetes mellitus (GDM)), and/or fetal growth restriction (FGR)
have altered postnatal expression profiles of microRNAs, playing a role in the pathogenesis
of diabetes mellitus and cardiovascular diseases. Altered expression of these microRNAs
present in peripheral blood leukocytes of children at the age of 3-11 years may contribute,
besides other factors, to the development of diabetes mellitus and cardiovascular diseases
later in life [60-62].

This study focused on the determination of clinical outcome (the incidence of over-
weight/obesity, systolic and diastolic prehypertension/hypertension, valve problems and
heart defects) in preterm-born children at the age of 3-11 years. The group of preterm-born
children consisted of children descending from pregnancies complicated with preterm
prelabor rupture of membranes (PPROM) and spontaneous preterm birth (PTB). Preterm-
born children descending from pregnancies complicated with other pregnancy-related com-
plications (GH, PE, FGR, GDM, placenta previa, placental abruption, and vaginal bleeding)
were not intentionally included in this study. Furthermore, the postnatal microRNA gene
expression profile in the whole peripheral blood of preterm-born children was studied. The
gene expression of 29 selected microRNAs (miR-1-3p, miR-16-5p, miR-17-5p, miR-20a-5p,
miR-20b-5p, miR-21-5p, miR-23a-3p, miR-24-3p, miR-26a-5p, miR-29a-3p, miR-92a-3p,
miR-100-5p, miR-103a-3p, miR-125b-5p, miR-126-3p, miR-130b-3p, miR-133a-3p, miR-143-3p,
miR-145-5p, miR-146-5p, miR-155-5p, miR-181a-5p, miR-195-5p, miR-199a-5p, miR-210-3p,
miR-221-3p, miR-342-3p, miR-499a-5p, and miR-574-3p) involved in the pathogenesis of
cardiovascular diseases was the subject of interest [60-65].

In addition, the microRNA expression profiles of groups of preterm-born children
(descending from either PPROM or PTB pregnancies) and term-born children with re-
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gard to the presence of abnormal clinical findings (overweight/obesity, prehyperten-
sion/hypertension, valve problems and heart defects) were compared. In parallel, the
impact of multiple antenatal and early postnatal factors on postnatal microRNA expression
profiles of children was studied. These factors involved therapies applied to mothers
to postpone the preterm delivery with the aim to accelerate fetal lung maturation (corti-
costeroid therapy, antibiotic therapy, and tocolytic therapy), gestational age at delivery,
mode of delivery, and clinical parameters of newborns (the birth weight, and the condition
of infants at the moment of birth determined using the Apgar scores and pH of cord
arterial blood).

To the best of our knowledge, there are currently no data on postnatal expression
profiles of microRNAs associated with cardiovascular diseases in preterm-born children
if other pregnancy-related complications (GH, PE, FGR, and GDM) are not present. In
addition, no data on the long-term impact of corticosteroid, tocolytic, and antibiotic thera-
pies administered to pregnant women at risk of preterm delivery on postnatal microRNA
expression profile of preterm-born children are available.

2. Materials and Methods
2.1. Participants

A total of 355 preterm-born children fulfilling the inclusion criteria of the study were
identified in the medical databases of the Institute for the Care of the Mother and Child
and were invited to participate in our study. Finally, 111 preterm-born children arrived at
examination, which indicates a 31.27% success rate.

The inclusion criteria involved preterm-born children at the age of 3-11 years de-
scending from singleton pregnancies affected with PPROM and PTB. PTB was defined as
preterm delivery prior to the 37th gestational week with the occurrence of regular uterine
contractions (at least 2 contractions within 10 min), together with cervical changes. In case
of PPROM, leakage of amniotic fluid appeared at a minimum of 2 h before the onset of
labor, once again prior to the 37th gestational week [66-68]. Term-born children were
defined as healthy infants weighing more than 2500 g, who were born after 37 completed
weeks of gestation to women with a normal course of gestation (no presence of medical,
obstetrical, or surgical complications). Term-born children were selected randomly from
medical databases on the basis of equal age.

The exclusion criteria involved children descending from preterm birth pregnancies
complicated, in addition, with hypertensive disorders, gestational diabetes mellitus, and
fetal growth restriction. Concurrently, children affected with inborn defects and chromo-
somal aneuploidy disorders were not involved in the study. In addition, preterm-born
children descending from pregnancies affected with placenta previa, placental abruption,
and significant vaginal bleeding were also not included in the study:.

The prospective study finally included various ethnic populations of Caucasian chil-
dren living in the Czech Republic descending from pregnancies with a normal course
of gestation (NP, n = 92), and pregnancies complicated with PPROM (n = 55) and PTB
(n = 56). The national composition of the inhabitants of the Czech Republic is the following;:
the Bohemians, the Moravians, the Silesians, the Poles, the Slovaks, the Germans, the
Ukrainians, the Hungarians, and the Russians, all belonging to Caucasian population. In
the Czech Republic ethnic minorities are represented by the Vietnamese people (Mongoloid
race, 0.3%) and Romani people (Gypsies, various ethnic subgroups, 0.1%) (demographic
data collected in 2011 during the census). Only a few preterm-born children from these
ethnic minority groups were delivered in the Institute for the Care of the Mother and
Child, Prague, and none of them were interested in participating in our study. The clinical
characteristics of preterm- and term-born children are summarized in Table 1.
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Table 1. Characteristics of cases and controls.

Normal Pregnancies (1 = 92) PPROM (n = 55) PTB (1 = 56) p-Value!  p-Value?
Children at follow-up
Age (years) 574 £1.90 6.25+1.71 6.30 £1.78 0.151 0.118
Height (cm) 118.96 £ 12.99 121.92 £ 11.90 121.71 £ 10.30 0.344 0.315
Weight (kg) 22.75 £+ 6.05 24.02 £ 6.34 23.39 £6.23 0.532 1.000
BMI (kg/mz) 15.73 £1.53 15.87 £ 2.01 15.50 £ 2.15 1.000 0.680
Systolic BP (mmHg) 100.98 =+ 8.60 105.47 + 8.47 103.68 = 7.79 0.009 0.213
Diastolic BP (mmHg) 61.13 £7.33 63.95 £ 6.76 62.82 £ 6.22 0.052 0.433
Heart rate (1n/min) 89.63 + 13.59 91.89 + 10.73 92.09 + 11.91 1.000 1.000
Abnormal clinical findings 39 (42.39%) 66 (59.46%) 0.015
During gestation
Maternal age at delivery (years) 32.50 = 4.13 32.20 £ 4.81 31.48 +4.36 1.000 1.000
GA at delivery (weeks) 39.91 + 0.96 32.38 +2.50 3045 + 3.67 <0.001 <0.001
Mode of delivery
Vaginal 81 (88.04%) 26 (47.27%) 39 (69.64%) <0.001 0.005
Cs 11 (11.96%) 29 (52.73%) 17 (30.36%)
Fetal birth weight (g) 3398.42 + 366.72 190851 + 518.96 L™ <0.001 <0.001
Fetal sex
Boy 47 (51.09%) 22 (40.0%) 37 (66.07%) 0192 0.074
Girl 45 (48.91%) 33 (60.0%) 19 (33.93%)
Primiparity
Yes 49 (46.74%) 37 (67.27%) 33 (58.93%) 0.095 0501
No 43 (53.26%) 18 (32.73%) 23 (41.07%)
Birth order of index pregnancy
1st 39 (42.39%) 26 (47.27%) 21 (37.50%)
2nd 34 (36.96%) 16 (29.09%) 19 (33.93%) 0.543 0.201
3rd 15 (16.30%) 8 (14.55%) 8 (14.29%)
4th+ 4 (4.35%) 5(9.09%) 8 (14.29%)
Infertility treatment
Yes 3 (3.26%) 9 (16.36%) 9 (16.07%) 0.005 0.006
No 89 (96.74%) 46 (83.64%) 47 (83.93%)
Antenatal application of corticoids to mothers
Yes - 43 (78.18%) 39 (69.64%) - -
No - 12 (21.82%) 17 (30.36%) - -
Antenatal application of antibiotics to mothers
Yes - 51 (92.73%) 35 (62.50%) - -
No - 4(7.27%) 21 (37.50%) - -
Antenatal application of tocolytics to mothers
Yes - 28 (50.91%) 36 (64.29%) - -
No - 27 (49.09%) 20 (35.71%) - -
Apgar score < 7; 5 min 0 5 (9.09%) 4 (7.14%) - -
Apgar score < 7; 10 min 0 4(7.27%) 1 (1.79%) - -
Umbilical blood pH 7.30 £ 0.10 7.29 £0.10 7.27 £0.13 0.673 1.000

Data are presented as mean + SD (standard deviation) for continuous variables and as number (percent) for categorical variables.
Statistically significant results are marked in bold. Continuous variables are compared using the Kruskal-Wallis test. Categorical variables
are compared using a chi-square test. p-value !: the comparison of children descending from normal pregnancies and children descending
from PPROM pregnancies; p-value 2: the comparison of children descending from normal pregnancies and children descending from PTB
pregnancies. PPROM, preterm prelabor rupture of membranes; PTB, spontaneous preterm birth; BP, blood pressure; CS, cesarean section;

GA, gestational age.
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Maternal prenatal corticosteroid administration to accelerate fetal lung maturation was
applied in 82 out of 111 women at risk of preterm delivery [69-71]. Prophylactic antibiotic
therapy was administered to 86 out of 111 women at risk of preterm delivery [72,73]. The
tocolytic therapy was applied, only if non-contraindicated, to 64 out of 111 women at risk
of preterm delivery [72,74,75].

The case group involved 19 extremely preterm children (delivered before the
28th gestational week), 33 very preterm children (delivered within the 28th and
32nd gestational weeks) and 59 moderate to late preterm children (delivered within the
32nd and 37th gestational weeks) [72,75,76]. Forty-six preterm-born children were deliv-
ered via cesarean section and 65 children were delivered via vaginal birth.

The Apgar scores were determined after the birth of newborns at 1 min, 5 min,
and 10 min [77-80]. A reassuring Apgar score after five minutes (7-10) was detected in
101 preterm-born infants. A moderately abnormal Apgar score after five minutes (4-6) was
detected in six preterm-born infants, and a concerning Apgar score after five minutes (0-3)
was detected in three preterm-born infants. Significant metabolic acidosis (umbilical cord
arterial blood pH < 7.0) was detected in 7 out of 111 preterm-born infants.

Informed consents were signed by legal representatives of the children included in the
study. The Ethics Committees (the Institute for the Care of the Mother and Child and the
Third Faculty of Medicine, Charles University, Prague, Czech Republic) approved the study
(grant no. AZV 16-27761A, “Long-term monitoring of complex cardiovascular profile in
the mother, fetus and offspring descending from pregnancy-related complications”, dates
of approval: 27 March 2014 and 28 May 2015). All procedures were in compliance with the
Helsinki declaration of 1975, as revised in 2000.

2.2. Clinical Examination of Children

Standardized BMI assessment, BP measurement and an ultrasound of the heart
(echocardiography) were performed as described previously [60-62]. At least three BP
measurements were performed on different occasions. Children with normal BP had
average SBP and DBP values below the 90th percentile for age, sex, and height. Children
with prehypertension had repeatedly average systolic or diastolic BP within the range
of >90th percentile and <95th percentile. Children with hypertension had during three
independent measurements average systolic or diastolic BP > 95th percentile [81].

The BMI in children was assessed using the age-specific and sex-specific BMI percentile
calculator [82]. Children with normal BMI values ranged within >5th percentile and
<85th percentile. Overweight children had BMI within the range of >85th percentile and
<95th percentile. Obese children were those with BMI >95th percentile.

A complete two-dimensional echocardiography was performed by a pediatrician
experienced in echocardiography using a Philips HD15 ultrasound machine (Philips Ultra-
sound, Bothell, WA, USA) and a sector array transducer (3-8 MHz) incorporating color
flow, pulse-wave, and continuous-wave Doppler measurements with adaptive technology.
Preterm- and term-born children with abnormal clinical findings were referred to the
Department of Pediatric Cardiology.

2.3. Processing of Samples and Relative MicroRNA Quantification via Real-Time RT-PCR

Processing of samples, reverse transcription, and relative quantification of microR-
NAs were done as previously described [60-65]. In brief, homogenized cell lysates were
prepared from samples of unclotted whole peripheral venous blood (200 nL) as soon as
possible after blood collection using a QIAamp RNA Blood Mini kit (Qiagen, Hilden,
Germany, no. 52304).

Total RNA was isolated using a mirVana microRNA Isolation kit (Ambion, Austin,
TX, USA, no. AM1560) and treated with DNase I (Thermo Fisher Scientific, Carlsbad, CA,
USA, no. EN0521).
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Reverse transcription was performed using microRNA-specific stem-loop RT primers,
the components of TagMan MicroRNA Assays, and a TagMan MicroRNA Reverse Tran-
scription kit (Applied Biosystems, Branchburg, NJ, USA, no. 4366597) in a total reaction
volume of 10 pL on a 7500 Real-Time PCR system (Applied Biosystems, Branchburg, NJ,
USA) under the following conditions: 30 min at 16 °C, 30 min at 42 °C, 5 min at 85 °C, and
then held at 4 °C.

Relative quantification of microRNAs was performed using real-time PCR in a total
reaction volume of 15 pL, in which case cDNA (3 pL) was mixed with specific TagMan
MGB primers and probes (TagMan MicroRNA Assay; Applied Biosystems, Branchburg,
NJ, USA), and the constituents of TagMan Universal PCR Master Mix (Applied Biosystems,
Branchburg, NJ, USA, no. 4318157). The samples were tested in duplicate and regarded
as positive if the amplification occurred at Ct <40 (Ct, threshold cycle). The expression
of the studied microRNAs was determined using the comparative Ct method [83], and
normalized to endogenous controls with the lowest expression variability between the
studied samples (geometric mean of RNU58A and RNU38B) [84]. A reference sample, the
fetal part of one randomly selected placenta of normally ongoing pregnancy, was used
throughout the study for relative microRNA quantification.

