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As noted in the letter by Houbraken et al. (4), some of the fungal species identified
for the 2017 publication by Singh et al. (1) were miscategorized due to the use of

only the internal transcribed spacer (ITS) region for identification. The NCBI bioinfor-
matics team contacted the authors of this publication with updated species identifica-
tion based on whole-genome analysis in April 2019, and the records in the NCBI
GenBank database were subsequently updated (Table 1). Strains identified to the spe-
cies level by NCBI were confirmed using a whole-proteome analysis using EUKulele
v1.0.6 (2).

We appreciate Houbraken et al. for pointing out the problems associated with fun-
gal identification, which is a widespread issue in this area of research. As suggested by
Houbraken et al., we have begun to reanalyze these fungal strains not yet identified to
the species level (Table 1) using various genus-specific markers, and we will further
update the NCBI GenBank database as necessary.

The genus-specific markers for correctly identifying fungal species (from R. A. Samson
et al. [3]) are as follows:

1. Scedosporium spp.: tubulin and ITS.
2. Beauveria spp.: elongation factor, RPB2, and ITS.
3. Cladosporiaceae spp.: elongation factor and actin.
4. Byssochlamys spp.: The genus name Byssochlamys is not accepted and is a

synonym of Paecilomyces. Tubulin-based phylogenetic analysis and comparison
with the whole-genome sequence (WGS) of appropriate type species are needed
to finalize the fungal identification.

5. Trichoderma spp.: RPB2 and elongation factor.
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