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Sarcomas, and the mesenchymal precursor cells from which
they arise, express chondroitin sulfate proteoglycan 4 (NG2/
CSPG4). However, NG2/CSPG4’s function and its capacity to
serve as a therapeutic target in this tumor type are unknown.
Here, we used cells from human tumors and a genetically engi-
neered autochthonous mouse model of soft-tissue sarcomas
(STSs) to determine NG2/CSPG4’s role in STS initiation and
growth. Inhibiting NG2/CSPG4 expression in established
murine and human STSs decreased tumor volume by almost
two-thirds and cell proliferation rate by 50%. NG2/CSPG4 anti-
body immunotherapy in human sarcomas established as xeno-
grafts in mice similarly decreased tumor volume, and expression
of a lentivirus blocking NG2/CSPG4 expression inhibited tumor
cell proliferation and increased the latency of engraftment.
Gene profiling showed that Ng2/Cspg4 deletion altered the
expression of genes regulating cell proliferation and apoptosis.
Surprisingly, Ng2/Cspg4 deletion at the time of tumor initiation
resulted in larger tumors. Gene expression profiling indicated
substantial down-regulation of insulin-like growth factor bind-
ing protein (Igfbp) genes when Ng2/Cspg4 is depleted at tumor
initiation, but not when Ng2/Cspg4 is depleted after tumor ini-
tiation. Such differences may have clinical significance, as ther-
apeutic targeting of a signaling pathway such as NG2/CSPG4
may have different effects on cell behavior with tumor progres-
sion. NG2/CSPG4 depletion has divergent effects, depending on
the developmental stage of sarcoma. In established tumors, IGF
signaling is active, and NG2 inhibition targets cell proliferation
and apoptosis.

Soft-tissue sarcomas are malignant tumors arising in mesen-
chymal derived tissues that are classified into subtypes primar-

ily based on histology (1). Undifferentiated pleomorphic sar-
coma is the most common and aggressive subtype in adults,
with a roughly 50% 5-year survival rate (1–4). This sarcoma
type displays a highly heterogeneous and undifferentiated his-
tological phenotype, which suggests that it may represent an
end point for other sarcomas that have undergone dedifferen-
tiation from a cell initially of mesenchymal origin (5, 6).

Chondroitin sulfate proteoglycan (CSPG4), also called neu-
ral-glia 2 (NG2) is a membrane protein expressed by progenitor
mesenchymal cells (e.g. pericytes), immature keratinocytes,
melanocytes, and cells in several tumor types (7). As a gene
expressed by mesenchymal progenitors, its expression could
play a role in sarcoma initiation. It is a transmembrane protein
that can potentiate the activities of other signaling-transducing
systems, such as integrin and MAPK signaling pathways
(8 –10). NG2/CSPG4 can bind to and present growth factors
(e.g. basic fibroblast growth factor and platelet-derived growth
factor) to their cognate receptor tyrosine kinase receptors (11,
12). In human glioblastoma cells, NG2/CSPG4-mediated acti-
vation of integrin signaling promotes cell survival through
sustained activation of Akt (protein kinase B) (13, 14) and
chemoresistance through integrin-dependent PI3K/Akt signal-
ing (8). In human melanomas, NG2/CSPG4 functions to acti-
vate the MEK/ERK1/2 pathway by mediating the growth fac-
tor-induced activation of receptor tyrosine kinases (15, 16).
NG2/CSPG4 can interact with collagen VI, and this NG2/
CSPG4-Col VI interplay may regulate interaction between soft-
tissue sarcoma cells and the tumor microenvironment (17).
Interestingly, driving oncogenic mutations in Ng2/Cspg4-ex-
pressing cells results in the formation of sarcomas (18).