2.4. Processing of Experimental Data

Logistic regression was used to compare the presence of abnormal clinical findings
(the incidence of overweight/obesity, systolic and diastolic prehypertension/hypertension,
valve problems or heart defects) among the groups of preterm and term-born children.
Since microRNA gene expression data did not show a normal distribution using the
Shapiro-Wilk test [85], microRNA levels were compared among the appropriate groups
using non-parametric tests (Mann-Whitney test and Kruskal-Wallis test).

Using receiver operating characteristic (ROC) curves, the areas under the curves
(AUC), the optimal cut-off points, and the respective sensitivities at 10.0% false positive
rate (FPR) for the studied microRNAs were assessed (MedCalc Software bvba, Ostend,
Belgium). The p-values of p < 0.05 were considered statistically significant. Logistic regres-
sion combined with ROC curve analysis was used to assess the optimal combinations of
microRNA biomarkers (MedCalc Software bvba, Ostend, Belgium). In brief, in this setting,
the power of the model’s predicted values to discriminate between positive and negative
cases is quantified by the area under the ROC curve. To perform a full ROC curve analysis,
the predicted probabilities are first saved and then used as a new variable in ROC curve
analysis. The dependent variable used in logistic regression then acts as the classification
variable in the ROC curve analysis dialog box.

The box plots representing log-normalized expression values [quantitative reverse
transcription polymerase chain reaction (RT-qPCR) expression, logyo 2~44C] for selected
individual microRNAs with the best sensitivity at 10.0% FPR are presented.

Correlation between variables was calculated using the Spearman rank correlation
coefficient (p). If the correlation coefficient values ranged within <—1.0; —0.5>, there was
a strong negative correlation. If it was within the interval <—0.5; 0>, there was a weak
negative correlation.

2.5. Information on MicroRNA-Gene—Biological Pathways/Disease Interactions

The MiRWalk database and the Predicted Target module were used to provide infor-
mation on predicted targets of microRNAs dysregulated in the whole peripheral blood of
preterm-born children [86].

MiRWalk is a comprehensive database that provides information on microRNAs from
humans, mice, and rats on their predicted and/or validated target genes. miRWalk2.0 not
only documents miRNA binding sites within the complete sequence of a gene, but also com-
bines this information with a comparison of binding sites from 12 existing miRNA-target
prediction programs (DIANA-microTv4.0, DIANA-microT-CDS, miRanda, mirBridge,
miRDB4.0, miRmap, miRNAMap, DoRiNA, PicTar2, PITA, RNA22v2, RNAhybrid2.1, and
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Targetscan6.2) to build novel, comparative platforms of binding sites for the promoter
(4 prediction datasets), cds (5 prediction datasets), 5'-UTR (5 prediction datasets), and
3’-UTR (13 prediction datasets) regions. Information on the miRNA-target interactions of
2035 disease ontologies (DO), 6727 human phenotype ontologies (HPO), and 4980 OMIM
disorders is available. This information provides possible interactions between the microR-
NAs and genes associated with the 597 KEGG, 456 Panther, and 522 Wiki pathways.

3. Results
3.1. Clinical Outcomes in Preterm- and Term-Born Children

The groups of children with abnormal clinical findings consisted of those already
dispensarized in the Department of Pediatric Cardiology; those indicated, by the sono-
grapher during a visit to our department, to have valve problems and/or heart defects;
those confirmed, over several visits to our department, to have either systolic prehyper-
tension/hypertension and/or diastolic prehypertension/hypertension; and/or those who
were diagnosed to be overweight/obese (NP, n = 39/92; preterm birth, n = 66/111). The
group of children with abnormal echocardiogram findings consisted of those indicated
to have the following valve problems and/or heart defects: tricuspid valve regurgitation
(NP, n = 8/89; preterm birth, n = 14/111), mitral valve regurgitation (NP, n = 1/89; preterm
birth, n = 0/111), pulmonary valve regurgitation (NP, n = 2/89; preterm birth, n = 12/111),
bicuspid aortic valve regurgitation (NP, n = 1/89; preterm birth, n = 0/111), ventricular
septum defect (NP, n = 1/89; preterm birth, n = 0/111), atrial septum defect (NP, n =1/89;
preterm birth, n = 0/111), foramen ovale apertum (NP, n = 5/89; preterm birth, n = 11/111),
arrhythmia (NP, n = 1/89; preterm birth, n = 0/111), and ductus arteriosus patens (NP,
n =0/89; preterm birth, n = 3/111).

Normal clinical findings (normal anamnesis, normal BP, normal BMI, and normal
reference values of echocardiographic measurements) were found in 45 out 111 preterm-
born children and in 53 out of 92 term-born children.

Logistic regression revealed a higher incidence of valve problems and/or heart defects
and a higher incidence of systolic prehypertension/hypertension in a group of preterm-
born children (PPROM and PTB). There was also a trend toward a higher incidence of
diastolic prehypertension/hypertension in a group of preterm-born children (PPROM and
PTB). However, no difference in the incidence of overweight/obesity between the groups
of preterm and term-born children was observed (Table 2).

Table 2. Clinical outcomes of preterm- and term-born children.

Normal Pregnancy Preterm Birth Pregnancy OR (95% CI) p-Value
Overweight/ obesity 10/92 (10.87%) 11/111 (9.91%) " 3259_32229) 0.823
Systolic o o 2.694
prehypertension/hypertension 11/91 (12.09%) 30/111 (27.03%) (1.264-5.741) 0.007
Diastolic o o 2.126
prehypertension/hypertension 9/91 (9.89%) 21/111 (18.92%) (0.921-4.906) 0.068
Valve problems or heart defects 17/89 (19.10%) 36/111 (32.43%) a 072£§19051) 0.026

Logistic regression is used to compare the incidence of abnormal clinical findings between the groups of preterm- and term-born children.
The significance level is established at a p-value of < 0.05. A higher incidence of valve problems and/or heart defects is observed in a group
of preterm-born children (PPROM and PTB). In addition, a higher incidence of systolic prehypertension/hypertension is observed in a
group of preterm-born children (PPROM and PTB). Diastolic prehypertension/hypertension shows a trend toward statistical significance
in a group of preterm-born children (PPROM and PTB). No difference in the incidence of overweight/obesity is observed between the
groups of preterm and term-born children.
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3.2. Postnatal MicroRNA Expression Profiles in Preterm-Born Children (PPROM and PTB)

Firstly, postnatal microRNA gene expression profiles in preterm-born children (chil-
dren descending from pregnancies complicated with preterm prelabor rupture of mem-
branes and spontaneous preterm birth) were assessed. The overwhelming majority of the
tested microRNAs (miR-1-3p, miR-16-5p, miR-17-5p, miR-20a-5p, miR-20b-5p, miR-21-5p,
miR-23a-3p, miR-24-3p, miR-26a-5p, miR-29a-3p, miR-100-5p, miR-103a-3p, miR-125b-5p,
miR-126-3p, miR-130b-3p, miR-133a-3p, miR-143-3p, miR-145-5p, miR-146-5p, miR-181a-5p,
miR-195-5p, miR-199a-5p, miR-221-3p, miR-499a-5p, and miR-574-3p) showed significantly
increased expression in children descending from either PPROM or PTB pregnancies
(Supplementary Table S1).

MicroRNA gene expression profiles differentiated between children descending from
PPROM pregnancies and term-born children with a sensitivity (range 16.36-78.18%) at
10.0% FPR (Supplementary Table S1). Likewise, microRNAs were able to differentiate be-
tween children descending from PTB pregnancies and term-born children with a sensitivity
(range 17.86-73.21%) at 10.0% FPR (Supplementary Table S1).

Screening based on a combination of 10 selected microRNAs with the best sensitivity
(miR-1-3p, miR-20a-5p, miR-20b-5p, miR-26a-5p, miR-100-5p, miR-103a-3p, miR-126-3p,
miR-143-3p, miR-195-5p, and miR-499a-5p) (Supplementary Figure S1) was able to identify
at 10.0% FPR 85.45% children descending from PPROM pregnancies with a potential
cardiovascular risk (AUC 0.951, p < 0.001, sensitivity 85.45%, specificity 91.30%, cut-off
>0.3310) (Figure 1).

Combined screening
(10 microRNAs)

100 -
80
2
> 60
z
o 40
)
20 Area under the ROC curve (AUC) 0.951
Standard Error 0.0154
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>0.331002072 8545 73.3-935 91.30 | 836-962 9.83|50-19.2|0.16 0.08-0.3

Figure 1. Altered postnatal microRNA expression profile in children descending from PPROM preg-
nancies. Combined screening of 10 selected microRNAs with the best sensitivity (miR-1-3p, miR-20a-5p,
miR-20b-5p, miR-26a-5p, miR-100-5p, miR-103a-3p, miR-126-3p, miR-143-3p, miR-195-5p, and
miR-499a-5p) reveals 85.45% children with a potential cardiovascular risk at 10.0% FPR.

In parallel, screening based on the combination of 13 selected microRNAs with the
best sensitivity (miR-1-3p, miR-16-5p, miR-17-5p, miR-20a-5p, miR-20b-5p, miR-26a-5p,
miR-29a-3p, miR-103a-3p, miR-126-3p, miR-143-3p, miR-181a-5p, miR-195-5p, and
miR-499a-5p) (Supplementary Figure S2) showed the best accuracy for children descending
from PTB pregnancies. This combined microRNA screening revealed a potential cardiovas-
cular risk in 85.71% children descending from PTB pregnancies at 10.0% FPR (AUC 0.958,
p < 0.001, sensitivity 89.29%, specificity 86.96%, cut-off >0.2255) (Figure 2).
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Figure 2. Altered postnatal microRNA expression profile in children descending from PTB pregnan-
cies. Combined screening of 13 selected microRNAs with the best sensitivity (miR-1-3p, miR-16-5p,
miR-17-5p, miR-20a-5p, miR-20b-5p, miR-26a-5p, miR-29a-3p, miR-103a-3p, miR-126-3p, miR-143-3p,
miR-181a-5p, miR-195-5p, and miR-499a-5p) reveals 85.71% children with a potential cardiovascular
risk at 10.0% FPR.

3.3. Postnatal MicroRNA Expression Profiles in Preterm-Born Children (PPROM and PTB)
with Regard to the Absence or Presence of Abnormal Clinical Findings (Overweight/Obesity,
Prehypertension/Hypertension, Valve Problems and Heart Defects)

Furthermore, microRNA expression profiles between groups of preterm-born chil-
dren (descending from either PPROM or PTB pregnancies) and term-born children with
regard to the presence and the absence of abnormal clinical findings (overweight/obesity,
prehypertension/hypertension, valve problems and heart defects) were compared.

Irrespective of the absence or the presence of abnormal clinical findings, an in-
creased expression of miR-1-3p, miR-16-5p, miR-17-5p, miR-20a-5p, miR-20b-5p, miR-21-5p,
miR-26a-5p, miR-29a-3p, miR-100-5p, miR-103a-3p, miR-125b-5p, miR-126-3p, miR-130b-3p,
miR-133a-3p, miR-143-3p, miR-146-5p, miR-181a-5p, miR-195-5p, miR-199a-5p, miR-221-3p,
miR-499a-5p, and miR-574-3p was observed in both groups of preterm-born children when
compared to term-born children [PPROM, normal or abnormal clinical findings (Supple-
mentary Table S2, Supplementary Figure S3); PTB, normal or abnormal clinical findings
(Supplementary Table S3, Supplementary Figure S4)].

In addition, an increased expression of miR-23a-3p and miR-145-5p was observed
in both groups of preterm-born children with the presence of abnormal clinical findings
(PPROM (Supplementary Table S2); PTB (Supplementary Table S3)) and in PTB born
children with the presence of normal clinical findings (Supplementary Table S3) when
compared to term-born children. Moreover, upregulation of miR-24-3p was present only in
preterm-born children with abnormal clinical findings (PPROM (Supplementary Table S2);
PTB (Supplementary Table S3)).

3.4. Postnatal MicroRNA Expression Profiles in Preterm- and Term-Born Children with Regard to
Gestational Age at Delivery

Each group of preterm-born children subdivided into individual subcategories based
on the gestational age at delivery (extremely preterm, very preterm, and moderate to late
preterm) showed significantly increased postnatal microRNA gene expression (miR-1-
3p, miR-16-5p, miR-17-5p, miR-20a-5p, miR-20b-5p, miR-21-5p, miR-26a-5p, miR-29a-3p,
miR-100-5p, miR-103a-3p, miR-125b-5p, miR-126-3p, miR-130b-3p, miR-133a-3p, miR-143-3p,
miR-146a-5p, miR-181a-5p, miR-195-5p, miR-199a-5p, miR-221-3p, miR-499a-5p, and
miR-574-3p) when compared with term-born children (Supplementary Table S4, Sup-
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plementary Figure S5). On the other hand, increased postnatal levels of miR-23a-3p (ex-
tremely preterm, and moderate to late preterm), miR-24-3p (moderate to late preterm), and
miR-145-5p (very preterm and moderate to late preterm) reached statistical significance
only in some groups of preterm-born children. Nevertheless, there was no difference in
microRNA gene expression between the groups of extremely preterm-, very preterm-, and
moderate to late preterm-born children.

Moreover, in a total group of preterm and term-born children, strong or weak negative
correlations between postnatal microRNA gene expression (miR-1-3p, miR-16-5p, miR-17-5p,
miR-20a-5p, miR-20b-5p, miR-21-5p, miR-23a-3p, miR-24-3p, miR-26a-5p, miR-29a-3p,
miR-100-5p, miR-103a-3p, miR-125b-5p, miR-126-3p, miR-130b-3p, miR-133a-3p, miR-143-3p,
miR-145-5p, miR-146-5p, miR-181a-5p, miR-195-5p, miR-199a-5p, miR-221-3p, miR-499a-
5p, and miR-574-3p) and the gestational age at delivery were observed (Table 3). This
finding indicates that preterm-born children have significantly higher postnatal levels of
microRNAs than term-born children.

