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Backgr1ound: Widespread vaccine hesitancy and refusal complicate containment of the SARS-CoV-2 pan-
demic. Extant research indicates that biased reasoning and conspiracist ideation discourage vaccination.
However, causal pathways from these constructs to vaccine hesitancy and refusal remain underspecified,
impeding efforts to intervene and increase vaccine uptake.
Method: 554 participants who denied prior SARS-CoV-2 vaccination completed self-report measures of
SARS-CoV-2 vaccine intentions, conspiracist ideation, and constructs from the Health Belief Model of
medical decision-making (such as perceived vaccine dangerousness) along with tasks measuring reason-
ing biases (such as those concerning data gathering behavior). Cutting-edge machine learning algorithms
(Greedy Fast Causal Inference) and psychometric network analysis were used to elucidate causal path-
ways to (and from) vaccine intentions.
Results: Results indicated that a bias toward reduced data gathering during reasoning may cause para-
noia, increasing the perceived dangerousness of vaccines and thereby reducing willingness to vaccinate.
Existing interventions that target data gathering and paranoia therefore hold promise for encouraging
vaccination. Additionally, reduced willingness to vaccinate was identified as a likely cause of belief in
conspiracy theories, subverting the common assumption that the opposite causal relation exists.
Finally, perceived severity of SARS-CoV-2 infection and perceived vaccine dangerousness (but not effec-
tiveness) were potential direct causes of willingness to vaccinate, providing partial support for the Health
Belief Model’s applicability to SARS-CoV-2 vaccine decisions.
Conclusions: These insights significantly advance our understanding of the underpinnings of vaccine
intentions and should scaffold efforts to prepare more effective interventions on hesitancy for deploy-
ment during future pandemics.

� 2021 Elsevier Ltd. All rights reserved.
1. Introduction

Mr. Gibbs was convinced that there were a number of medical
men. . .who wanted nothing to be said upon the subject [of
the harms associated with smallpox vaccination], and it was
therefore his mission to compel them to speak out.

—The Leeds Mercury (December 3, 1867) describing the commen-
tary of Mr. Gibbs, honorary secretary to the Anti-Vaccination Lea-
gue, Leeds, England

As the epigraph implies, unwillingness to vaccinate was an
obstacle to controlling infectious disease long before the SARS-
CoV-2 pandemic [21,49,60]. However, this challenge has taken on
new urgency as significant numbers of adults hesitate or refuse
to vaccinate themselves [9,29] and/or their children [33,59] against
SARS-CoV-2, creating an ongoing risk of vaccine-preventable mor-
bidity and mortality made particularly salient by the progressively
increasing virulence of emerging SARS-CoV-2 variants [13].

Conspiracist ideation, which proliferates during societal crises
(including disease outbreaks; [55], may have contributed to this
public health crisis. The association between conspiracist ideation
and vaccine hesitancy is longstanding (as implied by the epigraph
above), reliable [3,45,51], and strong relative to other correlates of
hesitancy [23]. Exposure to conspiracy theories weakens vaccine
intentions [8,26], and potential mediators of this effect—such as
perceived disease risk and vaccine dangerousness [26,45]—are
plausible mechanisms by which conspiracy theories might dis-
courage vaccination: the Health Belief Model (a prominent theory

http://crossmark.crossref.org/dialog/?doi=10.1016/j.vaccine.2021.11.079&domain=pdf
https://doi.org/10.1016/j.vaccine.2021.11.079
mailto:brons139@umn.edu
https://doi.org/10.1016/j.vaccine.2021.11.079
http://www.sciencedirect.com/science/journal/0264410X
http://www.elsevier.com/locate/vaccine


M.V. Bronstein, E. Kummerfeld, A. MacDonald III et al. Vaccine 40 (2022) 213–222
of medical decisions) posits that both these constructs (along with
perceived vaccine effectiveness and disease severity) influence
vaccination decisions [25].

The putative causal relation between conspiracist ideation and
vaccine intentions implies that causes of such ideation, including
paranoia and locus of control, should indirectly impact intentions.
Paranoia may cause belief in conspiracy theories by encouraging
fear of external agents and the belief that intentions (rather than
coincidences) are primary causes of world events [10], explaining
its association with SARS-CoV-2 conspiracist ideation [17]. Threats
to internal locus of control may cause belief in conspiracy theories
by increasing illusory pattern perception, which may explain
increased endorsement of such theories following natural disasters
[54], such as pandemics.

Reasoning biases may also facilitate conspiracist ideation. Con-
spiracist ideation is correlated with several biases, including the
tendency to gather less data prior to decision-making (‘‘jumping
to conclusions”; [44,47] and the tendency toward lowered decision
thresholds (‘‘liberal acceptance”; [28], both of which are thought to
cause epistemically-suspect beliefs (see: [6]. Manipulating particu-
lar reasoning biases, such as the tendency to perceive patterns in
data when none are present (‘‘illusory pattern perception”),
increases conspiracist ideation [62]. Reasoning biases may cause
conspiracist ideation because they influence individuals’ likelihood
of endorsing epistemically-suspect alternatives to official accounts,
and motivate them to search for these accounts by encouraging
paranoid thinking styles and distrust of information authorities,
including scientists (see: [41]).

Determining whether the aforementioned factors indirectly
impact vaccine intentions could support more effective interven-
tion on vaccine uptake. Many of these factors (e.g., paranoia, rea-
soning biases) are modifiable [19]; Steffen [35] and are therefore
potential novel targets for interventions aiming to increase vaccine
uptake. Novel interventions that encourage vaccination would be
invaluable because commonly-used strategies are frequently inef-
fective [42] or backfire. For instance, correcting myths that vacci-
nes cause disease can increase hesitancy [40]. Interventions that
reduce belief in conspiracy theories may have the additional ben-
eficial effects of discouraging violence [38] and encouraging pro-
social behavior [27,53].
1.1. The present study

With this literature in mind, the present study tested the pre-
registered hypothesis that belief in conspiracy theories reduces
willingness to vaccinate against SARS-CoV-2, and that this effect
is (at least partially) transmitted via constructs highlighted in the
Health Belief Model. Pre-registered hypotheses regarding the inter-
relations among reasoning biases (see SI Section S8) were also
tested. Primary tests of these hypotheses were conducted using
causal discovery analysis, which leverages machine-learning algo-
rithms to identify potential causal pathways in observational data-
sets [48]. This cutting-edge method was used alongside more
traditional techniques, such as psychometric network analysis,
which offers a more relaxed approach to identifying potential cau-
sal effects and provides additional information about their valence
and relative magnitude, to identify likely determinants (reasoning
biases, personality traits, etc.) of belief in SARS-CoV-2 related con-
spiracy theories and vaccine intentions. Testing these hypotheses
was expected to shed light on the mechanisms underlying willing-
ness to vaccinate and their relationship to belief in conspiracy the-
ories, laying foundations for more effective interventions that
could be deployed to combat pandemics in the post-truth era
(see: [31].
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2. Method

2.1. Participants and recruitment

Data were collected April 1–8, 2021. Participation was
restricted to Prolific users ages 18+ who lived in the United States,
had access to a computer, and reported being unvaccinated against
SARS-CoV-2 in a screening survey. The final sample (after exclud-
ing low-quality responses) included 554 participants (demograph-
ics, information on drop-out, see SI Section S1).

2.2. Data quality measures

Several steps were taken to ensure high data quality, including
checks on attention/effort and survey completion speed (see SI
Section S1).

2.3. Open science practices

The hypotheses and analysis plan for this study was pre-
registered (https://osf.io/v6ej2). Anonymized data are available
at: https://osf.io/z9cf6/.