Altered NG2/CSPG4 expression and/or distribution may
serve as a prognostic factor in various cancer types (19 –23). In
soft-tissue sarcomas, NG2/CSPG4 expression is correlated with
tumor progression (24, 25). Inhibition of NG2/CSPG4 expres-
sion or treatment with anti-NG2/CSPG4 antibodies inhibits
tumor growth in xenografts from some malignancies (26 –28).
However, the efficacy of targeted NG2/CSPG4 therapy has not
been investigated in sarcomas. Here, we use genetically modi-
fied mice, human tumors established as xenografts in mice, and
an NG2/CSPG4 antibody-based therapy to study the role of
Ng2/Cspg4 in soft-tissue sarcoma initiation and growth in vivo.

This work was supported by NCI, National Institutes of Health, Grant R01
CA183811. The authors declare that they have no conflicts of interest with
the contents of this article. The content is solely the responsibility of the
authors and does not necessarily represent the official views of the
National Institutes of Health.
Author’s Choice—Final version free via Creative Commons CC-BY license.

This article contains Tables S1–S4 and Figs. S1–S3.
RNA sequencing data have been deposited to the GEO database and are avail-

able under accession number GSE97489.
1 To whom correspondence should be addressed: DUMC2888, 200 Trent Dr.,

Orange Zone 5th floor, Durham, NC 27710. Tel.: 919-613-6935; Fax: 919-
684-8280; E-mail: ben.alman@duke.edu.

croARTICLE
Author’s Choice

2466 J. Biol. Chem. (2018) 293(7) 2466 –2475

© 2018 by The American Society for Biochemistry and Molecular Biology, Inc. Published in the U.S.A.

https://orcid.org/0000-0002-7302-122X
http://www.jbc.org/cgi/content/full/M117.805051/DC1
mailto:ben.alman@duke.edu
http://crossmark.crossref.org/dialog/?doi=10.1074/jbc.M117.805051&domain=pdf&date_stamp=2017-12-1


Results

Deletion of Ng2/Cspg4 in soft-tissue sarcoma reduces tumor
size and cell proliferation

We used an autochthonous mouse model in which undif-
ferentiated soft-tissue sarcoma formation is initiated by
deletion of both p53 alleles and expression of an oncogenic
mutant Kras driven by either Flp recombinase or Cre recom-
binase (KP mouse). Previous studies show that when the
conditional alleles are activated by local injection of a virus
driving expression of Flp or Cre in muscle, this results in
tumors with characteristics similar to those of human undif-
ferentiated pleomorphic sarcomas (18, 29, 30). To determine
the role Ng2/Cspg4 plays in sarcoma tumor growth and
maintenance, we employed a dual recombinase system by
crossing Ng2/Cspg4f/f mice with KrasFRT-STOP-FRT-G12D/�;
p53FRT/FRT; Rosa26Cre-ER-T2/� mice to generate
KrasFRT-STOP-FRT-G12D/�; p53FRT/FRT; Rosa26Cre-ER-T2/�;
Ng2/Cspg4f/f mice (KPRNG2). Primary sarcomas were gen-
erated in the hind limbs of these mice by intramuscular
injection of adeno-FlpO. After the initial tumor was pal-
pated, tamoxifen (200 �g/g) was delivered via intraperito-
neal injection. Tumors from KrasFRT-STOP-FRT-G12D/�;
p53FRT/FRT; Rosa26�/�; Ng2/Cspg4f/f (KPR-control) and
KrasFRT-STOP-FRT-G12D/�; p53FRT/FRT; Rosa26Cre-ER-T2/�; Ng2/
Cspg4f/f mice were collected 12 days after tumor formation, and
real-time PCR, immunofluorescence, and Western analysis
(Fig. 1 (A and B) and Fig. S1) were used to confirm the deletion
of Ng2/Cspg4 and its protein product. Immunofluorescence
showed a 65% reduction in the proportion of cells expressing
NG2/CSPG4 in KPCNG2 mice and an 80% reduction in
KPRNG2 mice. Western analysis showed a relative NG2/
CSPG4 protein level of 14% compared with controls in tumors
from KPCNG2 mice and 8% compared with controls in tumors
from KPRNG2 mice (relative densities are compared using
Student’s t test, n � 5 in each group, p � 0.01). We also con-
firmed the recombination at the Ng2/Cspg4 locus in the
KrasFRT-STOP-FRT-G12D/�; p53FRT/FRT; Rosa26Cre-ER-T2/�;
Ng2/Cspg4f/f tumors by PCR analysis of genomic DNA (Fig.
1C). Deletion of Ng2/Cspg4 in established tumors
(KrasFRT-STOP-FRT-G12D/�; p53FRT/FRT; Rosa26Cre-ER-T2/�; Ng2/
Cspg4f/f) resulted in a significant reduction in tumor size when
compared with the KrasFRT-STOP-FRT-G12D/�; p53FRT/FRT;
Rosa26�/�; Ng2/Cspg4f/f tumors (Fig. 1D).