Table 3. Postnatal increase in microRNA gene expression with descending gestational age at delivery.

microRNA p p-Value
miR-1-3p —0.680874 p <0.001
miR-16-5p —0.417812 p <0.001
miR-17-5p —0.368344 p <0.001
miR-20a-5p —0.494584 p <0.001
miR-20b-5p —0.415185 p <0.001
miR-21-5p —0.394461 p <0.001
miR-23a-3p —0.235916 p <0.001
miR-24-3p —0.205205 p =0.003
miR-26a-5p —0.400153 p <0.001
miR-29a-3p —0.501671 p <0.001
miR-92a-3p —0.030566 p =0.665
miR-100-5p —0.401612 p <0.001
miR-103a-3p —0.441161 p <0.001
miR-125b-5p —0.381679 p <0.001
miR-126-3p —0.498944 p <0.001
miR-130b-3p —0.337410 p <0.001
miR-133a-3p —0.427561 p <0.001
miR-143-3p —0.509350 p <0.001
miR-145-5p —0.252306 p <0.001
miR-146a-5p —0.406642 p <0.001
miR-155-5p 0.050472 p=0313
miR-181a-5p —0.441077 p <0.001
miR-195-5p —0.459024 p <0.001
miR-199a-5p —0.408683 p <0.001
miR-210-3p 0.062054 p=0.379
miR-221-3p —0.433073 p <0.001
miR-342-3p —0.066637 p=0.345
miR-499a-5p —0.496558 p <0.001
miR-574-3p —0.380311 p <0.001

p, Spearman’s rank correlation coefficient.

3.5. Postnatal MicroRNA Expression Profiles in Preterm- and Term-Born Children with Regard to
Birth Weight of Newborns

In parallel, in a total group of preterm and term-born children, strong or weak negative
correlations between postnatal microRNA gene expression (miR-1-3p, miR-16-5p, miR-17-
5p, miR-20a-5p, miR-20b-5p, miR-21-5p, miR-23a-3p, miR-24-3p, miR-26a-5p, miR-29a-3p,
miR-100-5p, miR-103a-3p, miR-125b-5p, miR-126-3p, miR-130b-3p, miR-133a-3p, miR-
143-3p, miR-145-5p, miR-146-5p, miR-181a-5p, miR-195-5p, miR-199a-5p, miR-221-3p,
miR-499a-5p, and miR-574-3p) and the birth weight of newborns were observed (Table 4).
This finding indicates that preterm-born children with lower birth weight have significantly
higher postnatal levels of microRNAs than full term children with normal birth weight.
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Table 4. Postnatal increase in microRNA gene expression with descending birth weight of newborns.

microRNA p p-Value
miR-1-3p —0.696108 p <0.001
miR-16-5p —0.443317 p <0.001
miR-17-5p —0.396386 p <0.001
miR-20a-5p —0.520593 p <0.001
miR-20b-5p —0.464224 p <0.001
miR-21-5p —0.396125 p <0.001
miR-23a-3p —0.223679 p =0.001
miR-24-3p —0.198504 p =0.005
miR-26a-5p —0.415544 p <0.001
miR-29a-3p —0.528150 p <0.001
miR-92a-3p —0.070582 p=0.317
miR-100-5p —0.400367 p <0.001
miR-103a-3p —0.451351 p <0.001
miR-125b-5p —0.385954 p <0.001
miR-126-3p —0.523181 p <0.001
miR-130b-3p —0.340302 p <0.001
miR-133a-3p —0.454867 p <0.001
miR-143-3p —0.529926 p <0.001
miR-145-5p —0.284582 p <0.001
miR-146a-5p —0.414050 p <0.001
miR-155-5p 0.027801 p=0.594
miR-181a-5p —0.462912 p <0.001
miR-195-5p —0.471084 p <0.001
miR-199a-5p —0.399153 p <0.001
miR-210-3p 0.013085 p=0.853
miR-221-3p —0.462300 p <0.001
miR-342-3p —0.078768 p=0.264
miR-499a-5p —0.523619 p <0.001
miR-574-3p —0.406839 p <0.001

p, Spearman’s rank correlation coefficient.

3.6. Postnatal MicroRNA Expression Profiles in Preterm-Born Children (PPROM and PTB) with
Regard to Mode of Delivery
No association between the mode of delivery (vaginal birth and cesarean birth) and

postnatal microRNA gene expression was observed in preterm-born children (PPROM
and PTB).

3.7. Postnatal MicroRNA Expression Profiles in Preterm-Born Children (PPROM and PTB) with
Regard to Condition of Newborns at Moment of Birth

No association between the Apgar scores (AS) determined at 5 min and 10 min
after the birth of newborns and postnatal microRNA gene expression was observed in
preterm-born children with the exception of miR-133a-3p, which showed a weak negative
correlation with the Apgar scores (AS) determined at 5 min (p = —0.227; p = 0.017) and
10 min (p = —0.192; p = 0.045) after the birth of newborns.

In addition, a weak negative correlation between the pH of cord arterial blood, a
parameter of metabolic acidosis in newborns, and postnatal gene expression of miR-133a-3p
(p= —0.222; p= 0.019), miR-199a-5p (p= —0.254; p= 0.007), and miR-221-3p (p= —0.189;
p=0.047) was observed in preterm-born children.

3.8. Postnatal MicroRNA Expression Profiles in Preterm-Born Children (PPROM and PTB) with
Regard to Antenatal Application of Corticosteroids, Antibiotics, and Tocolytics to Mothers

The antenatal administration of corticosteroids to mothers with the aim to accelerate
lung maturation in the fetus had no impact on the postnatal microRNA gene expression pro-
file in preterm-born children (PPROM and PTB). In parallel, the treatment with tocolytics to
postpone premature labor also had no impact on the postnatal microRNA gene expression
profile in preterm-born children (PPROM and PTB). Similarly, no association between the
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antibiotic administration to women in preterm delivery and postnatal microRNA gene
expression was observed in preterm-born children (PPROM and PTB).

3.9. Information on MicroRNA-Gene-Biological Pathways/Disease Interactions

Information on microRNA—gene-biological pathways/disease interactions was pro-
vided on microRNAs dysregulated in the whole peripheral blood of preterm-born children.
Predicted targets of microRNAs involved in key human biological pathways, with a role in
the pathogenesis of preterm delivery, were reported. These biological pathways involve
apoptosis, inflammatory response, senescence, and autophagy. In addition, predicted
targets of microRNAs associated with cardiovascular risk factors (hypertension, congenital
heart defects, patent foramen ovale, patent ductus arteriosus, and heart valve disease) that
appeared more frequently in our group of preterm-born children were also reported.

A large group of genes (predicted targets) of cardiovascular disease-associated mi-
croRNAs aberrantly expressed in the whole peripheral blood of preterm-born children is
also involved in key biological processes related to pathogenesis of preterm delivery, such
as the apoptosis pathway, an inflammatory response pathway, senescence, and autophagy
pathways (Tables 5 and 6).

Table 5. A list of predicted targets of microRNAs dysregulated in the whole peripheral blood of preterm-born children
in relation to the apoptosis pathway, using the miRWalk2.0 database (data available in the KEGG, Wiki, and Panther

pathways).
Predicted Targets
microRNA KEGG Pathways Wiki Pathways Panther Pathways
. ATF2, BAG4, BCL2L10, IKBKB,
miR-1 IKBKB, 13, PIK3R5 CASP2, IKBKB, LTA MADHS, MADIES PRKCE PRKCG
miR-16-5p BCL2, IKBKD, RAKS PRICARIA, BCL2, IKBKB BCL2, CRADD, IKBKB
ATM, CASP6, CASP7, CASPS, CASP10, ATF6, BAG1, CASP7, CASPS, CASP10,
CFLAR, CYCS, DFFA, EXOG, FASLG, CASER ChcR10 Cot AT CFLAR, CREB1, CREM, CYCS, EIF251,
miR-17-5 ILIRT, IRAK1, IRAK4, MAP3K14, . , . FASLG, HSPA5, MAP3K14, MAPK9,
p CYCS, DFFA, FASLG, IRF1
PIK3R2, PPP3CA, PRKAR2A, PRKX, (S occin ximersr IRFL PRKCQ, REL, TNFRSF10D, TNFRSF1B,
TNFRSF10A, TNFRSF10D, XIAP 2 : XTAP
. BCL2L11, CASP2, MCLI, BCL2L11, HSPA6, HSPAS, MAP3K5,
miR-20a-5p CHP?, PPP3R1 TNFRSF21, TP73 MCL1, PRKCA, TMBIM6
ATM, CASP6, CASP7, CASPS, CASP10, ATF6, BAG1, CASP7, CASPS, CASP10,
CFLAR, CYCS, DFFA, EXOG, FASLG, CASER CAcR10 Cot A CFLAR, CREB1, CREM, CYCS, EIF251,
MiR-20b-5 ILIRT, IRAK1, IRAK4, MAP3K14, . , . FASLG, HSPA5, MAP3K14, MAPK9,
p CYCS, DFFA, FASLG, IRF1
PIK3R2, PPP3CA, PRKAR2A, PRKX, Yo PR, ERSLG IRFL pRKCQ, REL, TNFRSF10D, TNFRSF1B,
TNFRSF10A, TNFRSF10D, XIAP 2 XTAP
miR 21.5p APAFL CFLAR, FASLG APAFL, CFLAR, FASLG, APAFL, CFLAR DAXX, FIF2S],
CFLAR, IGF1, IKBKB, BIK, CFLAR, CREM, EIF2AK2, IKBKGB,
miR-23a-3p CFLAR, EXOG, IKBKB, PIK3CB, MAP3K1, TNFRSF10, MAP3K5, PIK3CB, TNFRSF10,
TNFRSF10, TNFSF10B N Taras
BBC3, BCL2L2, BCL2L11,
iR243 BCL2L1, EXOG, FASLG, IKBKB, IL1B,  BNIP3L, FASLG, IKBKB, MYC, l?stl%1#?3(5:L121<L1§i<BBCI];121153}é'BE§1%§1C<i
P TRAK4, MYDS88, PIK3CB, RIPK1 NFKBIE, RIPK1, TRAFI,  FOS, T, ETcaCDs :
TRAF3 :
APAF1, BAK1, BID, BIRC2, APAF1, ATF2, BAG4, BAK1, BID,
miR-26a-5p AR, B . O DEED, CASP6, CRADD, DFFB, BIRC2, CRADD, CREB1, EIF2AK?,

2 MDM2, PMATP1 FOS, HSPAS, PRKCD, PRKCQ, RELB
miR-29a-3p CASP8, CYCS, ILIRAP, TNFRSF1A BRI CASFS, CYCS IIRK,  BAKI, CASFS, CXCS, EISPAS, MCLY,
miR-100-5p IRAK3, PPP3CA - RELB

ATF6, BCL2L10, BCL2L2, BIK, CRADD,
miR-103a-3p ILIRAP, 113, PRKARIA BCL2LZIfRCF‘g5¥§fFCR%‘I§2DSD' IRF1, HSPA1B, LTB, MADD, MAP2K3,
: MAPK3, PRKCD
R125b5 AIFM1, CAPN1, CASP9, CSF2RB, BAK1, CASP2, CASP9, IKBKG,  AIFM1, BAG4, BAK1, CASP9, MADD,
mi p EXOG, IKBKG IRF4, MCL1, PRF1 MCL1, PRKRA, REL, TMBIM6
miR-126-3p TNFRSF10B TNFRSF10B ;
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Table 5. Cont.

Predicted Targets
microRNA KEGG Pathways Wiki Pathways Panther Pathways
miR-130b-3p CHUK, PIK3CA CHUK, TNFRSF1B, TP73 CREB1, CHUK, PIK3CA, TNFRSF1B
miR-133a-3p ENDODL IRAKS, MAPIK14, BCL2L2, BNIP3L, TNFRSF10B BCL2L2, MAP3K14, TNFRSF10B
R143.3 APAF1, BIRC2, BIRC3, TNFRSF10B, APAF1, BIRC2, BIRCS, APAF1, BAGI, BIRC2, BIRC3, MAPK3,
P TNFRSF10D TNFRSF10B MAPK9, PRKCE, TNFRSF10D
. AIEM1, MAP4K2, TMBIMS,
miR-145-5p AIFM1, PIK3R5, TNFRSF10B TNFRSF10B, TNFRSF25 T
iR 4605 CASP7, CASPY9, DFFA, IL3, IRAKI,  CASP2, CASP7, CASP9, DFFA,  BAGI, CASP7, CASPY9, HSPA1A, JDP2,
p IRAK4, PPP3R2, PRKACA PMAIP1, PRF1 PRKCE
, AKT3, ATM, CASPS, CSFIRB, CASP8, CRADD, IRF5, MDM2,  AKT3, ATF2, CASP8, CRADD, DAXX,
miR-181a-5p  ENDODI, EXOG, IL1A, ILIR1, ILIRAP, S8 SRADD, IRE YD rr2, CASPS, CRADD
PPP3R1, PRKAR2A, TRADD , TP63, : /
miR-195-5p BCL2, TKBKD, R % TRICARIA, BCL2, CRADD, IKBKB BCL2, CRADD, IKBKB
iR199a5 IKBKG, PRKARIA, PRKX, RELA, TNF,  BBC3, GZMB, IKBKG, RELA, CREM, EIF2AK2, GZMB, MAPKY,
p TRADD TNE, TRADD, TRAF1 PRKCA, RELA, RELB, TNF, TRADD
APAF1, BNIP3L, CASP10, AKT3, APAF1, ATF2, ATF4, CASPI0,
miR-221-3p o S, AT L ST R0, IKBKG o IKBKG, IRF4, MAPK10, CREB1, MAPK10, PIK3CD, PRKCB,
/ g : MDM2, TNFSF10 TNFSF10
. AKT2, ILIRAP, PIK3CD, PPP3CA, AKT2, ATF2, HSPAS, PIK3CD, PRKCE,
miR-499a-5p PRKARIA MDM2 TMBIM6
miR-574-3p - TP63 LTB, MADD

Table 6. A list of predicted targets of microRNAs dysregulated in the whole peripheral blood of preterm-born children
in relation to the senescence and autophagy pathways and the inflammatory response pathway, using the miRWalk?2.0
database (data available in Wiki pathways).

