
among trials was evaluated. We explored one single interaction
effect for all treatment with age as the main covariate in a
meta-regression. A Bayesian analysis was used to implement
the consistency and inconsistency models under the WinBUGS
software. Ranking measure was used to obtain a hierarchy of
the competing interventions.
Results:
In total, 77 articles meet the inclusion criteria with 15
combinations tested in 36,000 patients. Results were compared
to that of frequentist approach and presented according to the
Prisma NMA checklist. The consistency model showed a good
performance than the inconsistency model under the hypoth-
esis of homogeneity. It was found that compared to
artemether-lumefantrine, the dihydro-artemisinin-piperaquine
was more effective before (B, OR = 1.83; 95% CI = 1.31-2.56)
and after (A, OR = 1.70; 95% CI = 1.20-2.43) covariate
adjustment, and occupied the top rank.
Conclusions:
The application of the methods described here may be helpful
to gain better understanding of treatment efficacy and improve
future decisions in malaria programs. Based on the available
evidence, this study demonstrated the superiority of DHAP
among currently recommended ACT in preventing as well as
treating uncomplicated malaria.
Key messages:
� Choosing the best therapy requires data triangulation and

data science.
� Network meta-analysis could be a solution but need more

methodological studies.
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Background:
Measles continues to be a threat to Australia. While post
eradication risks are low, imported measles cases from overseas
travellers who are non-immune can cause small outbreaks.
This case report discusses the challenge of identifying wild-type
measles in an individual who was recently vaccinated with
measles - containing vaccine (MCV).
Methods:
A positive polymerase chain reaction (PCR) result for measles
for an adult who had recently received a measles -containing
vaccine was notified. Investigation revealed no known
epidemiological link, recent overseas travel or contact with
recent measles cases during the incubation period.
Results:
The results of the initial sequencing to distinguish between
wild-type and vaccine-strain measles were inconclusive. A
decision was made to re-run the genotyping, collect additional
specimens, and quarantine the case until a definitive result was
obtained. Sequencing and genotyping revealed that this indeed
was a wild-type measles strain.
Conclusions:
Changing epidemiology of measles means distinguishing
between wild-type and vaccine-strain measles has become a
new challenge. The reflection of the public health management
of this case has provided is a valuable teaching tool for public
health professionals globally, particularly in low incidence
measles countries.

Key messages:
� The lack of an epidemiological link can create confusion for

public health staff when investigating possible measles cases.
� Changes in the epidemiology of measles means distinguish-

ing between wild type and vaccine strain measles is a
challenge.
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Background:
Recent events highlight how emerging and re-emerging
pathogens are actually becoming global challenges for public
health. In December 2019, a novel coronavirus (SARS-CoV-2)
has emerged. This has suddenly turned out into a global health
concern which has led to a very high number of papers
published in the scientific literature. Aim of this research is to
focus on the bibliometric aspects in order to give researchers a
glimpse on what is published in the first 30-days of a global
epidemic outbreak.
Methods:
We searched MEDLINE (PubMed) electronic database in
order to find all relevant studies in the first 30-days from the
first publication (which appeared on Pubmed at 14/01/2020),
meaning the period 15/01/2020-13/02/2020. We used the
following search string: coronavirus� OR Pneumonia of
Unknown Etiology OR Covid-19 OR nCoV. We placed a
language restriction for English, but no publication status or
study design limit was put in place for our search.
Results:
From the initial 462 identified articles, 234 articles were found
as pertinent and read in extenso in order to classify them. The
vast majority of papers come from China, UK and USA. 66.2%
of the papers were Editorials, comments, letters or other kind
of mainly reported data. 10.7% of papers were secondary
literature papers (mainly narrative reviews). The remaining
23.1% were original primary studies. Only 17.5% of the
sources used data which were directly collected on the field.
Conclusions:
Almost all of data came from China. Even if some preferential
channels were guaranteed for publishing those results in the
most important journals, it appears that the vast majority of
publication in scientific literature in the first 30-days of an
epidemic outbreak is based more on reported data and
comments, and only a small fraction of the papers have
primary data collected in the field. Nevertheless the whole
international literature depends on that type of data sources in
the early days of the epidemic.
Key messages:
� This is the first bibliometric research in Pubmed Database

on the first 30 days of publications regarding the novel
Coronavirus (2019-nCoV) outbreak of 2019.
� The vast majority of publication in the first 30-days of an

epidemic outbreak are reported data or comments, and only
a small fraction of the papers has directly collected data.
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