Because the Rosa26Cre-ER-T2/� allele is expressed in tumor cells
and non-tumor cells, the results using the Rosa26Cre-ER-T2/� mice
maybeduetoanon-sarcomacelleffectofNG2/CSPG4regulatingthe
niche to alter tumor behavior. Therefore, we generated mice in
which Ng2/Cspg4 would be deleted only in the tumor cells. To
achieve this, we crossed Ng2/Cspg4f/f mice with Kras-
FRT-STOP-FRT-G12D; p53FRT/FRT; Col1a1FRT-STOP-FRT-Cre-ER-T2/�

mice to generate KrasFRT-STOP-FRT-G12D; p53FRT/FRT;
Col1a1FRT-STOP-FRT-Cre-ER-T2/�; Ng2/Cspg4f/f (KPCNG2) mice.
In KrasFRT-STOP-FRT-G12D; p53FRT/FRT;
Col1a1FRT-STOP-FRT-Cre-ER-T2 mice, in which Cre-ERT2 is
downstream from a FRT-STOP-FRT cassette, cells will only
express Cre-ERT2 and have the capacity for tamoxifen-medi-
ated recombination of loxP sites after FlpO-mediated

removal of the STOP cassette. Therefore, we utilized
Col1a1FRT-STOP-FRT-Cre-ER-T2/� mice for sequential mutagene-
sis restricted to the sarcoma cells to investigate the role of
tumor-specific Ng2/Cspg4 in tumor maintenance. Sarcomas
were generated in the hind limbs of these mice by intramuscu-
lar injection of adeno-FlpO. After the initial tumor was pal-
pated, a single dose of 0.75 mg of 4-hydroxytomaxifen
(4-OHT)2 in DMSO was delivered via intratumoral injection.
Tumors were collected 12 days after the first day of tumor
detection. Because complex genetic mice do not always exhibit
the expected degree of recombination, we confirmed that Cre-
ERT2 was expressed in sarcomas, but not control tissues, using
real-time PCR. We then investigated the degree of recombina-
tion at the Ng2/Cspg4 locus in the KrasFRT-STOP-FRT-G12D;
p53FRT/FRT; Col1a1FRT-STOP-FRT-Cre-ER-T2/�; Ng2/Cspg4f/f tumors
by PCR analysis of genomic DNA (Fig. 1C) and used immunoflu-
orescence and Western analysis to assess deletion at the protein
level (Fig. 1B). Tumors from KrasFRT-STOP-FRT-G12D; p53FRT/FRT;
Col1a1FRT-STOP-FRT-Cre-ER-T2/�; Ng2/Cspg4f/f mice showed
partial deletion of Ng2/Cspg4 expression compared with
KrasFRT-STOP-FRT-G12D/�; p53FRT/FRT; Rosa26Cre-ER-T2/�; Ng2/
Cspg4f/f tumors. This degree of deletion resulted in a significant
reduction in tumor size when compared with tumors from
KrasFRT-STOP-FRT-G12D; p53FRT/FRT; Col1a1�/�; Ng2/Cspg4f/f

mice (Fig. 1E). Thus, deletion of Ng2/Cspg4 in the neoplastic
cells themselves reduced the soft-tissue sarcoma tumor size.