2.4. Protocol

This study was approved by the University of Minnesota Institu-
tional Review Board and informed consent was obtained accord-
ingly. The screening survey included demographic questions and
the Belief in Conspiracy Theories Inventory (BCTI; [50]. We invited
all eligible participants with sufficient data quality to the main
study, despite our pre-registered stratified sampling plan, to
ensure sufficient statistical power. The main study included self-
report measures of vaccine intentions, Health Belief Model con-
structs (e.g., perceived vaccine dangerousness), belief in SARS-
CoV-2 vaccine-related conspiracy theories, paranoia, locus of con-
trol, and epistemic trust in scientists. It also included task-based
measures of reasoning biases. Tasks and measures were completed
in randomized order. Participants received $9 remuneration.

2.5. Measures

Participants completed the measures listed below. All measures
had good-to-excellent internal consistencies, as evaluated using
Omega Total [32]; see: SI Section S2). For a summary of evidence
regarding validity of the self-report measures below, see SI Sec-
tions S2 and S3. For full versions of measures developed for this
study, see SI Section S3.

2.5.1. Self-report measures
SARS-CoV-2 Vaccine Intentions were measured using a five-

item scale developed for the present study (a sixth item was
excluded, see: SI Section S3). Respondents rate each item (exam-
ple: ‘‘I am confident that getting the [Pfizer/Moderna] vaccine this
week would be the right thing to do”) on a 7-point scale (1=‘‘com-
pletely disagree, 7=‘‘completely agree”). Scores range from 5 to 35.
Participants also rated willingness to vaccinate their children (if
they had them), for exploratory purposes (see SI Section S7). Prior
to rating the items, participants were randomly assigned to read
the Emergency Use Authorization (EUA) fact sheet for either the
Pfizer or Moderna vaccine against SARS-CoV-2 (for comparison of
intentions on this basis, see: SI Section S8). Thus, the present study
measured willingness to receive a specific SARS-CoV-2 vaccine
authorized by the US Food and Drug Administration (FDA).

Perceived Vaccine Dangerousness was measured using a
seven-item scale developed for the present study. Respondents

https://osf.io/v6ej2
https://osf.io/z9cf6/
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rate each item (example: ‘‘Vaccines cause people to develop
allergies”) on a seven-point scale (1=‘‘completely disagree,
7=‘‘completely agree”). Scores range from 7 to 49.

Perceived Vaccine Effectiveness [43] was measured by having
respondents rate four items (example: ‘‘vaccines are one of the
most effective medical treatments”) on a seven-point scale
(1=‘‘strongly disagree”, 7=‘‘strongly agree”). Scores range from 4
to 28.

Perceived Severity of SARS-CoV-2 Infection was measured
using an eight-item scale developed for this study. Respondents
rate the likelihood that a person inflected with SARS-CoV-2 will
experience various outcomes (examples: ‘‘be hospitalized” and
‘‘die”) on a seven-point scale (1=‘‘Extremely Unlikely”, 7=‘‘Extre-
mely Likely”). Scores range from 1 to 56.

Belief in SARS-CoV-2 vaccine conspiracy theories was mea-
sured using a six-item scale developed for the present study. For
each item, respondents rate the accuracy of a different SARS-
CoV-2 vaccine related conspiracy theory (example: ‘‘The [SARS-
CoV-2] vaccine contains a microchip that will be used in a global
tracking system”) on a nine-point scale (1=‘‘Completely False”,
9=‘‘Completely True”). Scores range from 1 to 54.

Generalized Conspiracist Ideation was measured using the
Belief in Conspiracy Theories Inventory (BCTI; [50]. Respondents
rate 14 items (example: ‘‘The Apollo moon landings never hap-
pened and were staged in a Hollywood film studio”) on a nine-
point scale (1=‘‘Completely False”, 9=‘‘Completely True”). One BCTI
item was excluded because it dealt with UK government distribu-
tion of drugs to racial/ethnic minorities and was deemed less rele-
vant to our US-based participants. Ratings were averaged to
produce a total score; scores ranged from 1 to 9.

Paranoiawas measured using the Revised Green et al. Paranoid
Thoughts Scale’s (R-GPTS; [16]) persecutory ideation subscale (the
GPTS-B). Respondents rate the ten subscale items (example: ‘‘I was
sure someone wanted to hurt me”) on a five-point scale (0=‘‘Not at
all”, 4=‘‘Totally”). Scores range from 0 to 40.

Epistemic Trust in Scientists was measured using the Muen-
ster Epistemic Trustworthiness Inventory (METI; [22]). Respon-
dents rated how well 14 opposing adjective pairs describe
scientists, as a group, using a seven-point scale (example: I con-
sider scientists to be: 1=‘‘Competent”, 4=‘‘In the middle”,
7=‘‘Incompetent”). Adjective pairs were designed to address per-
ceptions (of the expert’s integrity, benevolence, and expertise) that
may impact decisions to place epistemic trust in and defer to the
expert. Scores range from 14 to 98.

Locus of Control was measured using Levenson’s Locus of Con-
trol scale [30]. Respondents rate 24 items on a six-point scale
(1=‘‘Strongly Disagree”, 6=‘‘Strongly Agree”). The measure has
three subscales: internal and external locus of control, and control
by chance. Scores on each subscale range from 8 to 48.

2.5.2. Task-based measures of reasoning biases
Data Gathering was measured using the Box Task (Steffen

[36]). The goal of the Box Task is to determine whether an array
of (12) closed boxes is primarily black or yellow inside. In each task
trial, respondents can either report their determination or gather
more data by opening a random box. Prior to opening a box, partic-
ipants indicated (on an 11-point scale: 1=‘‘100% sure black”,
11=‘‘100% sure yellow”) whether they believed the open boxes in
the resulting display would be primarily black or yellow. The
sequence of colors revealed was randomized, but used the same
color ratio (5[black]:4[yellow]) as that employed in two previous
studies (Steffen [36,37]). Respondents are told that there is a max-
imum number of boxes they can open before reporting their deci-
sion (in this case, nine), but not the exact limit. After a
determination is made, respondents report their post-decision
confidence on a seven-point scale (1=‘‘I was guessing”, 7=‘‘Certain
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I was right”). The key metric derived from this task was the num-
ber of data points requested before a decision was made (‘‘draws to
decision”).

Decision Thresholds [34] were measured via a multiple-choice
painting title quiz. Respondents rated the plausibility of each title
(on a 0–100 scale; higher rating=more plausible), then could
decide whether one title was correct. The key metric derived from
the task was the average plausibility rating for titles that the par-
ticipant decided were correct.

Illusory Pattern Perception was measured using the Snowy
Pictures Task [62]. Respondents view 24 pictures with visual noise
(from: [58] and indicate whether they contain a difficult-to-
perceive object (half do, half do not). They rate their post-
decision confidence on a seven-point scale (1=‘‘I was guessing”,
‘‘7=Certain I’m right”). False alarm rates (‘‘detection” of an object
where none was present) were the key metric derived from the
task.