Predicted Targets (Wiki Pathways)

microRNA Senescence and Autophagy Pathways Inflammatory Response Pathway
miR-1 ATG13, FN1, IL, LAMP2 CD28, FN1, IL2RB
miR-16-5p BCL2, CREG1, HMGA1, LAMP2, MAP2K1, RAF1, SMAD4 IL2RA
. ATGI10, ATG12, CD44, CDKN1A, E2F1, IL6R, IRF1, LAMP2,
miR-17-5p RNASEL, RSL1D1, SERPINE1, SH3GLB1 CD28, IL5, LAMC1, LAMC2, TNFRSF1B
miR-20a-5 ATG14,ATG16L1, ATG5, ATG7, BECN1, BRAF, IGFBP7, ILS, _
p RNASEL, RSL1D1, SH3GLB1, SQSTM1, ULK1
. ATG10, ATG12, CD44, CDKN1A, E2F1, IL6R, IRF1, LAMP2,
miR-20b-5p RNASEL, RSL1D1, SERPINE1, SH3GLB1 CD28, IL5, LAMC1, LAMC2, TNFRSF1B
miR-21-5p MAP2K3 THBS3
miR-23a-3p AMBRA1, ATG13, BECNl,é{IX%, IGF1, IL6R, IL8, MAPK14, IENG
. ATG13, CDKN1B, EN1, IENG, IGFBP5, IL1B, IL6R, MAP1LC3A,
miR-24-3p MAP1LC3C, MMP14 CD28, CD86, FN1, IFNG, IL2RB, LAMC1
miR-26a-5p ATG13, COL10A1, HMGl?{lléll,FII}IEI/(%L@ MDM2, PCNA, PTEN, COL1A2, IFNG
miR-29a-3p IGF1, PTEN, RNASEL, SH3GLB1 COL1A2, IL2RA, LAMC1, TNFRSF1A
miR-100-5p MTOR -
. ATG14, GABARAPL1, HMGA]1, IL3, IRF1, IRF5, MAP2K3,
miR-103a-3p SERPINB2, SMAD4 CD40
miR-125b-5p AKT1S1, IGFBP3, RAF1 IL2RB
miR-126-3p - -
. AMBRAL1, ATG14, CD44, IGFBP5, KMT2A, MAP2K1, MLSTS,
miR-130b-3p PTEN, RNASEL, SERPINE1 LAMB?2, TNFRSF1B
miR-133a-3p ATG14, FN1, GABARAPL1, MAPK14, MMP14, RB1CC1, CD28, FN1

SLC39A1
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Table 6. Cont.

Predicted Targets (Wiki Pathways)

microRNA Senescence and Autophagy Pathways Inflammatory Response Pathway
miR-143-3p ATG10, CD44, HMGAL1, IENG, IGFBP5, SERPINE1, SLC39A3 CD28, CD40, IFNG, IL2RA
miR-145-5p AMBRAL1, CD44, HMGA1, IFNB1, MAP1LC3B, SLC39A2 IL2RA

miR-146a-5p ATG12, IL3, KMT2A, RNASEL, SERPINB2, TNFSF15 CD80, CD86
miR-181a-5p ATGI10, ATGS, CDKNlB,P (;F)E(IiTI:%jII}(llA, IRF5, MAPK1, MDM2, COL1A2, 112, IL2RB, LAMCI
miR-195-5p BCL2, CREG1, HMGA1, LAMP2, MAP2K1, RAF1, SMAD4 IL2RA

miR-199a-5p CEBPB, IGFBP3, IL6, SLC39A3, UVRAG IL4R

miR-221-3p - THBS1, VIN
miR-499a-5p ATG3, MDM2, RB1 IL2RB, IL5SRA
miR-574-3p - IL2RB

In addition, predicted targets of microRNAs aberrantly expressed in the whole periph-
eral blood of preterm-born children indicated that a large group of genes is also involved in
the pathogenesis of diseases, which increase cardiovascular risk (hypertension, congenital
heart defects, patent foramen ovale, patent ductus arteriosus, and heart valve disease)
(Tables 7 and 8).

Table 7. A list of predicted targets of microRNAs dysregulated in the whole peripheral blood of preterm-born children in

relation to hypertension, using the miRWalk2.0 database (data available in the Disease Search database).

Predicted Targets
microRNA Disease Search
miR-1 ACSM3, ARG2, BDNF, CCL2, DRD1, EDN1, KCNA5, KCNMA1, LTA, MEX3C, NR3C1, PTPN1, SLC6A19,
SLC8A1,SLCO1B1, TTR
miR-16-5p ALOX12, APLN, ATP2A2, CTH, CXCL10, GHR, HTR2A, KL, NISCH, P2RY2, SGK1, SLC12A2, VEGFA, XDH
ACVRL1, ADORA2B, ADRA1A, APEX1, ATP2A2, ATP2B1, BMP7, BMPR2, CASPS8, CD36, CX3CL1, CYP4F2,
miR-17-5 ECE1, FLT1, GSTM3, HIF1A, HTR2A, TIAPP, IL10, IL23R, KCNMA1, KDR, KLC1, KYNU, LEP, MMP2, MTHEFR,
p NOS1, NOX4, OPTN, PPARA, PRCP, PTGIS, RGS2, ROCK?2, SELP, SERPINE1, SLC22A3, SLC26A4, SLC2A5,
SLC6A4, SLC6A9, SMADS5, SREBF1, STAT3, TNFRSF1B, TRPM6, VEGFA, XDH
miR-20a-5 ABCA1, ATP1A2, CD36, CYP3A5, DRD1, ERAP1, ESR1, F3, FLT1, FMO3, GUCY1A3, HTR2A, MEN2, MMP3,
p NOX1, RLN1, SLC12A3, SMAD1, TGFBR2, TRPC4, TTR
ACVRL1, ADORA2B, ADRA1A, APEX1, ATP2A2, ATP2B1, BMP7, BMPR2, CASP8, CD36, CX3CL1, CYP4F2,
miR-20b-5 ECE1, FLT1, GSTM3, HIF1A, HTR2A, TAPP, IL10, IL23R, KCNMA1, KDR, KLC1, KYNU, LEP, MMP2, MTHEFR,
P NOS1, NOX4, OPTN, PPARA, PRCP, PTGIS, RGS2, ROCK?2, SELP, SERPINE1, SLC22A3, SLC26A4, SLC2A5,
SLC6A4, SLC6A9, SMADS5, SREBF1, STAT3, TNFRSF1B, TRPM6, TRPM7, VEGFA, XDH
miR-21-5p CXCL10, EDNRB, KLF5, PPARA, THPO
. ABCA1, ADRA2B, ARG1, ATP1A1, CXCL12, EDNRB, HSD11B1, IGF1, KLF5, MAPK14, MBL2, PRCP, TRPMS,
miR-23a-3p ZNF652
miR-24-3 ADD2, ADM, ADRA1A, ANPEP, ATP2A2, BDKRB2, CPS1, CX3CR1, GOSR2, HMOX1, HSD11B2, IL1B, KLC1,
p MAT1A, NOS3, NPR1, PIM1, PPARG, SLC12A3, SLC7A1, TSHR, WNK1
ADM, ATP1A2, CALCRL, CCL2, CRP, CTH, ENG, ESR1, FLT1, HGF, HLA-A, IER3, IL6, NOS1, PCNA, PIM1,
miR-26a-5p PON1, PTGS2, PTX3, ROBO4, SELP, SLC12A2, SLCO4C1, SMAD1, STK39, TAP1, TRPC3, TRPC4, WNK1, XDH,
ZNEF652
miR-29a-3p APLNR, CASP8, CXCL10, IGF1, KNG1, LEP, LPL, NOS2, SDK1, SGK1, VEGFA, XPNPEP1
miR-100-5p -
ADRA1A, ADRB2, ALAD, ALOX12, APLN, BDNF, CD40, CHGA, CRP, CYP2C9, DRD1, EDNRB, FURIN,
miR-103a-3p HSPA1B, HTR2A, KLC1, LIPE, MEN2, MLYCD, MMP3, NISCH, NOS1, RNLS, ROBO4, SLC22A2, SLC6A2,
SLC7A1, SLCO4C1, TGFBR3, UCP2, UMOD, VWE, XDH
miR-125b-5 ADRA1A, ANPEP, BDKRB2, BMPR1B, CCR2, CCR5, CYP11B2, EMILIN1, ENPEP, ENPP1, EPO, GNB3, KCNK3,
P LEP, MLYCD, MMP2, PSMB9, ROBO4, STAT3
miR-126-3p -
miR-130b-3p ABCA1, ADD2, ARG2, ATP1A2, CAPNI10, CSK, F3, HLA-A, HLA-B, IL15, IL23R, MBL2, MEF2A, OTC,

SERPINE1, STEAP4, TH, TNFRSF1B

miR-133a-3p

ADRAZ2B, ALAD, CHGB, CXCL12, GOSR2, KCNMA1, KYNU, MAPK14, PEPD, SCG2, SLC22A2
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Table 7. Cont.

Predicted Targets
microRNA Disease Search
miR-143-3 ADRB2, ARHGEF1, CCR2, CD40, CYP11B1, CYP1A2, CYP2C9, ENPP1, EPO, FGB, GHR, GNB3, IER3, IL18,
P KLF5, NFKBIL1, PDE5A, SERPINC1, SLC12A3, SREBF1, UMOD, VNN1, ZNF652
miR-145-5p ACSM3, ADRA1A, ESR2, GCGR, INPPL1, MAP1LC3B, SCG2, SELP, THPO, TRPM6
R-146a-5 CAT, CFH, CYP11A1, HSPA1A, INPPL1, KCNK3, KCNMA1, NOS1, NOX4, PRCP, PTGS2, PTPN1, RHOA,
mi a-op THPO, WISP1, WNK4, ZNF652
AR, ATP1B1, ATP2B1, AVPR1A, CACNB2, CASPS8, CTH, CYP4F2, EDNRA, F11R, F3, GREM1, HSD3Bl1, IL1A,
miR-181a-5 KCNMA1, KL, LEPR, MAOA, MAPK1, NOS3, NR3C1, PTGS2, SLC7A1, SOD3, STEAP4, TGFBR2, VIP, WISP1,
p
ZNEF652
miR-195-5p ALOX12, APLN, ATP2A2, CTH, CXCL10, GHR, HTR2A, KL, NISCH, P2RY2, SGK1, SLC12A2, VEGFA, XDH
miR-199a-5p CCR2, CHGA, CSK, DDAH2, F11R, GGT1, HTR2A, IL6, MAT1A, MMP9, PTGIS, SCG2, TNC, TNF, VCAM1
miR-221-3p ATP1A1, CD36, KLC1, MTR, RNLS, VCAM1
miR-499a-5p CACNB2, CLU, CYP3A4, FLT1, GUCY1A3, NR3C1, SLC12A2, SLC22A8
miR-574-3p ID2, LEP, MMP3, NISCH, ZNF652

Table 8. A list of predicted targets of microRNAs dysregulated in the whole peripheral blood of preterm-born children in
relation to congenital heart defects and heart valve disease, using the miRWalk2.0 database (data available in the Disease
Search database and the OMIM Disorder database).

Predicted Targets

OMIM Disorder and Disease Search Disease Search

Disease Search Disease Search

O ke nonsyndromic2) | Fanieriosas) | (Patent foramen ovale)  (heart valve discase)
miR-1 GJA1, JARID2 - - -
miR-16-5p ATP2A2 - - -
miR-17-5p ATP2A2, GJA1, MTHFR MTHFR - -
miR-20a-5p ATP2A2, F3 - - -
miR-20b-5p ATP2A2, GJA1, MTHFR MTHFR - -
miR-21-5p JAG1 - - -
miR-23a-3p CBS - - -
miR-24-3p ATP2A2, STRA6, TAB2 MYHI11 - -
miR-26a-5p CBS, JAG1 - - -
miR-29a-3p - - - -
miR-100-5p - - - -
miR-103a-3p SLN CYP2C9 - -
miR-125b-5p - - - -
miR-126-3p - - - -
miR-130b-3p ACVR], F3,JARID2, STRA6 - - -
miR-133a-3p ZIC3 - - VKORC1
miR-143-3p CRELD1 - - -
miR-145-5p - - - -
miR-146a-5p JAG1 TFAP2B - -
miR-181a-5p F3, SLN - - -
miR-195-5p ATP2A2 - - -
miR-199a-5p MTHEFDI1, STRA6 - - -
miR-221-3p MTR - - -
miR-499a-5p ZIC3 - - -

miR-574-3p
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4. Discussion

Initially, a comprehensive physical examination of preterm- and term-born children
delivered in our hospital to obtain baseline medical information was performed. Standard-
ized BMI assessment, BP measurement, and an ultrasound of the heart (echocardiography)
were performed in children at the age of 3 to 11 years. From the clinical examination, it
was evident that nearly one-third of preterm-born children descending from PPROM or
PTB pregnancies (32.43%) had valve problems and/or heart defects that should be checked
at least by pediatric cardiologists and if needed the children should be dispensarized to
have access to specialized medical care.

In addition, the occurrence of systolic prehypertension/hypertension (27.03%) and
diastolic prehypertension/hypertension (18.92%) was also inconsiderable in a group of
preterm-born children (PPROM or PTB) when compared with term-born children. No
child had a confirmed diagnosis of chronic hypertension or was on blood pressure treat-
ment, when physical examination was performed. Definitely, children indicated to have
prehypertension/hypertension during several visits should be checked from a long-term
perspective to exclude an accidental BP increase resulting from the visit to the medical
department or to confirm the diagnosis of chronic hypertension.

A certain concern arises also from the fact that the incidence of overweight/obesity
was nearly the same within the groups of age-matched preterm and term-born children in
spite of the substantially lower weight of preterm-born newborns.