Cell proliferation was analyzed by culturing cells derived
from tumors with medium containing 5-ethynyl-2�-deoxyuri-
dine (Edu) for 4 h to label cells in S phase. Tumor cells derived
from both sets of mice in which Ng2/Cspg4 were deleted
(KPRNG2 and KPCNG2) and their respective control tumors,
in which Ng2/Cspg4 was expressed, were studied. There was a
lower percentage of Edu-positive cells in tumors lacking Ng2/
Cspg4 expression than in controls in both genotypes (Fig. 1, D
and E), showing that Ng2/Cspg4 positively regulates tumor cell
proliferation. Apoptosis was determined using annexin V stain-
ing, as detected using flow cytometry. There was an increase the
proportion of annexin V staining in the absence of Ng2/Cspg4
expression (Fig. 1, D and E) in both genotypes as well. Thus,
Ng2/Cspg4 regulates both cell proliferation and apoptosis in
soft-tissue sarcomas.

Knockdown of Ng2/Cspg4 delays xenograft growth

To determine whether NG2/CSPG4 in human soft-tissue
tumors plays a similar role, we knocked down NG2/CSPG4
expression in xenografted human tumor cells using a lentivirus
expressing shRNA to NG2/CSPG4. Infection of human primary
undifferentiated pleomorphic sarcoma cells with a lentivirus
expressing shRNA to NG2/CSPG4 resulted in substantial
down-regulation of Ng2/CSPG4 expression, as compared with
cells transfected with a control GFP-lentivirus (Fig. 2A). In cell
cultures, there was a decrease in cell proliferation, as mea-
sured by the percentage of EdU-positive cells in NG2/CSPG4-
lentivirus–infected cells, compared with that of the same cells
transfected with a control lentivirus (Fig. 2B). Lentivirus-in-

2 The abbreviations used are: 4-OHT, 4-hydroxytomaxifen; Edu, 5-ethynyl-2�-
deoxyuridine; IGF, insulin-like growth factor.
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fected human undifferentiated pleomorphic sarcoma cells were
established as xenografts in NSG mice at serial dilutions rang-
ing from 1 � 105 to 1 � 102 cells/injection. Within this range of
number of cells injected, knockdown of NG2/CSPG4 did not

affect the tumor-initiating potential of the sarcoma cells (Table
S1). However, we found that cells infected with the lentivirus
expressing shRNA to NG2/CSPG4 lentivirus showed a delay in
engraftment at all four dilutions tested (Fig. 2C). Histological

Figure 1. Ng2/Cspg4 regulates soft-tissue sarcoma tumor growth. A, immunofluorescence staining for Ng2/Cspg4 in KPR-control, KPRNG2, KPC-control,
and KPCNG2 tumor samples showing �80% deletion of Ng2/Cspg4 in KPRNG2 tumors and �65% deletion of Ng2/Cspg4 in KPCNG2 tumors. B, Ng2/Cspg4
protein levels in KPR-control, KPRNG2, KPC-control, and KPCNG2 tumors were assessed by Western analysis, and vinculin was used as loading control. C,
genotyping of tumors derived from KPR-control, KPRNG2, KPC-control, and KPCNG2 tumors showing recombination at the Ng2/Cspg4 locus in KPRNG2 and
KPCNG2 tumors. A representative blot is shown. D and E, tumor size and proliferation was significantly decreased, and apoptosis increased in KPRNG2 and
KPCNG2 tumors compared with KPR-control and KPC-control tumors, respectively. Data are shown with 95% confidence intervals indicated (error bars). n � 14
in the KPRNG2 and control groups and 15 in the KPCNG2 and control group. *, p � 0.05. The percentage of EdU-positive cells was found in KPRNG2 tumors
compared with KPR-control tumors (n � 6 in each group), and percentage of annexin V–stained cells (n � 6 in each group). Data are shown as means with 95%
confidence intervals indicated. *, p � 0.05.
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analyses of explanted tumors in which NG2/CSPG4 was
knocked down showed an indistinguishable morphology from
controls (Fig. S2). To verify NG2/CSPG4 knockdown in the
xenografts, an antibody specific for human NG2/CSPG4 was
used for immunofluorescent staining analysis in xenograft
tumors derived from NG2/CSPG4-lentivirus–infected cells
and GFP-lentivirus–infected cells. Xenografts of human tumor
cells that had been infected with NG2/CSPG4-lentivirus
showed much less NG2/CSPG4 expression (Fig. 2D). Because
of the difference in time to engraftment, at any given time,
the tumors derived from GFP-lentivirus–infected cells were
smaller in size. However, the cause for this change in tumor size
cannot be distinguished between a delay in engraftment and
changes in cell proliferation, as the lentiviral construct was not
inducible and, as such, could not be activated after engraftment.