Denominator Neglect [47]. Respondents imagine trying to
draw a red ball from one of two urns. They indicate their preferred
urn on a seven-point scale (1=‘‘Definitely Urn A”, 7=‘‘Definitely Urn
B”). Ratings are made for seven sets of urns. Urn A always had one
red and nine black balls. Urn B always had 100 total balls. Between
seven and thirteen were red. Thus, in three cases Urn B had more
red balls (a higher numerator) but offered poorer odds of winning
than Urn A. As in previous work [47], denominator neglect was cal-
culated by averaging participants’ preference ratings across these
three cases. Scores range from 1 to 7.
2.6. Analyses

Boostrapped mediation models (SI Section S8) were analyzed
as preliminary tests of the hypothesis that Health Belief Model
constructs mediate the relation between conspiracist ideation
and vaccine intentions.
2.6.1. Causal discovery analysis
Causal discovery analyses, an emerging class of machine-

learning algorithms which examine relations between variables
(e.g., patterns of partial correlation) to determine the relative plau-
sibility of potential causal relations (Fig. 1), were the primary test
of study hypotheses. These analyses have been successfully used to
recover complex causal pathways, such as those involved in the
pathophysiology of Alzheimer’s disease [48], from observational
data.

The present study employed the Greedy Fast Causal Inference
(GFCI) algorithm to infer empirically plausible causal relations
between SARS-CoV-2 vaccine intentions, belief in SARS-CoV-2 con-
spiracy theories, and other relevant individual-difference variables
(e.g., reasoning biases). The GFCI algorithm searches the space of
penalized likelihood scores of all possible acyclic causal relations
among the measured variables to produce a preliminary assess-
ment of likely causal pathways. This preliminary result is then iter-
atively refined by ruling out causal models that imply patterns of
conditional independence inconsistent with the data. The output
of this procedure is a partial ancestral graph (PAG), with the edge
type (Table 1) varying depending on the set of directed edges that
were present across all remaining plausible causal models (e.g., a
directed edge [?] is present if, and only if, all models not contain-
ing that edge were removed during the steps outlined above). A
particular strength of the GFCI model is its ability to identify situ-
ations where unmeasured variables confound the relation between
two measured variables, making it particularly well-suited to anal-
yses of data from human research studies (where practical con-
cerns, such as time limitations, constrain measurement of all
relevant variables).



Fig. 1. Patterns of conditional relations convey information about causal orientations. The absence of an arrow denotes the absence of a causal relation. Green arrows
denote causal relations between variables (see Table 1). Panel 1: A ‘‘collider” graph (A and C directly cause B, no edge between A and C). A is unconditionally independent of C,
and A is dependent on C conditional on B. Panel 2: However, in all other possible relations between A, B, and C (where no edge is present between A and C), a different pattern
of conditional relations emerges: A is unconditionally dependent on C, and A is independent of C conditional on B. Given the differential pattern of conditional relations
between the graphs in Panel 1 and Panel 2, examining conditional relations can support inference about whether a collider or some other causal process generated the
observed data. Greedy Fast Causal Inference uses cases like that illustrated above to determine the direction of causal edges and to rule in/out latent confounds of the relations
between variables. (For interpretation of the references to color in this figure legend, the reader is referred to the web version of this article.)

Table 1
Edge types in a partial ancestral graph convey information about potential causal relations.

Edge Type Information Conveyed

A is a direct or indirect cause of B. A and B are potentially confounded. B is not a cause of A.

Either A is a cause of B or there is an unmeasured confounder of A and B, or both.B is not a cause
of A.

There is an unmeasured confounder (L) of A and B. There may be measured variables along the
causal pathway from L to A or B.

Exactly one of the following holds:
1. A is a cause of B
2. B is a cause of A
3. There is an unmeasured confounder of A and B
4. Both 1 and 3
5. Both 2 and 3

Note. In addition to the above, if an edge is bold (thickened), then the relation is definitely direct. Else, it is possibly indirect. If an edge is , there is no latent confounder
of the relation; if it is , there may be a latent confounder.
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To better ensure graph stability, the GFCI algorithm was
repeated on 10,000 jackknifed re-samples of the study data. These
re-samples were created by randomly deleting 10% of cases from
the study dataset. The original dataset was included as an addi-
tional re-sample. Results were aggregated into a single, consensus
PAG by depicting the edge type (including: ‘‘no edge”) and orienta-
tion most commonly present in the PAGs created from the jack-
knifed re-samples. The full FCI rule set was employed. Default
values for remaining parameters were used. For example, the pen-
alty discount (c) used for generating the initial likelihood scores
(BIC) was set to 1, the alpha value used in conjunction with Fisher’s
z tests to determine conditional independence and refine the pre-
liminary results was set to 0.010, and one-edge faithfulness was
not assumed. Because causal discovery algorithms recover causal
pathways more effectively when they are provided with prior
knowledge [48], the algorithm was given a set of forbidden edges:
1) age and sex could not be caused by any other variable, and 2)
vaccine-related variables, such as belief in SARS-CoV-2 conspiracy
theories, could not cause locus of control, as this was deemed
implausible.

To provide information about the size of potential causal effects
identified by GFCI, structural equation models featuring the edges
GFCI suggested were fit to the data (using lavaan; [46]. Standard-
ized structure coefficients were then added to the PAG. In cases
where the voting ensemble preferred one edge orientation (?) to
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its opposite ( ) by a slim margin (<10%), or when an edge orienta-
tion did not match that suggested by prior literature, Vuong’s test
[57] was used to compare the model suggested by GFCI to that
with the edge in question reversed. Significant results indicate sup-
port for GFCI’s conclusion about the edge orientation over the
alternative.
2.6.2. Psychometric network analysis
As a complement to this casual discovery analysis, a psychome-

tric network analysis was conducted. This analysis affords a more
relaxed approach to identifying potential causal relations between
SARS-CoV-2 vaccine intentions, belief in SARS-CoV-2 conspiracy
theories, reasoning biases, and other relevant individual-
difference variables. It also conveys information about the valence
and relative magnitude of these relations.

Network edges were calculated using partial correlations and
regularized with the least absolute shrinkage and selection opera-
tor (LASSO; [52]). As recommended by Foygel, Barber, and Drton
[14], the LASSO tuning parameter (k) was selected to minimize
the Extended Bayesian Information Criterion (EBIC; [7]). The EBIC
hyper-parameter (c) was set to 0.5 to prioritize avoidance of Type
I errors [15]. Network graphs were visualized using qgraph version
1.6.9 [12].

Network accuracy and stability were examined using bootstrap-
ping. Node centrality and predictability, and associated boot-
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strapped difference tests, were conducted for exploratory pur-
poses. For more information, see SI Section S6.

2.6.3. Outliers and missing data
Outliers were detected using the method of Hubert and Van Der

Veeken [24], as pre-registered. Detected outliers were winsorized
[18]. For additional information, see SI Section S4. Participants
with missing data were included in path analyses given that the
selected parameter estimation method (FIML) handles these data
effectively. All other analyses were conducted after excluding par-
ticipants with missing data list-wise.

2.6.4. Demographic covariates
Small differences were observed on SARS-CoV-2 vaccine inten-

tions as a function of demographic variables. For example, older
individuals were less willing to vaccinate against SARS-CoV-2,
rho(552)=-0.17, p<.001, as were women (M=25.13, SD=9.48 vs.
men: M=27.00, SD=8.40). For this reason, age and sex are included
as covariates in all analyses (other than zero-order correlations).
3. Results

3.1. Evaluation of novel measures

Support for the validity of the novel measures created to assess
SARS-CoV-2 vaccine intentions and conspiracist ideation was
found. SARS-CoV-2 vaccine intentions were associated with past
influenza vaccination behavior, as expected (SI Section S3). The
measure of SARS-CoV-2 specific conspiracy theories correlated as
expected with a generalized measure of conspiracist beliefs (the
BCTI), rho(552)=0.59, p<.001. After these initial checks, the mea-
sure of SARS-CoV-2 vaccine intentions was subjected to additional
scrutiny. Mokken and Principle Component Analyses were used to
assess unidimensionality. Item Response Theory was used to inves-
tigate whether the measure was reliable and discriminating across
the usual range of vaccine intentions in the general population.