Nevertheless, the findings resulting from this study were consistent with the findings
of other researchers who identified increased peripheral SBP, increased peripheral DBP
and/or a trend toward increased peripheral DBP in preterm-born children [4,6-8,10-12].
The data were also in compliance with the observation of another scientific group [40],
which found no differences in BMI and waist-hip ratio between full term, healthy preterm
and sick preterm young adults. Nevertheless, this study was not held during childhood,
but at early adulthood, at the age of 23 years [40].

With the exception of a study reporting a higher prevalence of congenital heart disease
inclusive of atrial and ventricular septal defects and patent ductus arteriosus in preterm-
born school children [87] and a study demonstrating a higher prevalence of interarterial
septal aneurysm in young adults born preterm [88], no data on the incidence of valve
problems (tricuspid, mitral, pulmonary, and bicuspid aortic valve regurgitations) or other
heart defects (foramen ovale apertum, and arrhythmia) are available in preterm-born
children older than 3 years.

Furthermore, postnatal microRNA expression profiles were compared between preterm
and term-born children. Preterm-born children descending from pregnancies with other
parallel complications were not involved in the study by intent, since postnatal microRNA
gene expression in children prenatally affected with fetal growth restriction, maternal
hypertensive and metabolic disorders had already been investigated separately [60-62].
Concurrently, preterm-born children, whose mothers had labor complicated with placenta
previa, placental abruption, and significant vaginal bleeding, were also not included in
the study.

The majority of the tested microRNAs (25 out of 29 microRNAs) showed higher
expression levels in the whole peripheral blood of preterm-born children, irrespective of the
condition which led to preterm delivery (PPROM or PTB). The postnatal screening based
on only one microRNA, miR-1-3p, reached a very high accuracy to discriminate between
preterm and term-born children. In total, 78.18% children descending from PPROM
pregnancies and 73.21% children descending from PTB pregnancies showed increased
postnatal miR-1-3p expression at 10.0% FPR (Supplementary Table S1, Supplementary
Figures S1 and S2).

Finally, 10 microRNAs with the best accuracy to differentiate between PPROM
and term-born children were selected for a postnatal screening (miR-1-3p, miR-20a-5p,
miR-20b-5p, miR-26a-5p, miR-100-5p, miR-103a-3p, miR-126-3p, miR-143-3p, miR-195-5p,
and miR-499a-5p). In the case of PTB born children, 13 microRNAs with the best differ-
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entiation accuracy were at last selected for a postnatal screening (miR-1-3p, miR-16-5p,
miR-17-5p, miR-20a-5p, miR-20b-5p, miR-26a-5p, miR-29a-3p, miR-103a-3p, miR-126-3p,
miR-143-3p, miR-181a-5p, miR-195-5p, and miR-499a-5p). Overall, at 10.0% FPR, a com-
bined screening identified the vast majority of preterm-born children descending from
either PPROM (85.45%) or PTB (85.71%) pregnancies to have altered postnatal microRNA
expression profiles.

So far, this finding is comparable with the finding in children descending from GDM
pregnancies, where our group identified, through combination screening, altered postnatal
microRNA expression profiles in 88.14% of the children [61]. With respect to this fact,
preterm-born children descending from either PPROM or PTB pregnancies have, next
to children descending from GDM pregnancies, the most serious alterations in postnatal
microRNA expression profiles out of all groups of children affected with pregnancy-related
complications [60-62].

On the grounds of these clinical and experimental findings, we strongly support
the efforts of other investigators suggesting the long-term dispensarization of preterm-
born children as a highly risky group for a later development of cardiovascular diseases
deserving regular monitoring, implementation of preventive measures and therapeutic
interventions if needed.

In addition, we studied the relation between postnatal microRNA gene expression
and multiple antenatal and early postnatal factors, including gestational age at deliv-
ery, birth weight of newborns, the condition of newborns at the moment of birth, mode
of delivery, and antenatal application of corticosteroids, antibiotics, and tocolytics to
mothers. It was apparent that both gestational age at delivery and birth weight of new-
borns were significantly associated with postnatal levels of microRNAs in preterm- and
term-born children. The highest postnatal microRNA expression levels were observed
in children born prematurely at lower gestational ages and in children born with lower
birth weight. These findings may also contribute to the explanation of why preterm-born
children with lower birth weight have an increased cardiovascular risk and to the ex-
planation of the increase in cardiovascular risk with the decrease in gestational age at
delivery [2,5,9-11,15,19,20,22,23,26,27,29,31,35,39,43,44,51,58,59].

Similarly, the condition of newborns at the moment of birth also had an impact
on the postnatal microRNA expression profiles of preterm-born children, even though
this impact was not as significant as the impact of gestational age at delivery and birth
weight of newborns. miR-133a-3p showed a weak negative correlation with the Apgar
scores determined at 5 min and 10 min and the pH of cord arterial blood after the birth
of newborns. In addition, a weak negative correlation between the pH of cord arterial
blood and the postnatal gene expression of miR-199a-5p and miR-221-3p was observed
in preterm-born children. These findings indicate that preterm-born children with the
worst values of parameters assessed immediately after the delivery may have higher
postnatal levels of some cardiovascular disease-associated microRNAs. These findings
may also contribute to the explanation of why preterm-born children have an increased
cardiovascular risk.

On the other hand, the administration of tocolytic drugs, the administration of antena-
tal corticosteroids, and the administration of antibiotics to mothers at the time of preterm
delivery had no impact on the postnatal microRNA expression profiles of preterm-born
children. Likewise, the mode of delivery (vaginal or cesarean birth) had no influence on
the postnatal microRNA expression profiles of preterm-born children.

On the grounds of these data, we suppose that altered microRNA expression profiles
in the whole peripheral blood of preterm-born children might be associated with increased
cardiovascular risk. We believe that the dysregulation of cardiovascular disease-associated
microRNAs in preterm-born children might be induced by in utero exposure to a gesta-
tion with a pathological course. The pathogenesis of preterm delivery is multifactorial,
but some principal pathogenic mechanisms such as cervical insufficiency, uterine mal-
formations, acute inflammation of the membranes and chorion of the placenta followed
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by an exaggeration of inflammatory processes have already been discovered [68,89-94].
Moreover, premature aging of the fetal membranes encompassing telomere shortening,
senescence, apoptosis, and proteolysis has also been demonstrated to play a key role in
the pathogenesis of preterm delivery [95-97]. Interactions between cardiovascular disease-
associated microRNAs with altered expression profiles in the whole peripheral blood of
preterm-born children and specific genes involved in key biological processes related to
pathogenesis of preterm delivery, such as the apoptosis pathway, inflammatory response
pathway, senescence, and autophagy pathways, were demonstrated in this study.

In addition, some diseases identified to have a higher prevalence in our cohort of
preterm-born children might also contribute to alterations of microRNA expression profiles
and might even increase the present risk of later development of cardiovascular diseases.
Recently, the occurrence of valve problems and heart defects has been demonstrated to in-
tensify the upregulation of most microRNAs (miR-1-3p, miR-16-5p, miR-17-5p, miR-20a-5p,
mir-20b-5p, miR-21-5p, miR-26a-5p, miR-29a-3p, miR-100-5p, miR-125b-5p, miR-126-3p,
miR-143-3p, miR-146a-5p, miR-181a-5p, miR-195-5p, miR-221-3p, miR-499a-5p, and
miR-574-3p) already present in the whole peripheral blood of children exposed to compli-
cated pregnancies [62].

Although the association between the presence of prehypertension/hypertension
(combined systolic and diastolic prehypertension/hypertension and/or isolated systolic
or diastolic prehypertension/hypertension) and the expression of cardiovascular disease-
associated microRNAs has not yet been identified in the association analysis previously
performed in children born from normal and complicated pregnancies [62], we assume
that the presence of chronic hypertension might exacerbate current alterations and induce
de-novo alterations in microRNA expression profiles in preterm-born children similarly as
in young and middle-aged mothers with confirmed diagnosis of systolic hypertension and
on blood pressure treatment [65]. Previously, it was demonstrated that 7 out of 29 tested
microRNAs (miR-17-5p, miR-24-3p, miR-92a-3p, miR-126-3p, miR-130b-3p, miR-181a-5p,
and miR-210-3p) showed increased expression in mothers with systolic hypertension when
the comparison to mothers with normal SBP values was performed regardless of the course
of previous gestation (women with a history of normal and complicated pregnancies).
The expression of microRNAs (miR-24-3p, miR-210-3p, miR-221-3p, and miR-342-3p)
also differed between mothers on blood pressure treatment and without medication [65].
In parallel, an association between the presence of hypertension and altered expression
of cardiovascular disease-associated microRNAs (miR-21-5p, miR-100-5p, miR-103a-3p,
miR-145-5p, miR-181a-5p, and miR-199a-5p) was observed by other investigators [98-104].
However, large cohort studies involving a sufficient number of preterm-born children with
the confirmed diagnosis of chronic prehypertension/hypertension are needed to prove the
association between the presence of chronic prehypertension/hypertension and altered
microRNA expression profiles.

Interactions between microRNAs dysregulated in the whole peripheral blood of
preterm-born children and specific genes related to human disease ontologies, such as
hypertension, congenital heart defects, patent foramen ovale, patent ductus arteriosus, and
heart valve disease, were also demonstrated in this study. Nevertheless, further studies
are definitely needed to evaluate the possible role of postnatal microRNA expression as a
predictor for a later development of cardiovascular diseases in preterm-born children.

This study has some limitations. A set of 29 microRNAs, known to be involved in
the pathogenesis of cardiovascular diseases, was selected for our previous and currently
ongoing studies [60-65]. However, the list of selected microRNAs did not include all the
microRNAs known to be involved in the pathogenesis of cardiovascular diseases. In addi-
tion, the list of selected microRNAs for our previous and currently ongoing studies [60-65]
was not based on genome-wide expression studies since these analyses had not been
performed in the cohorts of our patients. In addition, another possible limitation of this
study is the fact that, while dysregulated microRNAs play a role in the functioning of
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the cardiovascular system, there are certainly other risk factors that can contribute to the
development of cardiovascular diseases.

5. Conclusions

In conclusion, nearly one-third of preterm-born children descending from either
PPROM or PTB pregnancies had valve problems and/or heart defects. The occurrence
of prehypertension/hypertension was also inconsiderable in a group of preterm-born
children. A vast majority of preterm-born children also had severe postnatal alterations
in microRNA expression profiles at the age of 3 to 11 years. These postnatal microRNA
expression profiles were significantly influenced by many antenatal and early postnatal
factors. Among these factors are conditions leading to preterm birth, gestational age at
delivery, birth weight of newborns, and the condition of newborns at the moment of birth.
These findings may contribute to the explanation of the increased cardiovascular risk
in preterm-born children. These findings strongly support the belief that preterm-born
children should be dispensarized for a long time to have access to specialized medical care.

6. Patents

National patent granted—Industrial Property Office, Czech Republic (Patent No.
308102).

International patent filed—Industrial Property Office, Czech Republic (PCT/CZ2019/
050050).

Supplementary Materials: The following are available online at https://www.mdpi.com/article/10
.3390/biomedicines9070727 /s1: Table S1: Postnatal microRNA expression profiles in preterm-born
children; Table S2: Postnatal microRNA expression profiles in children descending from PPROM
pregnancies with regard to clinical findings; Table S3: Postnatal microRNA expression profiles in
children descending from PTB pregnancies with regard to clinical findings; Table S4: Postnatal
microRNA expression profiles in children descending from preterm pregnancies with regard to
gestational age at delivery; Figure S1: Altered Postnatal MicroRNA Expression Profile in Children
Descending from PPROM Pregnancies; Figure S2: Altered Postnatal MicroRNA Expression Profile
in Children Descending from PTB Pregnancies; Figure S3: Altered Postnatal MicroRNA Expression
Profile in Preterm Born Children (PPROM) with regard to the Absence or Presence of Abnormal
Clinical Findings (Overweight/Obesity, Prehypertension/Hypertension, Valve Problems and Heart
Defects); Figure S4: Altered Postnatal MicroRNA Expression Profile in Preterm Born Children
(PTB) with regard to the Absence or Presence of Abnormal Clinical Findings (Overweight/Obesity,
Prehypertension/Hypertension, Valve Problems and Heart Defects); Figure S5: Altered Postnatal
MicroRNA Expression Profile in Preterm Born Children with regard to Gestational Age at Delivery
(extremely preterm, very preterm, and moderate to late preterm).

Author Contributions: Conceptualization, L. H. and L.K.; methodology, I.H. and K.K,; software, I.H.,
KK, and ].S,; validation, L.H., LK., and ].S.; formal analysis, .H. and K.K.; investigation, K.K. and
J.S.; resources, L.K.; data curation, L.H. and K.K.; writing—original draft preparation, I.H., KK., and
J.S.; writing—review and editing, .H. and K. K,; visualization, K.K.; supervision, .H. and L.K.; project
administration, I.H. and L K,; funding acquisition, .H. and L.K. All authors have read and agreed to
the published version of the manuscript.

Funding: This research was funded by the Agency of Medical Research, Ministry of Health, Prague,
Czech Republic (grant number AZV 16-27761A) and the Charles University, Prague, Czech Republic
(grant numbers 260529 /SVV /2021 and PROGRES Q34). All rights reserved.

Institutional Review Board Statement: The study was conducted according to the guidelines of
the Declaration of Helsinki, and approved by the Institutional Ethics Committee of the Institute
for the Care of the Mother and Child and the Third Faculty of Medicine, Charles University (grant
no. AZV 16-27761A, “Long-term monitoring of complex cardiovascular profile in the mother, fetus
and offspring descending from pregnancy-related complications,” dates of approval: 27 March 2014
and 28 May 2015).