PCA and Mokken analyses suggested that only the first five
items of the measure loaded strongly on one dimension and exhib-
ited strong scaling properties. The sixth item was therefore
excluded. Remaining items were highly discriminative of partici-
pants’ willingness to vaccinate. Item difficulties suggested that
individuals providing the highest item ratings are likely slightly
above the population mean willingness to vaccinate, while those
providing the lowest ratings are likely > 1 SD below this mean.
The measure provided sufficiently reliable and informative esti-
mates of vaccine intentions for individuals approximately one
standard deviation above to two standard deviations below the
population mean on this trait. Thus, the final five-item measure
was deemed sufficient for investigating SARS-CoV-2 vaccine inten-
tions. For additional information on these analyses, see SI
Section S3.

3.2. Descriptive statistics

The mean level of adults’ vaccine intentions (26.11) indicated
that unvaccinated adults, on average, are relatively willing to vac-
cinate. The distribution of adults’ vaccine intentions was left-
skewed, with fewer individuals being increasingly unwilling to
vaccinate. Mean willingness to vaccinate one’s children (19.37)
was significantly lower than that for adults, t(147.78)=6.22,
p<.001, 95%CI=[4.60 8.87], perhaps reflecting the lack of FDA
endorsement of SARS-CoV-2 vaccines for children when data were
collected. Mean levels of SARS-CoV-2 conspiracist ideation (13.54)
indicated that, on average, participants did not strongly believe
these theories. The score distribution was right-skewed, with
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fewer people endorsing stronger belief. Average endorsement of
generalized conspiracy theories (on the BCTI) was 3.76, which is
comparable to previous studies (example: in [20] it was 3.56), sug-
gesting that our selection of unvaccinated participants did not
result in a sample that endorsed conspiracist ideation to a degree
that is not representative of the general population. For additional
descriptive statistics, see SI Section S2.

3.3. Zero-order correlations between study variables

Non-parametric correlations (Spearman’s rho) were used to
account for non-normality. Confidence intervals were calculated
using R’s spearmanCI package, version 1.0. Notably, SARS-CoV-2
vaccine intentions were correlated with belief in SARS-CoV-2 vac-
cine conspiracy theories (rho(552)=�0.61, p<.001, 95%CI=[�0.67–
0.55]) and with constructs from the Health Belief Model, including
the perceived severity of SARS-CoV-2 infection (rho(552)=0.23,
p<.001 , 95%CI=[0.14 0.31]), as well as general perceptions of vac-
cine dangerousness (rho(552)=-0.61, p<.001, 95%CI=[�0.66
�0.55]), but not effectiveness (rho(552)=0.06, p=.183, 95%CI=
[�0.03 0.14]). These results are broadly consistent with Hypothesis
10s assertion that conspiracist ideation and Health Belief Model
constructs impact SARS-CoV-2 vaccine intentions.

Belief in SARS-CoV-2 vaccine conspiracy theories was associ-
ated with several reasoning biases, including increased denomina-
tor neglect (rho(552)=0.21, p<.001, 95%CI=[0.12 0.29]), higher rates
of illusory pattern perception (rho(552)=0.11, p=.013, 95%CI =[0.02
0.19]), and (marginally) less data gathering (rho(552)=�0.09,
p=.042, 95%CI=[�0.17 0.00]). These results are compatible with
possibility that reasoning biases might contribute to belief in con-
spiracy theories.

For the full set of zero-order correlations between study vari-
ables, see SI Section S5.

3.4. Causal discovery analyses

The consensus PAG generated via causal discovery analysis is
depicted in Fig. 2. A structural equation model featuring the rela-
tions suggested by this PAG was an adequate fit to the data,
RMSEA=0.07, CFI=0.87, SRMR=0.07. Vuong’s test supported this
model over alternative models with the edges between the follow-
ing variables reversed: vaccine conspiracist ideation and vaccine
intentions (z=1.55, p=.061), trust in scientists and vaccine inten-
tions (z=2.34, p=.010), and vaccine conspiracist ideation and per-
ceived vaccine dangerousness (z=2.07, p=.019), suggesting that
GFCI’s edge orientations were more likely correct than their
reversed counterparts. This result is notable given that the exam-
ined edges’ orientation in the PAG differed from that expected from
prior literature (see Discussion section).

The PAG generated by GFCI was only partially consistent with
the hypothesis that conspiracist ideation causes vaccine intentions
via Health Belief Model constructs. In this PAG, perceived disease
severity and vaccine dangerousness (but not effectiveness) directly
caused vaccine intentions, supporting the existence of the latter leg
(‘‘path b”) of the hypothesized indirect effect. However, perceived
disease severity (indirectly, via vaccine intentions) and vaccine
dangerousness (directly, and/or indirectly via vaccine intentions)
were identified in the PAG as causes of belief in SARS-CoV-2 con-
spiracy theories, implying that they are not, as predicted, caused
by this belief. Moreover, the PAG indicated that belief in SARS-
CoV-2 conspiracy theories was (directly) caused by vaccine inten-
tions, but not vice-versa, as hypothesized.

Because belief in SARS-CoV-2 conspiracy theories did not func-
tion as hypothesized, the PAG was inspected for potential causal
pathways leading from reasoning biases to vaccine intentions
through other variables. Two such pathways were identified. Low-



Fig. 2. Directed Acyclic Graph suggested by the Greedy Fast Causal Inference (GFCI) causal discovery algorithm. See Table 1 for a description of possible edge types. Variables
are not depicted if GFCI could not determine a potential causal relation between them and another variable included in the analysis. Numbers adjacent to edges are
standardized parameter estimates from a structural equation model of the causal structure suggested by GFCI. Neglect=Denominator Neglect. Trust=Epistemic Trust in
Scientists. Vax.=Vaccine. LoC=Locus of Control. D2D=Draws to Decision. DThresh=Decision Threshold. Sex is coded as the effect of being male (vs. female).
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ered decision thresholds and reduced data gathering were both
causal ancestors of persecutory ideation, which caused perceptions
of vaccine dangerousness and, in turn, vaccine intentions. Thus,
even if belief in conspiracy theories does not cause vaccine inten-
tions, reasoning biases associated with this belief may modulate
intentions via their effects on paranoia. However, it should be
noted that GFCI indicated that the role of these reasoning biases
as a causal ancestor of paranoia (and, in turn vaccine intentions
and conspiracist ideation) may be due to an unmeasured con-
founder. This possibility should be investigated in future research,
especially as it is consistent with theoretical frameworks describ-
ing the relation between reduced data gathering and more extreme
(delusional) forms of paranoia [6].

On a more exploratory basis, the relations between epistemic
trust in scientists, conspiracist ideation, and willingness to vacci-
nate was inspected. The PAG indicated that belief in SARS-CoV-2
conspiracy theories (directly) and vaccine intentions (directly, or
indirectly, via belief in SARS-CoV-2 conspiracy theories) caused
epistemic trust in scientists, implying that trust in scientists is
(perhaps counterintuitively) not a direct cause of vaccine
intentions.

3.5. Exploratory analyses involving psychometric networks

Although these results grant insight into potential causal path-
ways leading to (and from) vaccine intentions, they are limited in
that they provide no information about the valence and relative
magnitude of potential causal effects. Moreover, because causal
discovery analyses identify potential causal relations using a strin-
gent rule set, they may overlook relations worthy of further inves-
tigation. Psychometric network analyses that use partial
correlation to draw network edges address these limitations by
taking a more relaxed approach to identifying potential causal rela-
tions (identifying associations that persist after controlling for
multiple possible confounds), and by providing a visualization of
218
potential causal relations’ valence and relative magnitudes.
Accordingly, for exploratory purposes a partial correlation network
was constructed from the same set of variables subjected to causal
discovery analysis.

3.5.1. Network estimation
The goldbricker function (networktools) suggested that none of

the nodes in the resulting network (Fig. 3) were redundant. In
the regularized network, vaccine intentions were strongly (nega-
tively) related to perceived dangerousness of vaccines, and were
more moderately (positively) associated with perceived severity
of SARS-CoV-2 infection. Both these variables were identified as
possible causes of intentions in the causal discovery analyses. Vac-
cine intentions were also strongly (negatively) associated with
belief in SARS-CoV-2 conspiracy theories and were more moder-
ately (positively) associated with epistemic trust in scientists. Vac-
cine intentions were identified as a likely cause of both these
variables by GFCI.

Belief in SARS-CoV-2 conspiracy theories was strongly (posi-
tively) associated with perceived vaccine dangerousness. In our
causal discovery analysis, it was ambiguous whether the relation
between these variables was direct, indirect (via vaccine inten-
tions), or both. The presence of this edge in a network controlling
for vaccine intentions (and its statistical significance in the struc-
tural equation model fit to the PAG produced via causal discovery
analysis) provides preliminary support for the presence of a direct
relation (in addition to the indirect one) between perceived dan-
gerousness and SARS-CoV-2 conspiracist ideation. Belief in SARS-
CoV-2 conspiracy theories was more moderately (and negatively)
associated with epistemic trust in scientists, potentially because
belief in these theories discourages this form of trust (as indicated
in the causal discovery analysis). Belief in SARS-CoV-2 conspiracy
theories was also (positively) associated with several reasoning
biases, including illusory pattern perception and denominator
neglect. While these biases were not identified as possible causes



Fig. 3. Regularized partial correlation network. Annulus surrounding each node denotes predictability (more filled=more predictable). Red=negative association.
Blue=positive association. Neglect=Denominator Neglect. Trust=Epistemic Trust in Scientists. Vax.=Vaccine. LoC=Locus of Control. D2D=Draws to Decision. DThresh=Decision
Threshold. Sex is coded as the effect of being male (vs. female). (For interpretation of the references to color in this figure legend, the reader is referred to the web version of
this article.)
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of conspiracist ideation by GFCI, previous literature providing evi-
dence of a causal relation between these variables [47,56,62] sug-
gests that additional exploration of the role of these biases may be
warranted. Belief in SARS-COV-2 conspiracy theories was also pos-
itively associated with persecutory ideation (which GFCI suggested
was causally upstream of belief in conspiracy theories) and nega-
tively associated with epistemic trust in scientists (which GFCI
suggested was reduced by belief in SARS-CoV-2 conspiracy
theories).

3.5.2. Network Inference
In addition to providing information about the absolute

strength and valence of relations identified by GFCI, network anal-
ysis provides information about the relative strength of potentially
causal effects. There were several significant differences among
edge weights in the network (Fig. S5: top). Notably, the negative
edges connecting vaccine intentions to belief in SARS-CoV-2 con-
spiracy theories and perceived vaccine dangerousness were stron-
ger than every other negative edge in the network. This result
indicates that among the causal effects suggested by GFCI, the
effect of perceived dangerousness on vaccine intentions and the
effect of vaccine intentions on belief in SARS-CoV-2 conspiracy the-
ories are likely to be the strongest (most negative). Other edges
stronger than most others in the network included those connect-
ing belief in SARS-CoV-2 conspiracy theories to epistemic trust in
scientists and perceived vaccine dangerousness, as well as the edge
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connecting vaccine intentions to epistemic trust in scientists. GFCI
suggested that all of these edges were reflective of causal relations.

For information about the one-step expected influence and pre-
dictability of nodes in the network, as well as overall network
accuracy and stability (which was quite good), see SI Section S6.
4. Discussion

The present study extends previous research on willingness to
vaccinate against SARS-CoV-2 by using machine learning algo-
rithms and psychometric network analysis to elucidate relations
between reasoning biases, conspiracist ideation, and vaccine inten-
tions. Causal discovery analyses suggested that SARS-CoV-2 vac-
cine intentions and perceived vaccine dangerousness caused
belief in SARS-CoV-2 vaccine conspiracy theories (but not vice-
versa). This suggestion is inconsistent with our pre-registered
hypothesis that there would be an indirect effect of these beliefs
on vaccine intentions via constructs highlighted in the Health
Belief Model. Stronger support was observed for the specific pre-
diction that Health Belief Model constructs influence adults’ inten-
tions to vaccinate themselves (and their children, SI Section S8).
Two constructs from this model – perceived disease severity and
perceived vaccine dangerousness – were implicated as direct
causes of SARS-CoV-2 vaccine intentions. Finally, reasoning biases,
such as the tendencies to gather less data and adopt lower decision
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thresholds, were identified as causal ancestors of conspiracist idea-
tion and vaccine intentions, expanding our knowledge of the cog-
nitive underpinnings of these processes.

The lack of support for our hypothesis that conspiracist ideation
indirectly causes vaccine intentions is surprising given previous
experimental [8,26] and observational [45] studies consistent with
this hypothesis. This discrepancy may stem from our use of GFCI to
uncover potential causal pathways. GFCI assumes that causal
graphs are acyclic, and may therefore fail to capture complex cau-
sal patterns, such as reciprocal causation. With this in mind, GFCI’s
suggestion that the causal relation between conspiracist ideation
and vaccine intentions is opposite that suggested by previous liter-
ature can be interpreted as evidence that this relation is, in fact,
bidirectional. Future research could test this conclusion by exam-
ining the dynamic interplay between conspiracist ideation and
vaccine intentions across multiple measurement occasions.
Regardless of the outcome of this future work, the present study’s
suggestion that reduced willingness to vaccinate causes belief in
conspiracy theories (perhaps as a confirmatory strategy, see: [3]
lends new urgency to efforts to address vaccine hesitancy and refu-
sal because belief in conspiracy theories is associated with undesir-
able outcomes, including reduced engagement in prosocial
behavior [53] and decreased epistemic trust in scientists (Fig. 2),
which may hinder efforts to combat infectious disease outbreaks
[39].

Although the present study found no evidence for the hypothe-
sized indirect effect of conspiracist ideation, significant support
was found for the notion that the hypothesized mediators influ-
ence vaccine intentions. Two constructs from the Health Belief
Model, perceived vaccine dangerousness and perceived severity
of SARS-CoV-2 infection, were implicated as direct causes of will-
ingness to vaccinate against SARS-CoV-2. However, a third con-
struct from this model, perceived vaccine effectiveness, was not
identified as a cause of vaccine intentions. Indeed, in our psycho-
metric network, perceived effectiveness was only associated with
vaccine intentions indirectly, via perceived disease severity and
vaccine dangerousness, and perceived effectiveness did not corre-
late with intentions at zero-order. Given that manipulating per-
ceived effectiveness impacts willingness to vaccinate (e.g.,
against HPV; [5], this null result may be a Type II error (particularly
given that the majority of individuals scored within a three-point
range on our measure of effectiveness). Accordingly, future
research should clarify whether there is a causal relation between
perceived vaccine effectiveness and SARS-CoV-2 vaccine inten-
tions, and whether any such relation is direct or, as suggested by
our network analysis, indirect (via perceived vaccine dangerous-
ness and/or disease severity).