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.


https://www.mdpi.com/article/10.3390/biomedicines9070727/s1
https://www.mdpi.com/article/10.3390/biomedicines9070727/s1

Biomedicines 2021, 9, 727 20 of 24

Data Availability Statement: The data presented in this study are available on request from the cor-
responding author. The data are not publicly available due to rights reserved by funding supporters.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Kistner, A.; Jacobson, L.; Jacobson, S.H.; Svensson, E.; Hellstrom, A. Low gestational age associated with abnormal retinal
vascularization and increased blood pressure in adult women. Pediatr. Res. 2002, 51, 675-680. [CrossRef]

2. Johansson, S.; Iliadou, A.; Bergvall, N.; Tuvemo, T.; Norman, M.; Cnattingius, S. Risk of high blood pressure among young men
increases with the degree of immaturity at birth. Circulation 2005, 112, 3430-3436. [CrossRef]

3. Kistner, A; Celsi, G.; Vanpée, M.; Jacobson, S.H. Increased systolic daily ambulatory blood pressure in adult women born preterm.
Pediatr. Nephrol. 2005, 20, 232-233. [CrossRef]

4. Bonamy, A.K; Martin, H.; Jorneskog, G.; Norman, M. Lower skin capillary density, normal endothelial function and higher blood
pressure in children born preterm. J. Intern. Med. 2007, 262, 635-642. [CrossRef]

5. Keijzer-Veen, M.G.; Diilger, A.; Dekker, EW.; Nauta, J.; van der Heijden, B.J. Very preterm birth is a risk factor for increased
systolic blood pressure at a young adult age. Pediatr. Nephrol. 2010, 25, 509-516. [CrossRef]

6. de]Jong, F; Monuteaux, M.C.; van Elburg, R.M.; Gillman, M.W.; Belfort, M.B. Systematic review and meta-analysis of preterm
birth and later systolic blood pressure. Hypertension 2012, 59, 226-234. [CrossRef]

7.  Edwards, M.O.; Watkins, W.J.; Kotecha, S.J.; Halcox, J.P.; Dunstan, FD.; Henderson, A.]J.; Kotecha, S. Higher systolic blood
pressure with normal vascular function measurements in preterm-born children. Acta Paediatr. 2014, 103, 904-912. [CrossRef]

8.  Steen, E.; Bonamy, A.K.; Norman, M.; Hellstrom-Westas, L. Preterm birth may be a larger risk factor for increased blood pressure
than intrauterine growth restriction. Acta Paediatr. 2015, 104, 1098-1103. [CrossRef]

9.  Kowalski, R.R;; Beare, R.; Doyle, L.W.; Smolich, J.J.; Cheung, M.M.; Victorian Infant Collaborative Study Group. Elevated Blood
Pressure with Reduced Left Ventricular and Aortic Dimensions in Adolescents Born Extremely Preterm. J. Pediatr. 2016, 172,
75-80.e2. [CrossRef]

10. Posod, A.; Odri Komazec, I.; Kager, K.; Pupp Peglow, U.; Griesmaier, E.; Schermer, E.; Wiirtinger, P.; Baumgartner, D.;
Kiechl-Kohlendorfer, U. Former Very Preterm Infants Show an Unfavorable Cardiovascular Risk Profile at a Preschool Age. PLoS
ONE 2016, 11, e0168162. [CrossRef]

11. Edstedt Bonamy, A.K.; Mohlkert, L.A.; Hallberg, J.; Liuba, P; Fellman, V.; Domell6f, M.; Norman, M. Blood Pressure in 6-Year-Old
Children Born Extremely Preterm. J. Am. Heart Assoc. 2017, 6, e005858. [CrossRef] [PubMed]

12.  Mohlkert, L.A.; Hallberg, J.; Broberg, O.; Rydberg, A.; Halvorsen, C.P.; Liuba, P.; Fellman, V.; Domellof, M.; Sjoberg, G.;
Norman, M. The Preterm Heart in Childhood: Left Ventricular Structure, Geometry, and Function Assessed by Echocardiography
in 6-Year-Old Survivors of Periviable Births. . Am. Heart Assoc. 2018, 7, €007742. [CrossRef] [PubMed]

13. Chehade, H.; Simeoni, U.; Guignard, J.P.; Boubred, F. Preterm Birth: Long Term Cardiovascular and Renal Consequences. Curr.
Pediatr. Rev. 2018, 14, 219-226. [CrossRef]

14. Kowalski, R.R.; Beare, R.; Mynard, J.P.; Cheong, ].L.Y.; Doyle, L.W.; Smolich, J.].; Cheung, M.M.H. Increased aortic wave reflection
contributes to higher systolic blood pressure in adolescents born preterm. J. Hypertens. 2018, 36, 1514-1523. [CrossRef]

15.  Stock, K.; Schmid, A.; Griesmaier, E.; Gande, N.; Hochmayr, C.; Knoflach, M.; Kiechl-Kohlendorfer, U.; Early Vascular Aging
(EVA) Study Group. The Impact of Being Born Preterm or Small for Gestational Age on Early Vascular Aging in Adolescents. .
Pediatr. 2018, 201, 49-54.el. [CrossRef]

16. Skudder-Hill, L.; Ahlsson, E; Lundgren, M.; Cutfield, W.S.; Derraik, ]J.G.B. Preterm Birth is Associated with Increased Blood
Pressure in Young Adult Women. . Am. Heart Assoc. 2019, 8, €012274. [CrossRef]

17. Wei, FF; Raaijmakers, A.; Melgarejo, J.D.; Cauwenberghs, N.; Thijs, L.; Zhang, Z.Y,; Yu, C.G. Levtchenko, E.;
Struijker-Boudier, H.A.J.; Yang, W.Y.; et al. Retinal and Renal Microvasculature in Relation to Central Hemodynamics
in 11-Year-Old Children Born Preterm or At Term. J. Am. Heart Assoc. 2020, 9, e014305. [CrossRef]

18. Flahault, A,; Oliveira Fernandes, R.; De Meulemeester, ].; Ravizzoni Dartora, D.; Cloutier, A.; Gyger, G.; El-Jalbout, R; Bigras, J.L.;
Luu, TM.; Nuyt, A.M. Arterial Structure and Stiffness Are Altered in Young Adults Born Preterm. Arter. Thromb Vasc. Biol. 2020,
40, 2548-2556. [CrossRef]

19. Hurst, J.R,; Beckmann, J.; Ni, Y.; Bolton, C.E.; McEniery, C.M.; Cockcroft, J.R.; Marlow, N. Respiratory and Cardiovascular
Outcomes in Survivors of Extremely Preterm Birth at 19 Years. Am. ]. Respir. Crit. Care Med. 2020, 202, 422-432. [CrossRef]

20. Sanderson, K.R.; Chang, E.; Bjornstad, E.; Hogan, S.L.; Hu, Y.; Askenazi, D.; Fry, R.C.; O’Shea, T.M. Albuminuria, Hypertension,
and Reduced Kidney Volumes in Adolescents Born Extremely Premature. Front. Pediatr. 2020, 8, 230. [CrossRef]

21. Markopoulou, P.; Papanikolaou, E.; Analytis, A.; Zoumakis, E.; Siahanidou, T. Preterm Birth as a Risk Factor for Metabolic
Syndrome and Cardiovascular Disease in Adult Life: A Systematic Review and Meta-Analysis. ]. Pediatr. 2019, 210, 69-80.
[CrossRef]

22. Johansson, S.; Norman, M.; Legnevall, L.; Dalmaz, Y.; Lagercrantz, H.; Vanpée, M. Increased catecholamines and heart rate

in children with low birth weight: Perinatal contributions to sympathoadrenal overactivity. J. Intern. Med. 2007, 261, 480—487.
[CrossRef]


http://doi.org/10.1203/00006450-200206000-00003
http://doi.org/10.1161/CIRCULATIONAHA.105.540906
http://doi.org/10.1007/s00467-004-1717-4
http://doi.org/10.1111/j.1365-2796.2007.01868.x
http://doi.org/10.1007/s00467-009-1373-9
http://doi.org/10.1161/HYPERTENSIONAHA.111.181784
http://doi.org/10.1111/apa.12699
http://doi.org/10.1111/apa.13095
http://doi.org/10.1016/j.jpeds.2016.01.020
http://doi.org/10.1371/journal.pone.0168162
http://doi.org/10.1161/JAHA.117.005858
http://www.ncbi.nlm.nih.gov/pubmed/28765277
http://doi.org/10.1161/JAHA.117.007742
http://www.ncbi.nlm.nih.gov/pubmed/29353231
http://doi.org/10.2174/1573396314666180813121652
http://doi.org/10.1097/HJH.0000000000001719
http://doi.org/10.1016/j.jpeds.2018.05.056
http://doi.org/10.1161/JAHA.119.012274
http://doi.org/10.1161/JAHA.119.014305
http://doi.org/10.1161/ATVBAHA.120.315099
http://doi.org/10.1164/rccm.202001-0016OC
http://doi.org/10.3389/fped.2020.00230
http://doi.org/10.1016/j.jpeds.2019.02.041
http://doi.org/10.1111/j.1365-2796.2007.01776.x

Biomedicines 2021, 9, 727 21 of 24

23.

24.

25.

26.

27.

28.

29.

30.

31.

32.

33.

34.

35.

36.

37.

38.

39.

40.

41.

42.

43.

44.

45.

46.

Yiallourou, S.R.; Wallace, E.M.; Whatley, C.; Odoi, A.; Hollis, S.; Weichard, A.]J.; Muthusamy, J.S.; Varma, S.; Cameron, J.;
Narayan, O,; et al. Sleep: A Window Into Autonomic Control in Children Born Preterm and Growth Restricted. Sleep 2017, 40.
[CrossRef]

Bonamy, A.K.; Bendito, A.; Martin, H.; Andolf, E.; Sedin, G.; Norman, M. Preterm birth contributes to increased vascular
resistance and higher blood pressure in adolescent girls. Pediatr. Res. 2005, 58, 845-849. [CrossRef]

Crisafulli, A.; Bassareo, P.P; Kelleher, S.; Calcaterra, G.; Mercuro, G. Factors Predisposing to Hypertension in Subjects Formerly
Born Preterm: Renal Impairment, Arterial Stiffness, Endothelial Dysfunction or Something Else? Curr. Hypertens. Rev. 2020, 16,
82-90. [CrossRef]

Vollseeter, M.; Halvorsen, T.; Markestad, T.; @ymar, K.; Ueland, PM.; Meyer, K.; Midttun, ©@.; Bjorke-Monsen, A.L. Renal function
and blood pressure in 11 year old children born extremely preterm or small for gestational age. PLoS ONE 2018, 13, e0205558.
[CrossRef]

Rakow, A.; Laestadius, A.; Liliemark, U.; Backheden, M.; Legnevall, L.; Kaiser, S.; Vanpée, M. Kidney volume, kidney function,
and ambulatory blood pressure in children born extremely preterm with and without nephrocalcinosis. Pediatr. Nephrol. 2019, 34,
1765-1776. [CrossRef] [PubMed]

Bassareo, P.P.; Fanos, V.; Mussap, M.; Flore, G.; Noto, A.; Puddu, M,; Saba, L.; Mercuro, G. Urinary NGAL and hematic ADMA
levels: An early sign of cardio-renal syndrome in young adults born preterm? J. Matern. Fetal. Neonatal. Med. 2013, 26 (Suppl. 2),
80-83. [CrossRef]

Hadchouel, A.; Rousseau, J.; Rozé, ].C.; Arnaud, C.; Bellino, A.; Couderc, L.; Marret, S.; Mittaine, M.; Pinquier, D.; Verstraete, M.; et al.
Association between asthma and lung function in adolescents born very preterm: Results of the EPIPAGE cohort study. Thorax
2018, 73, 1174-1176. [CrossRef]

Harris, C.; Lunt, A.; Bisquera, A.; Peacock, J.; Greenough, A. Lung function and exercise capacity in prematurely born young
people. Pediatr. Pulmonol. 2020, 55, 2289-2295. [CrossRef]

Chan, PY.; Morris, ].M.; Leslie, G.I; Kelly, PJ.; Gallery, E.D. The long-term effects of prematurity and intrauterine growth
restriction on cardiovascular, renal, and metabolic function. Int. |. Pediatr. 2010, 2010, 280402. [CrossRef]

Hofman, P.L.; Regan, E; Jackson, W.E.; Jefferies, C.; Knight, D.B.; Robinson, E.M.; Cutfield, W.S. Premature birth and later insulin
resistance. N. Engl. ]. Med. 2004, 351, 2179-2186. [CrossRef]

Rotteveel, J.; van Weissenbruch, M.M.; Twisk, J.W.; Delemarre-Van de Waal, H.A. Infant and childhood growth patterns, insulin
sensitivity, and blood pressure in prematurely born young adults. Pediatrics 2008, 122, 313-332. [CrossRef] [PubMed]
Rerkasem, K.; Wongthanee, A.; Rerkasem, A.; Pruenglampoo, S.; Mangklabruks, A.; Hofman, P.L.; Cutfield, W.S.; Derraik, ].G.B.
Lower insulin sensitivity in young adults born preterm in Thailand. Pediatr. Diabetes 2020, 21, 210-214. [CrossRef]

Chiavaroli, V.; Derraik, ].G.B.; Jayasinghe, T.N.; Rodrigues, R.O.; Biggs, J.B.; Battin, M.; Hofman, PL.; O’Sullivan, ].M,;
Cutfield, W.S. Lower insulin sensitivity remains a feature of children born very preterm. Pediatr. Diabetes 2021, 22, 161-167.
[CrossRef] [PubMed]

Tinnion, R.; Gillone, J.; Cheetham, T.; Embleton, N. Preterm birth and subsequent insulin sensitivity: A systematic review. Arch.
Dis. Child. 2014, 99, 362-368. [CrossRef] [PubMed]

Juonala, M.; Cheung, M.M.; Sabin, M.A.; Burgner, D.; Skilton, M.R.; K&¢honen, M.; Hutri-Kdhonen, N.; Lehtimaki, T.; Jula, A,;
Laitinen, T.; et al. Effect of birth weight on life-course blood pressure levels among children born premature: The Cardiovascular
Risk in Young Finns Study. J. Hypertens. 2015, 33, 1542-1548. [CrossRef]

Raju, TN.K.; Buist, A.S.; Blaisdell, C.J.; Moxey-Mims, M.; Saigal, S. Adults born preterm: A review of general health and
system-specific outcomes. Acta Paediatr. 2017, 106, 1409-1437. [CrossRef]