The results of the present study were clearer concerning the
potential for reasoning biases to influence vaccine intentions and
conspiracist ideation. In our network analysis, denominator
neglect and illusory pattern perception were directly associated
with belief in SARS-CoV-2 conspiracy theories, in accordance with
previous research on generalized conspiracist ideation [47,62].
Although neither of these biases was identified as a cause of con-
spiracist ideation in the present study, two other reasoning biases
(lowered decision thresholds and the tendency to gather less data
prior to decision making) were identified as potential causal ances-
tors of belief in SARS-CoV-2 related conspiracy theories, building
on previous research showing an association between these vari-
ables [28]. Both of these reasoning biases were involved in causal
pathways that increased paranoia and the perceived dangerous-
ness of vaccines, thereby reducing vaccine intentions and encour-
aging conspiracist ideation. Given this potential pathway, future
research should investigate whether existing intervention that tar-
get these biases and/or paranoia, such as SlowMo and Metacogni-
tive Training [19,35], might be adapted to encourage vaccination
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and reduce conspiracist ideation. The possibility that these inter-
ventions might have these effects is particularly exciting given that
existing interventions on vaccine intentions are frequently ineffec-
tive [42] or backfire [40].

The results of the present study also clearly implicate locus of
control in conspiracist ideation and reduced willingness to vacci-
nate. Causal discovery analyses indicated that locus of control
(by others) indirectly encourages vaccine-related conspiracist
ideation via its influence on persecutory ideation, and, in turn, per-
ceived vaccine dangerousness and vaccine intentions. Network
analyses implied that these effects are strong relative to other
influences on conspiracist ideation and vaccine intentions. By iden-
tifying this causal pathway from locus of control to conspiracist
ideation, this study extends past research showing that threats to
personal control motivate generalized conspiracist ideation
[55,62].

In addition to these findings, the present study paves the way
for future work through its creation of a multi-item, unidimen-
sional measure of SARS-CoV-2 vaccine intentions with discrimina-
tive items that is reliable and highly informative for individuals
with latent trait intentions within approximately two standard
deviations of the population mean. Beyond its favorable psycho-
metrics, the measure has several other useful properties. It explic-
itly tells participants to assume that the vaccine will be free and
delivered at a time convenient for them, which may reduce vari-
ance in intentions due to factors not directly related to the vaccine
itself, such as socioeconomic status. Further, the measure asks par-
ticipants to rate their intentions after reading the Emergency Use
Authorization (EUA) fact sheet for a specific SARS-CoV-2 vaccine.
This provides a platform for future experimental manipulation
(e.g., alterations to the fact sheet could be used to test the impacts
of health communication on vaccine intentions) and adaptation to
studies examining willingness to vaccinate against other diseases
(by inserting the appropriate EUA and making minor wording
changes to the measure itself).

By providing researchers with this rigorously evaluated mea-
sure (SI Section S3), we hope to move the field toward a consensus
metric of willingness to vaccinate against SARS-CoV-2 and other
highly-infectious microbes. Thus far, most studies on this topic
(for example: [9,45] have employed single-itemmeasures of inten-
tions with varying wording and types of rating scales. While this
strategy was appropriate given the need for rapid insight into a
global pandemic, at this time moving toward a multi-item, consen-
sus measure that has been rigorously evaluated confers multiple
advantages, such as allowing for easier comparison of study results
as well as potentially affording better coverage of the vaccine
intentions construct and better prediction of actual vaccination
behavior.

The implications of the present study should be considered in
the context of several limitations. First, participants were required
to deny receipt of any SARS-CoV-2 vaccine. This criterion excluded
approximately 30% of the US population (New York Times Vaccine
Tracker) at the time of data collection (early April 2021). Excluded
individuals may differ systematically from those allowed to partic-
ipate (e.g., they may have gotten a vaccine dose due to pre-existing
medical condition, higher SES, etc.), potentially in ways that could
impact the pattern of causal relations observed here-in. Future
research should therefore reexamine these relations in samples
recruited closer in time to the release of novel vaccines, when
selection effects are less likely to bias study results. A second lim-
itation of the present study is that its analyses employed cross-
sectional datasets. Casual discovery analyses may more accurately
recover casual relations when temporal information is provided
[48]. Moreover, the set of contemporaneous causal relations
between variables may differ from that unfolding across time.
Future research should address this limitation by using causal dis-
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covery analyses to examine the relations between conspiracist
ideation, reasoning biases, Health Belief Model constructs, and vac-
cine intentions in longitudinal datasets. A third limitation of this
study is that, in keeping with past work on conspiracy theories,
the present study examined domain-general locus of control.
Because locus of control varies across domains [1], future work
examining whether health-specific locus of control plays a similar
role in causal pathways leading to vaccine intentions/behavior is
warranted. A fourth limitation is that the present study measured
generic, rather than individualized, perceptions of disease severity.
Individualized and generic severity perceptions may primarily
influence different motivators of vaccination. Generic perceptions
may be most relevant to prosocial motivators (see: [4,61], whereas
individualized perceptions may be more relevant to other motiva-
tors, such as the desire for self-protection. Accordingly, measuring
both generic and personalized risk perceptions may help future
studies explain even more variation in willingness to vaccinate. A
final limitation of the present study is that it examined the causes
and correlates of willingness to vaccinate, rather than vaccination
behavior. While intentions generally explain a moderate amount
of variance in ultimate behaviors (approximately 22%, on average;
[2]), future research should examine whether receipt of a SARS-
CoV-2 vaccine is subject to the same causal influences as those
suggested by the present study of intentions.

5. Conclusion

The longstanding trend of disease outbreaks exacerbated by
vaccine hesitancy and refusal [11,49] has continued during the
SARS-CoV-2 pandemic. Gaining insight into the causal pathways
leading to (and from) willingness to vaccinate should scaffold more
effective responses to this ongoing crisis. While this study supports
certain conventional views of these pathways – for example, by
implicating perceived disease severity and vaccine dangerousness
as direct causes of vaccine intentions – it challenges others – by,
for instance, indicating that belief in SARS-CoV-2 conspiracy theo-
ries and epistemic trust in scientists are caused by reduced willing-
ness to vaccinate (but not vice-versa). The present study also
broadens our understanding of these pathways by implicating rea-
soning biases, such as reduced data gathering, as potentially mod-
ifiable targets that are causally upstream of vaccine intentions.
These insights provide exciting new directions for future research
that could make use of the rigorously evaluated measure of
SARS-CoV-2 vaccine intentions developed in the present study.
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General audience summary

Large numbers of people routinely refuse or delay vaccinations
for themselves and/or their children, leaving individuals and their
communities vulnerable to undesirable outcomes (including
death) that could be avoided through vaccination. Previous
research shows that individuals who believe conspiracy theories,
or who are exposed to them, are more likely to delay vaccination
or forgo it entirely. While this research links belief in conspiracy
theories to reduced willingness to vaccinate, it is unclear whether
and how belief in conspiracy theories reduces willingness to vacci-
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nate against SARS-CoV-2 (also referred to as: ‘‘COVID-19”). It is also
unclear whether tendencies to reason in particular ways (‘‘reason-
ing biases”), which are thought to encourage belief in conspiracy
theories, influence willingness to vaccinate through their impact
on conspiracist ideation. Our study involving 554 participants sug-
gested that reduced willingness to vaccinate against SARS-CoV-2
causes belief in vaccine-related conspiracy theories, which con-
trasts with previous research suggesting that conspiracist ideation
reduces willingness to vaccinate (the opposite causal relation). Our
study also suggested that reasoning biases, such as a tendency to
gather less data before deciding, may influence willingness to vac-
cinate indirectly, by encouraging paranoia and thereby increasing
the perceived dangerousness of vaccines and reducing willingness
to vaccinate. Identifying causes of willingness to vaccinate against
SARS-CoV-2 is an important first step toward developing interven-
tions that encourage SARS-CoV-2 vaccination. Knowledge provided
by our study will therefore help us respond more effectively to the
SARS-CoV-2 pandemic and to future infectious disease outbreaks.