Huang, Y.T; Lin, H.Y.; Wang, C.H.; Su, B.H; Lin, C.C. Association of preterm birth and small for gestational age with metabolic
outcomes in children and adolescents: A population-based cohort study from Taiwan. Pediatr. Neonatol. 2018, 59, 147-153.
[CrossRef]

Sullivan, M.C.; Winchester, S.B.; Msall, M.E. Prematurity and cardiovascular risk at early adulthood. Child. Care Health Dev. 2019,
45,71-78. [CrossRef]

Crump, C.; Sundquist, J.; Sundquist, K. Association of preterm birth with lipid disorders in early adulthood: A Swedish cohort
study. PLoS Med. 2019, 16, €1002947. [CrossRef] [PubMed]

Haynes, A.; Bower, C.; Bulsara, M.K,; Finn, J.; Jones, T.W.; Davis, E.A. Perinatal risk factors for childhood Type 1 diabetes in
Western Australia—A population-based study (1980-2002). Diabet. Med. 2007, 24, 564-570. [CrossRef] [PubMed]

Khashan, A.S.; Kenny, L.C.; Lundholm, C.; Kearney, PM.; Gong, T.; McNamee, R.; Almqvist, C. Gestational Age and Birth
Weight and the Risk of Childhood Type 1 Diabetes: A Population-Based Cohort and Sibling Design Study. Diabetes Care 2015, 38,
2308-2315. [CrossRef]

Goldacre, R.R. Associations between birthweight, gestational age at birth and subsequent type 1 diabetes in children under 12: A
retrospective cohort study in England, 1998-2012. Diabetologia 2018, 61, 616-625. [CrossRef]

Crump, C.; Sundquist, J.; Sundquist, K. Preterm birth and risk of type 1 and type 2 diabetes: A national cohort study. Diabetologia
2020, 63, 508-518. [CrossRef]

Li, S.; Zhang, M,; Tian, H.; Liu, Z.; Yin, X.; Xi, B. Preterm birth and risk of type 1 and type 2 diabetes: Systematic review and
meta-analysis. Obes. Rev. 2014, 15, 804-811. [CrossRef] [PubMed]


http://doi.org/10.1093/sleep/zsx048
http://doi.org/10.1203/01.PDR.0000181373.29290.80
http://doi.org/10.2174/1573402115666190627140523
http://doi.org/10.1371/journal.pone.0205558
http://doi.org/10.1007/s00467-019-04293-9
http://www.ncbi.nlm.nih.gov/pubmed/31338588
http://doi.org/10.3109/14767058.2013.829698
http://doi.org/10.1136/thoraxjnl-2017-211115
http://doi.org/10.1002/ppul.24918
http://doi.org/10.1155/2010/280402
http://doi.org/10.1056/NEJMoa042275
http://doi.org/10.1542/peds.2007-2012
http://www.ncbi.nlm.nih.gov/pubmed/18676549
http://doi.org/10.1111/pedi.12969
http://doi.org/10.1111/pedi.13140
http://www.ncbi.nlm.nih.gov/pubmed/33084185
http://doi.org/10.1136/archdischild-2013-304615
http://www.ncbi.nlm.nih.gov/pubmed/24363362
http://doi.org/10.1097/HJH.0000000000000612
http://doi.org/10.1111/apa.13880
http://doi.org/10.1016/j.pedneo.2017.07.007
http://doi.org/10.1111/cch.12616
http://doi.org/10.1371/journal.pmed.1002947
http://www.ncbi.nlm.nih.gov/pubmed/31626652
http://doi.org/10.1111/j.1464-5491.2007.02149.x
http://www.ncbi.nlm.nih.gov/pubmed/17470192
http://doi.org/10.2337/dc15-0897
http://doi.org/10.1007/s00125-017-4493-y
http://doi.org/10.1007/s00125-019-05044-z
http://doi.org/10.1111/obr.12214
http://www.ncbi.nlm.nih.gov/pubmed/25073871

Biomedicines 2021, 9, 727 22 of 24

47.

48.

49.

50.

51.

52.

53.

54.

55.

56.

57.

58.

59.

60.

61.

62.

63.

64.

65.

66.

67.

68.

69.

70.

Zhang, J.; Ma, C.; Yang, A.; Zhang, R.; Gong, ].; Mo, F. Is preterm birth associated with asthma among children from birth to
17 years old?—A study based on 2011-2012 US National Survey of Children’s Health. Ital. ]. Pediatr. 2018, 44, 151. [CrossRef]
Arroyas, M.; Calvo, C.; Rueda, S.; Esquivias, M.; Gonzalez-Menchen, C.; Gonzalez-Carrasco, E.; Garcia-Garcia, M.L. Asthma
prevalence, lung and cardiovascular function in adolescents born preterm. Sci. Rep. 2020, 10, 19616. [CrossRef]

Sanchez-Solis, M.; Parra-Carrillo, M.S.; Mondejar-Lopez, P.; Garcia-Marcos, PW.; Garcia-Marcos, L. Preschool Asthma Symptoms
in Children Born Preterm: The Relevance of Lung Function in Infancy. J. Clin. Med. 2020, 9, 3345. [CrossRef]

Lewandowski, A.J.; Augustine, D.; Lamata, P; Davis, E.F.; Lazdam, M.; Francis, ].; McCormick, K.; Wilkinson, A.R.; Singhal, A.;
Lucas, A.; et al. Preterm heart in adult life: Cardiovascular magnetic resonance reveals distinct differences in left ventricular
mass, geometry, and function. Circulation 2013, 127, 197-206. [CrossRef]

Mohlkert, L.A.; Hallberg, J.; Broberg, O.; Sjoberg, G.; Rydberg, A.; Liuba, P; Fellman, V.; Domellof, M.; Norman, M.;
Halvorsen, C.P. Right Heart Structure, Geometry and Function Assessed by Echocardiography in 6-Year-Old Children Born
Extremely Preterm—A Population-Based Cohort Study. J. Clin. Med. 2020, 10, 122. [CrossRef] [PubMed]

Lewandowski, A.J.; Bradlow, W.M.; Augustine, D.; Davis, E.F,; Francis, J.; Singhal, A.; Lucas, A.; Neubauer, S.; McCormick, K,;
Leeson, P. Right ventricular systolic dysfunction in young adults born preterm. Circulation 2013, 128, 713-720. [CrossRef]

Carr, H.; Cnattingius, S.; Granath, F.; Ludvigsson, ].E,; Edstedt Bonamy, A K. Preterm Birth and Risk of Heart Failure Up to Early
Adulthood. J. Am. Coll. Cardiol. 2017, 69, 2634-2642. [CrossRef] [PubMed]

Ueda, P; Cnattingius, S.; Stephansson, O.; Ingelsson, E.; Ludvigsson, J.E; Bonamy, A.K. Cerebrovascular and ischemic heart
disease in young adults born preterm: A population-based Swedish cohort study. Eur. |. Epidemiol. 2014, 29, 253-260. [CrossRef]
[PubMed]

Zoller, B.; Li, X.; Sundquist, J.; Sundquist, K.; Crump, C. Gestational age and risk of venous thromboembolism from birth through
young adulthood. Pediatrics 2014, 134, e473-e480. [CrossRef]

Zoller, B.; Sundquist, J.; Sundquist, K.; Crump, C. Perinatal risk factors for premature ischaemic heart disease in a Swedish
national cohort. BMJ Open 2015, 5, e007308. [CrossRef] [PubMed]

Allotey, J.; Zamora, J.; Cheong-See, F; Kalidindi, M.; Arroyo-Manzano, D.; Asztalos, E.; van der Post, ].; Mol, B.W.; Moore, D.;
Birtles, D.; et al. Cognitive, motor, behavioural and academic performances of children born preterm: A meta-analysis and
systematic review involving 64,061 children. BJOG 2018, 125, 16-25. [CrossRef]

O'Reilly, H.; Johnson, S.; Ni, Y.; Wolke, D.; Marlow, N. Neuropsychological Outcomes at 19 Years of Age Following Extremely
Preterm Birth. Pediatrics 2020, 145, €20192087. [CrossRef]

Persson, M.; Opdahl, S.; Risnes, K.; Gross, R.; Kajantie, E.; Reichenberg, A.; Gissler, M.; Sandin, S. Gestational age and the risk of
autism spectrum disorder in Sweden, Finland, and Norway: A cohort study. PLoS Med. 2020, 17, e1003207. [CrossRef]
Hromadnikova, I.; Kotlabova, K.; Dvorakova, L.; Krofta, L.; Sirc, J. Postnatal Expression Profile of microRNAs Associated with
Cardiovascular and Cerebrovascular Diseases in Children at the Age of 3 to 11 Years in Relation to Previous Occurrence of
Pregnancy-Related Complications. Int. J. Mol. Sci. 2019, 20, 654. [CrossRef]

Hromadnikova, I; Kotlabova, K.; Dvorakova, L.; Krofta, L.; Sirc, J. Substantially Altered Expression Profile of Dia-
betes/Cardiovascular/Cerebrovascular Disease Associated microRNAs in Children Descending from Pregnancy Complicated
by Gestational Diabetes Mellitus-One of Several Possible Reasons for an Increased Cardiovascular Risk. Cells 2020, 9, 1557.
[CrossRef]

Hromadnikova, I.; Kotlabova, K.; Krofta, L.; Sirc, J. Association Analysis in Children Born from Normal and Compli-
cated Pregnancies-Cardiovascular Disease Associated microRNAs and the Incidence of Prehypertension/Hypertension,
Overweight/Obesity, Valve Problems and Heart Defects. Int. . Mol. Sci. 2020, 21, 8413. [CrossRef] [PubMed]

Hromadnikova, I.; Kotlabova, K.; Dvorakova, L.; Krofta, L. Postpartum profiling of microRNAs involved in pathogenesis of
cardiovascular/cerebrovascular diseases in women exposed to pregnancy-related complications. Int. ]. Cardiol. 2019, 291, 158-167.
[CrossRef] [PubMed]

Hromadnikova, I.; Kotlabova, K.; Dvorakova, L.; Krofta, L. Diabetes Mellitus and Cardiovascular Risk Assessment in Mothers
with a History of Gestational Diabetes Mellitus Based on Postpartal Expression Profile of MicroRNAs Associated with Diabetes
Mellitus and Cardiovascular and Cerebrovascular Diseases. Int. |. Mol. Sci. 2020, 21, 2437. [CrossRef]

Hromadnikova, I.; Kotlabova, K.; Krofta, L. Association Analysis in Young and Middle-Aged Mothers-Relation between
Expression of Cardiovascular Disease Associated MicroRNAs and Abnormal Clinical Findings. J. Pers. Med. 2021, 11, 39.
[CrossRef]

Goldenberg, R.L.; Culhane, J.E; Iams, J.D.; Romero, R. Epidemiology and causes of preterm birth. Lancet 2008, 371, 75-84.
[CrossRef]

Moutquin, J.M.; Milot Roy, V.; Irion, O. Preterm prevention: Effectiveness of current strategies. J. Soc. Obs. Gynaecol. Can. 1996, 18,
571-588. [CrossRef]

Romero, R.; Espinoza, J.; Kusanovic, J.P.; Gotsch, F.; Hassan, S.; Erez, O.; Chaiworapongsa, T.; Mazor, M. The preterm parturition
syndrome. BJOG 2006, 113, 17-42. [CrossRef] [PubMed]

Yoon, B.H.; Romero, R.; Moon, ].B.; Shim, S.S.; Kim, M.; Kim, G.; Jun, J.K. Clinical significance of intra-amniotic inflammation in
patients with preterm labor and intact membranes. Am. J. Obs. Gynecol. 2001, 185, 1130-1136. [CrossRef] [PubMed]

Committee on Obstetric Practice. Committee Opinion No. 713: Antenatal Corticosteroid Therapy for Fetal Maturation. Obs.
Guynecol. 2017, 130, e102—€109. [CrossRef] [PubMed]


http://doi.org/10.1186/s13052-018-0583-9
http://doi.org/10.1038/s41598-020-76614-0
http://doi.org/10.3390/jcm9103345
http://doi.org/10.1161/CIRCULATIONAHA.112.126920
http://doi.org/10.3390/jcm10010122
http://www.ncbi.nlm.nih.gov/pubmed/33396414
http://doi.org/10.1161/CIRCULATIONAHA.113.002583
http://doi.org/10.1016/j.jacc.2017.03.572
http://www.ncbi.nlm.nih.gov/pubmed/28545637
http://doi.org/10.1007/s10654-014-9892-5
http://www.ncbi.nlm.nih.gov/pubmed/24687624
http://doi.org/10.1542/peds.2013-3856
http://doi.org/10.1136/bmjopen-2014-007308
http://www.ncbi.nlm.nih.gov/pubmed/26038357
http://doi.org/10.1111/1471-0528.14832
http://doi.org/10.1542/peds.2019-2087
http://doi.org/10.1371/journal.pmed.1003207
http://doi.org/10.3390/ijms20030654
http://doi.org/10.3390/cells9061557
http://doi.org/10.3390/ijms21218413
http://www.ncbi.nlm.nih.gov/pubmed/33182505
http://doi.org/10.1016/j.ijcard.2019.05.036
http://www.ncbi.nlm.nih.gov/pubmed/31151766
http://doi.org/10.3390/ijms21072437
http://doi.org/10.3390/jpm11010039
http://doi.org/10.1016/S0140-6736(08)60074-4
http://doi.org/10.1016/S0849-5831(16)30300-7
http://doi.org/10.1111/j.1471-0528.2006.01120.x
http://www.ncbi.nlm.nih.gov/pubmed/17206962
http://doi.org/10.1067/mob.2001.117680
http://www.ncbi.nlm.nih.gov/pubmed/11717646
http://doi.org/10.1097/AOG.0000000000002237
http://www.ncbi.nlm.nih.gov/pubmed/28742678

Biomedicines 2021, 9, 727 23 of 24

71.

72.

73.

74.

75.

76.

77.

78.

79.

80.

81.

82.

83.

84.

85.

86.

87.

88.

89.

90.