Declaration of Competing Interest

The authors declare that they have no known competing finan-
cial interests or personal relationships that could have appeared
to influence the work reported in this paper.

Acknowledgements

M.V. Bronstein is supported by the Wells Family Trust, which
had no role in writing this manuscript or deciding to submit it
for publication. We thank the University of Minnesota Medical
School for supporting this research through funds allocated for
strategic responses to SARS-CoV-2. Research reported in this pub-
lication was supported by the National Center for Advancing Trans-
lational Sciences of the National Institutes of Health Award
Number UL1-TR002494. The content is solely the responsibility
of the authors and does not necessarily represent the official views
of the National Institutes of Health.
Appendix A. Supplementary material

Supplementary data to this article can be found online at
https://doi.org/10.1016/j.vaccine.2021.11.079.

References

[1] Abusabha R, Achterberg C. Review of Self Efficacy and Locus of Control for
nutrition and health-related behavior. J Am Dietitian Assoc 1997;97
(10):1122–32.

[2] Armitage CJ, Conner M. Efficacy of the Theory of Planned Behaviour : A Meta-
Analytic Review E Y cacy of the Theory of Planned Behaviour : A meta-analytic
review. British J Soc 2001;40:471–99.

[3] Bertin P, Nera K, Delouvée S. Conspiracy Beliefs, Rejection of Vaccination, and
Support for hydroxychloroquine: A Conceptual Replication-Extension in the
COVID-19 Pandemic Context. Front Psychol 2020;11:2471. https://doi.org/
10.3389/fpsyg.2020.565128.

[4] Betsch C, Böhm R, Korn L, Holtmann C. On the benefits of explaining herd
immunity in vaccine advocacy. Nat Hum Behav 2017;1(3):1–6. https://doi.org/
10.1038/s41562-017-0056.

[5] Bigman CA, Cappella JN, Hornik RC. Effective or ineffective: Attribute framing
and the human papillomavirus (HPV) vaccine. Patient Educ Couns 2010;81
(SUPPL. 1):S70–6. https://doi.org/10.1016/j.pec.2010.08.014.

[6] Bronstein MV, Pennycook G, Joormann J, Corlett PR, Cannon TD. Dual-process
theory, conflict processing, and delusional belief. Clinical Psychol Rev
2019;72:101748. https://doi.org/10.1016/j.cpr.2019.101748.

[7] Chen J, Chen Z. Extended Bayesian information criteria for model selection
with large model spaces. Biometrika 2008;95(3):759–71. https://doi.org/
10.1093/biomet/asn034.

[8] Chen L, Zhang Y, Young R, Wu X, Zhu G. Effects of Vaccine-related Conspiracy
Theories on Chinese Young Adults’ Perceptions of the HPV Vaccine: An
Experimental Study. Health Commun 2020;36(11):1343–53. https://doi.org/
10.1080/10410236.2020.1751384.

https://doi.org/10.1016/j.vaccine.2021.11.079
http://refhub.elsevier.com/S0264-410X(21)01553-X/h0005
http://refhub.elsevier.com/S0264-410X(21)01553-X/h0005
http://refhub.elsevier.com/S0264-410X(21)01553-X/h0005
http://refhub.elsevier.com/S0264-410X(21)01553-X/h0010
http://refhub.elsevier.com/S0264-410X(21)01553-X/h0010
http://refhub.elsevier.com/S0264-410X(21)01553-X/h0010
https://doi.org/10.3389/fpsyg.2020.565128
https://doi.org/10.3389/fpsyg.2020.565128
https://doi.org/10.1038/s41562-017-0056
https://doi.org/10.1038/s41562-017-0056
https://doi.org/10.1016/j.pec.2010.08.014
https://doi.org/10.1016/j.cpr.2019.101748
https://doi.org/10.1093/biomet/asn034
https://doi.org/10.1093/biomet/asn034
https://doi.org/10.1080/10410236.2020.1751384
https://doi.org/10.1080/10410236.2020.1751384


M.V. Bronstein, E. Kummerfeld, A. MacDonald III et al. Vaccine 40 (2022) 213–222
[9] Daly M, Jones A, Robinson E. Public Trust and Willingness to Vaccinate Against
COVID-19 in the US From October 14, 2020, to March 29, 2021. JAMA 2021;82
(46):E1–3. https://doi.org/10.1001/jama.20218246.

[10] Darwin H, Neave N, Holmes J. Belief in conspiracy theories. The role of
paranormal belief, paranoid ideation and schizotypy. Personality Individ Differ
2011;50(8):1289–93. https://doi.org/10.1016/j.paid.2011.02.027.

[11] Dyer O. Measles outbreak in Somali American community follows anti-vaccine
talks. BMJ (Clinical Research Ed.) 2017;357(May):. https://doi.org/10.1136/
bmj.j2378j2378.

[12] Epskamp, S. (2021). qgraph (1.6.9). http://sachaepskamp.com/qgraph.
[13] Fisman D, Tuite, A. Progressive Increase in Virulence of Novel SARS-CoV-2

Variants in Ontario, Canada. 2021, MedRxiv. https://doi.org/10.1101/2021.07.
05.21260050.

[14] Foygel Barber R, Drton M. High-dimensional Ising model selection with
Bayesian information criteria. Electronic J Stati 2015;9:567–607. https://doi.
org/10.1214/15-EJS1012.

[15] Foygel R, Drton M. Extended Bayesian Information Criteria for Gaussian
Graphical Models. In: Advances in neural information processing systems,
2010, p. 604–12.

[16] Freeman D, Loe BS, Kingdon D, Startup H, Molodynski A, Rosebrock L, et al. The
revised Green et al., Paranoid Thoughts Scale (R-GPTS): psychometric
properties, severity ranges, and clinical cut-offs. Psychol Med 2019;51
(2):244–53. https://doi.org/10.1017/S0033291719003155.

[17] Freeman D, Waite F, Rosebrock L, Petit A, Causier C, East A, Jenner L, Teale AL,
Carr L, Mulhall S, Bold E, Lambe S. Coronavirus Conspiracy Beliefs, Mistrust,
and Compliance with Government Guidelines in England. Psychol Med 2020.
https://doi.org/10.1017/S0033291720001890.

[18] Fuller WA. Simple Estimators for the Mean of Skewed Populations. Statistica
Sinica 1991;1(1):137–58.

[19] Garety P, Ward T, Emsley R, Greenwood K, Freeman D, Fowler D, et al. Effects of
SlowMo, a Blended Digital Therapy Targeting Reasoning, on Paranoia Among
People With Psychosis. JAMA Psychiatry 2021;78(7):714. https://doi.org/
10.1001/jamapsychiatry.2021.0326.

[20] Georgiou N, Delfabbro P, Balzan R. Conspiracy beliefs in the general
population: The importance of psychopathology, cognitive style and
educational attainment. Personality Individ Differ 2019;151:109521. https://
doi.org/10.1016/j.paid.2019.109521.

[21] Gowda C, Dempsey AF. The rise (and fall?) of parental vaccine hesitancy.
Human Vaccines Immunotherapeut 2013;9(8):1755–62. https://doi.org/
10.4161/hv.25085.

[22] Hendriks F, Kienhues D, Bromme R, Wicherts JM. Measuring laypeople’s trust
in experts in a digital age: The Muenster Epistemic Trustworthiness Inventory
(METI). In. PLoS One 2015;10(10):e0139309. https://doi.org/10.1371/journal.
pone.0139309.

[23] Hornsey MJ, Harris EA, Fielding KS. The Psychological Roots of Anti-
Vaccination Attitudes: A 24-Nation Investigation. 2018. https://doi.org/10.
1037/hea0000586.supp.

[24] Hubert M, Van der Veeken S. Outlier detection for skewed data. J Chemom
2008;22(3-4):235–46. https://doi.org/10.1002/cem.1123.

[25] Janz NK, Becker MH. The Health Belief Model: A Decade Later. Health
Education & Behavior 1984;11(1):1–47. https://doi.org/10.1177/
109019818401100101.

[26] Jolley D, Douglas KM, Tripp R. The Effects of Anti-Vaccine Conspiracy Theories
on Vaccination Intentions. PLoS ONE 2014;9(2):e89177. https://doi.org/
10.1371/journal.pone.0089177.

[27] Jolley D, Douglas KM. The social consequences of conspiracism: Exposure to
conspiracy theories decreases intentions to engage in politics and to reduce
one’s carbon footprint. Br J Psychol 2014;105(1):35–56. https://doi.org/
10.1111/bjop.12018.

[28] Kuhn SAK, Lieb R, Freeman D, Andreou C, Zander-Schellenberg T. Coronavirus
conspiracy beliefs in the German-speaking general population: Endorsement
rates and links to reasoning biases and paranoia. Psychol Med 2021;1–33.
https://doi.org/10.1017/s0033291721001124.

[29] Lazarus JV, Ratzan SC, Palayew A, Gostin LO, Larson HJ, Rabin K, et al. A global
survey of potential acceptance of a COVID-19 vaccine. Nat Med 2021;27
(2):225–8. https://doi.org/10.1038/s41591-020-1124-9.

[30] Levenson H. Differentiating among internality, powerful others, and chance.
In: Lefcourt HM, editor. Research with the locus of control construct, vol.
1. Academic Press; 1981. p. 15–6.

[31] Lewandowsky S, Ecker UKH, Cook J. Beyond Misinformation: Understanding
and Coping with the ‘‘Post-Truth” Era. J Appl Res Memory Cognition 2017;6
(4):353–69. https://doi.org/10.1016/j.jarmac.2017.07.008.

[32] McDonald R. Test Theory: A Unified Treatment. L. Erlbaum Associates; 1999.
[33] Montalti M, Rallo F, Guaraldi F, Bartoli L, Po G, Stillo M, et al. Would Parents

Get Their Children Vaccinated Against SARS-CoV-2? Rate and Predictors of
Vaccine Hesitancy According to a Survey over 5000 Families from Bologna,
Italy. Vaccines 2021;9(4):366. https://doi.org/10.3390/vaccines9040366.

[34] Moritz S, Veckenstedt R, Randjbar S, Hottenrott B, Woodward TS, Eckstaedt
FVv, et al. Decision making under uncertainty and mood induction: Further
evidence for liberal acceptance in schizophrenia. Psychol Med 2009;39
(11):1821–9. https://doi.org/10.1017/S0033291709005923.

[35] Moritz S, Andreou C, Schneider BC, Wittekind CE, Menon M, Balzan RP, et al.
Sowing the seeds of doubt: a narrative review on metacognitive training in
schizophrenia. Clin Psychol Rev 2014;34(4):358–66.
222
[36] Moritz S, Göritz AS, Balzan RP, Gawȩda L, Kulagin SC, Andreou C. A new
paradigm to measure probabilistic reasoning and a possible answer to the
question why psychosis-prone individuals jump to conclusions. J Abnorm
Psychol 2017;126(4):406–15. https://doi.org/10.1037/abn0000262.

[37] Moritz S, Scheunemann J, Lüdtke T, Westermann S, Pfuhl G, Balzan RP, et al.
Prolonged rather than hasty decision-making in schizophrenia using the box
task. Must we rethink the jumping to conclusions account of paranoia ?
Schizophr Res 2020;222:202–8. https://doi.org/10.1016/j.schres.2020.05.056.

[38] Moskalenko S, Mccauley C. Special Correspondence QAnon: Radical Opinion
versus Radical Action. Perspectives Terrorism 2021;15(2):142–6.

[39] Mulukom VV. Low Levels of Trust are associated with reduced Guideline
Adherence and greater Conspiracy Belief during the COVID-19 Pandemic.
PsyArXiv. 2021. https://doi.org/10.31234/osf.io/chy4b.

[40] Nyhan B, Reifler J. Does correcting myths about the flu vaccine work? An
experimental evaluation of the effects of corrective information. Vaccine
2015;33(3):459–64. https://doi.org/10.1016/j.vaccine.2014.11.017.

[41] Pierre JM. Mistrust and misinformation: A two-component, socio-epistemic
model of belief in conspiracy theories. J Social Polit Psychol 2020;8(2):617–41.
https://doi.org/10.5964/jspp.v8i2.1362.

[42] Pluviano S, Watt C, Della Sala S, Moore AC. Misinformation lingers in memory:
Failure of three pro-vaccination strategies. PLoS One 2017;12(7):e0181640.
https://doi.org/10.1371/journal.pone.0181640.

[43] Powell D, Weisman K, Markman EM. Articulating lay theories through
graphical models: A study of beliefs surrounding vaccination decisions.
CogSci 2018;2018:906–11.

[44] Pytlik N, Soll D, Mehl S. Thinking Preferences and Conspiracy Belief: Intuitive
Thinking and the Jumping to Conclusions-Bias as a Basis for the Belief in
Conspiracy Theories. Front Psychiatry 2020;11. https://doi.org/10.3389/
fpsyt.2020.568942.

[45] Romer D, Jamieson KH. Conspiracy theories as barriers to controlling the
spread of COVID-19 in the U.S. Soc Sci Med 2020;263:113356. https://doi.org/
10.1016/j.socscimed.2020.113356.

[46] Rosseel Y. lavaan (0.6.5). 2019. https://cran.r-project.org/web/packages/
lavaan/index.html.

[47] Sanchez C, Dunning D. Jumping to conclusions: Implications for reasoning
errors, false belief, knowledge corruption, and impeded learning. J Personality
Social Psychol 2020;120(3):789–815. https://doi.org/10.1037/pspp0000375.

[48] Shen X, Ma S, Vemuri P, Simon G, Weiner MW, Aisen P, et al. Challenges and
Opportunities with Causal Discovery Algorithms: Application to Alzheimer’s
Pathophysiology. Sci Rep 2020;10(1):1–12. https://doi.org/10.1038/s41598-
020-59669-x.

[49] Siddiqui M, Salmon DA, Omer SB. Epidemiology of vaccine hesitancy in the
United States. Human Vaccines Immunotherapeut 2013;9(12):2643–8.
https://doi.org/10.4161/hv.27243.

[50] Swami V, Chamorro-Premuzic T, Furnham A. Unanswered Questions: A
Preliminary Investigation of Personality and Individual Difference Predictors
of 9/11 Conspiracist Beliefs. Applied Cognitive Psychol 2010;24:749–61.
https://doi.org/10.1002/acp.
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