91.

92.

93.

94.

95.

96.

97.

98.

Miracle, X.; Di Renzo, G.C.; Stark, A.; Fanaroff, A.; Carbonell-Estrany, X.; Saling, E. Coordinators Of World Association of
Perinatal Medicine Prematurity Working Group. Guideline for the use of antenatal corticosteroids for fetal maturation. J. Perinat.
Med. 2008, 36, 191-196. [CrossRef] [PubMed]

Skoll, A.; Boutin, A.; Bujold, E.; Burrows, J.; Crane, J.; Geary, M.; Jain, V.; Lacaze-Masmonteil, T.; Liauw, J.; Mundle, W.; et al. No.
364-Antenatal Corticosteroid Therapy for Improving Neonatal Outcomes. J. Obs. Gynaecol. Can. 2018, 40, 1219-1239. [CrossRef]
[PubMed]

WHO. Recommendations on Interventions to Improve Preterm Birth Outcomes; WHO Press: Geneva, Switzerland, 2015. [PubMed]
American College of Obstetricians and Gynecologists” Committee on Practice Bulletins—Obstetrics. Practice Bulletin No. 171:
Management of Preterm Labor. Obs. Gynecol. 2016, 128, e155-e164. [CrossRef]

Miyazaki, C.; Moreno Garcia, R.; Ota, E.; Swa, T.; Oladapo, O.T.; Mori, R. Tocolysis for inhibiting preterm birth in extremely
preterm birth, multiple gestations and in growth-restricted fetuses: A systematic review and meta-analysis. Reprod. Health 2016,
13, 4. [CrossRef] [PubMed]

WHO. Preterm Birth. Available online: https://www.who.int/news-room/fact-sheets/detail /preterm-birth.html (accessed on
16 March 2021).

Apgar, V. A proposal for a new method of evaluation of the newborn infant. Curr. Res. Anesth. Analg. 1953, 32, 260-267. [CrossRef]
[PubMed]

Apgar, V.; Holaday, D.A.; James, L.S.; Weisbrot, I.M.; Berrien, C. Evaluation of the newborn infant; second report. J. Am. Med.
Assoc. 1958, 168, 1985-1988. [CrossRef]

American Academy of Pediatrics and American Heart Association. Textbook of Neonatal Resuscitation, 6th ed.; American Academy
of Pediatrics and American Heart Association: Elk Grove Village, IL, USA, 2011.

ACOG. The Apgar Score. Available online: https://www.acog.org/clinical /clinical-guidance /committee-opinion/articles /2015
/10/the-apgar-score.html (accessed on 16 March 2021).

National High Blood Pressure Education Program Working Group on High Blood Pressure in Children and Adolescents. The
fourth report on the diagnosis, evaluation, and treatment of high blood pressure in children and adolescents. Pediatrics 2004, 114,
555-576. [CrossRef]

CDC. Healthy Weight, Nutrition, and Physical Activity, About Child & Teen BMI. Available online: https://www.cdc.gov/
healthyweight/assessing/bmi/childrens_bmi/about_childrens_bmi.html (accessed on 16 March 2021).

Livak, K.J.; Schmittgen, T.D. Analysis of relative gene expression data using real-time quantitative PCR and the 2(-Delta Delta
C(T)) Method. Methods 2001, 25, 402—408. [CrossRef]

Vandesompele, J.; de Preter, K.; Pattyn, F.; Poppe, B.; Van Roy, N.; de Paepe, A.; Speleman, F. Accurate normalization of real-time
quantitative RT-PCR data by geometric averaging of multiple internal control genes. Genome Biol. 2002, 3, research0034.1.
[CrossRef] [PubMed]

Shapiro, S.S.; Wilk, M.B. An Analysis of Variance Test for Normality (Complete Samples). Biometrika 1965, 52, 591-611. [CrossRef]
Dweep, H,; Sticht, C.; Pandey, P.; Gretz, N. miRWalk—Database: Prediction of possible miRNA binding sites by “walking” the
genes of three genomes. J. Biomed. Inform. 2011, 44, 839-847. [CrossRef]

Han, S.; Wei, C.Y,; Hou, Z.L.; Li, YX;; Ding, Y.C.; Guang, X.F; Huang, D.; Na, Z.H.; Chen, WM,; Jian, G.L.H. Prevalence of
Congenital Heart Disease Amongst Schoolchildren in Southwest China. Indian Pediatr. 2020, 57, 138-141. [CrossRef]

Bassareo, P.P.; Fanos, V.; Puddu, M.; Cadeddu, C.; Cadeddu, F; Saba, L.; Cugusi, L.; Mercuro, G. High prevalence of interatrial
septal aneurysm in young adults who were born preterm. J. Matern. Fetal Neonatal Med. 2014, 27, 1123-1128. [CrossRef] [PubMed]
Guinn, D.A; Goldenberg, R.L.; Hauth, ].C.; Andrews, WW.; Thom, E.; Romero, R. Risk factors for the development of preterm
premature rupture of the membranes after arrest of preterm labor. Am. J. Obs. Gynecol. 1995, 173, 1310-1315. [CrossRef]
Challis, J.R.; Lockwood, C.J.; Myatt, L.; Norman, J.E.; Strauss, J.F,, 3rd; Petraglia, F. Inflammation and pregnancy. Reprod. Sci.
2009, 16, 206-215. [CrossRef] [PubMed]

Keelan, J.A. Pharmacological inhibition of inflammatory pathways for the prevention of preterm birth. J. Reprod. Immunol. 2011,
88, 176-184. [CrossRef] [PubMed]

Ekwo, E.E.; Gosselink, C.A.; Woolson, R.; Moawad, A. Risks for premature rupture of amniotic membranes. Int. |. Epidemiol. 1993,
22,495-503. [CrossRef] [PubMed]

Hadley, C.B.; Main, D.M.; Gabbe, S.G. Risk factors for preterm premature rupture of the fetal membranes. Am. J. Perinatol. 1990, 7,
374-379. [CrossRef]

Naeye, R.L; Peters, E.C. Causes and consequences of premature rupture of fetal membranes. Lancet 1980, 1, 192-197. [CrossRef]
Menon, R.; Boldogh, I.; Hawkins, H.K.; Woodson, M.; Polettini, J.; Syed, T.A.; Fortunato, S.J.; Saade, G.R.; Papaconstantinou, J.;
Taylor, R.N. Histological evidence of oxidative stress and premature senescence in preterm premature rupture of the human fetal
membranes recapitulated in vitro. Am. J. Pathol. 2014, 184, 1740-1751. [CrossRef]

Menon, R.; Polettini, J.; Syed, T.A.; Saade, G.R.; Boldogh, I. Expression of 8-oxoguanine glycosylase in human fetal membranes.
Am. ]. Reprod. Immunol. 2014, 72, 75-84. [CrossRef]

Menon, R; Yu, J.; Basanta-Henry, P.; Brou, L.; Berga, S.L.; Fortunato, S.J.; Taylor, R.N. Short fetal leukocyte telomere length and
preterm prelabor rupture of the membranes. PLoS ONE 2013, 7, e31136. [CrossRef]

Wu, J.; Du, K,; Lu, X. Elevated expressions of serum miR-15a, miR-16, and miR-17-5p are associated with acute ischemic stroke.
Int. J. Clin. Exp. Med. 2015, 8, 21071-21079. [PubMed]


http://doi.org/10.1515/JPM.2008.032
http://www.ncbi.nlm.nih.gov/pubmed/18576926
http://doi.org/10.1016/j.jogc.2018.04.018
http://www.ncbi.nlm.nih.gov/pubmed/30268316
http://www.ncbi.nlm.nih.gov/pubmed/26447264
http://doi.org/10.1097/AOG.0000000000001711
http://doi.org/10.1186/s12978-015-0115-7
http://www.ncbi.nlm.nih.gov/pubmed/26762152
https://www.who.int/news-room/fact-sheets/detail/preterm-birth.html
http://doi.org/10.1213/00000539-195301000-00041
http://www.ncbi.nlm.nih.gov/pubmed/13083014
http://doi.org/10.1001/jama.1958.03000150027007
https://www.acog.org/clinical/clinical-guidance/committee-opinion/articles/2015/10/the-apgar-score.html
https://www.acog.org/clinical/clinical-guidance/committee-opinion/articles/2015/10/the-apgar-score.html
http://doi.org/10.1542/peds.114.2.S2.555
https://www.cdc.gov/healthyweight/assessing/bmi/childrens_bmi/about_childrens_bmi.html
https://www.cdc.gov/healthyweight/assessing/bmi/childrens_bmi/about_childrens_bmi.html
http://doi.org/10.1006/meth.2001.1262
http://doi.org/10.1186/gb-2002-3-7-research0034
http://www.ncbi.nlm.nih.gov/pubmed/12184808
http://doi.org/10.1093/biomet/52.3-4.591
http://doi.org/10.1016/j.jbi.2011.05.002
http://doi.org/10.1007/s13312-020-1731-z
http://doi.org/10.3109/14767058.2013.850667
http://www.ncbi.nlm.nih.gov/pubmed/24093211
http://doi.org/10.1016/0002-9378(95)91377-7
http://doi.org/10.1177/1933719108329095
http://www.ncbi.nlm.nih.gov/pubmed/19208789
http://doi.org/10.1016/j.jri.2010.11.003
http://www.ncbi.nlm.nih.gov/pubmed/21236496
http://doi.org/10.1093/ije/22.3.495
http://www.ncbi.nlm.nih.gov/pubmed/8359967
http://doi.org/10.1055/s-2007-999527
http://doi.org/10.1016/S0140-6736(80)90674-1
http://doi.org/10.1016/j.ajpath.2014.02.011
http://doi.org/10.1111/aji.12220
http://doi.org/10.1371/journal.pone.0031136
http://www.ncbi.nlm.nih.gov/pubmed/26885038

Biomedicines 2021, 9, 727 24 of 24

99.

100.

101.

102.

103.

104.

Kriegel, A.J.; Baker, M.A; Liu, Y,; Liu, P.; Cowley, A.W,, Jr.; Liang, M. Endogenous microRNAs in human microvascular
endothelial cells regulate mRNAs encoded by hypertension-related genes. Hypertension 2015, 66, 793-799. [CrossRef] [PubMed]
Huang, L.; Li, L.; Che, X.; Zhang, H.; Shi, Z. MiR-103a targeting Piezol is involved in acute myocardial infarction through
regulating endothelium function. Cardiol. J. 2016, 23, 556-562. [CrossRef] [PubMed]

Shi, L.; Tian, C.; Sun, L.; Cao, E; Meng, Z. The IncRNA TUG1/miR-145-5p /FGF10 regulates proliferation and migration in
VSMCs of hypertension. Biochem. Biophys. Res. Commun. 2018, 501, 688-695. [CrossRef] [PubMed]

Yang, X.; Niu, X; Xiao, Y.; Lin, K.; Chen, X. MiRNA expression profiles in healthy OSAHS and OSAHS with arterial hypertension:
Potential diagnostic and early warning markers. Respir. Res. 2018, 19, 194. [CrossRef] [PubMed]

Lynch, S.M.; Ward, M.; McNulty, H.; Angel, C.Z.; Horigan, G.; Strain, ].J.; Purvis, J.; Tackett, M.; McKenna, D.J. Serum levels of
miR-199a-5p correlates with blood pressure in premature cardiovascular disease patients homozygous for the MTHER 677C > T
polymorphism. Genomics 2020, 112, 669-676. [CrossRef]

Tian, X.; Yu, C.; Shi, L.; Li, D.; Chen, X.; Xia, D.; Zhou, J.; Xu, W.; Ma, C.; Gu, L.; et al. MicroRNA-199a-5p aggravates primary
hypertension by damaging vascular endothelial cells through inhibition of autophagy and promotion of apoptosis. Exp. Ther.
Med. 2018, 16, 595-602. [CrossRef]


http://doi.org/10.1161/HYPERTENSIONAHA.115.05645
http://www.ncbi.nlm.nih.gov/pubmed/26283043
http://doi.org/10.5603/CJ.a2016.0056
http://www.ncbi.nlm.nih.gov/pubmed/27515482
http://doi.org/10.1016/j.bbrc.2018.05.049
http://www.ncbi.nlm.nih.gov/pubmed/29758198
http://doi.org/10.1186/s12931-018-0894-9
http://www.ncbi.nlm.nih.gov/pubmed/30285853
http://doi.org/10.1016/j.ygeno.2019.04.019
http://doi.org/10.3892/etm.2018.6252

	Introduction 
	Materials and Methods 
	Participants 
	Clinical Examination of Children 
	Processing of Samples and Relative MicroRNA Quantification via Real-Time RT-PCR 
	Processing of Experimental Data 
	Information on MicroRNA–Gene–Biological Pathways/Disease Interactions 

	Results 
	Clinical Outcomes in Preterm- and Term-Born Children 
	Postnatal MicroRNA Expression Profiles in Preterm-Born Children (PPROM and PTB) 
	Postnatal MicroRNA Expression Profiles in Preterm-Born Children (PPROM and PTB) with Regard to the Absence or Presence of Abnormal Clinical Findings (Overweight/Obesity, Prehypertension/Hypertension, Valve Problems and Heart Defects) 
	Postnatal MicroRNA Expression Profiles in Preterm- and Term-Born Children with Regard to Gestational Age at Delivery 
	Postnatal MicroRNA Expression Profiles in Preterm- and Term-Born Children with Regard to Birth Weight of Newborns 
	Postnatal MicroRNA Expression Profiles in Preterm-Born Children (PPROM and PTB) with Regard to Mode of Delivery 
	Postnatal MicroRNA Expression Profiles in Preterm-Born Children (PPROM and PTB) with Regard to Condition of Newborns at Moment of Birth 
	Postnatal MicroRNA Expression Profiles in Preterm-Born Children (PPROM and PTB) with Regard to Antenatal Application of Corticosteroids, Antibiotics, and Tocolytics to Mothers 
	Information on MicroRNA–Gene–Biological Pathways/Disease Interactions 

	Discussion 
	Conclusions 
	Patents 
	References