NG2/CSPG4 antibody treatment inhibits the growth of human
undifferentiated pleomorphic sarcoma xenografts in SCID
mice

NG2/CSPG4 has been used as an immunotherapy target in
xenografts in melanoma, triple-negative breast cancer, and
malignant mesothelioma (27, 59, 60). We thus explored target-
ing NG2/CSPG4 protein with mAb-based immunotherapy in
soft-tissue sarcomas. Human undifferentiated pleomorphic
sarcomas xenografted into NSG mice were treated with 50

�g/ml/mouse of either mAb 9.2.27 (Abcam) or isotype control
IgG every other day for 2 weeks via intraperitoneal injection.
Treatment with mAb 9.2.27 significantly reduced the average
tumor volume as compared with IgG controls (Fig. 3A). No
signs of toxicity were detected in mice treated with mAb 9.2.27.
In addition, treatment with mAb 9.2.27 resulted in a decrease in
cell proliferation and increase in cell apoptosis (Fig. 3, B and C).
Data here suggest that NG2/CSPG4 mAb– based immunother-
apy could be developed into an approach for the treatment of
NG2/CSPG4-expressing soft-tissue sarcomas.

Deletion of Ng2/Cspg4 at the time of tumor initiation resulted
in an increase in tumor size

Lentiviral knockdown of NG2/CSPG4 expression in human
tumors established as xenografts delayed engraftment. Because
Ng2/Cspg4 is expressed in mesenchymal precursor cells and
could play a role in regulating stem cell-like properties, and
driving oncogenic mutations in Ng2/Cspg4 expressing cells
results in sarcoma formation (18), we investigated the role of
Ng2/Cspg4 in tumor initiation in the mouse. Ng2/Cspg4f/f mice
(32) were crossed with KrasG12D/�; p53f/f mice to generate -
KrasG12D; p53f/f; Ng2/Cspg4f/f (KPNG2f/f) mice. Primary tumors
were induced with adenovirus expressing Cre-recombinases
and harvested 12 days after the initial detection of the tumors.
Deletion efficiency was confirmed using real-time PCR, West-

Figure 2. NG2/CSPG4 regulates human soft-tissue sarcoma cell proliferation and tumor engraftment. A, protein levels of NG2/CSPG4 in GFP-lentivirus or
NG2/CSPG4-lentivirus–infected human soft-tissue sarcoma cells were assessed by Western analysis. Actin and GAPDH were used as loading controls. A
significant reduction in the level of NG2/CSPG4 expression was found in cells infected with NG2/CSPG4-lentivirus compared with the GFP-lentivirus–infected
control cells. n � 6 in each group. The Western image is from a single blot with additional lanes not relevant to this figure replaced by a space in this image. B,
knockdown of NG2/CSPG4 resulted in a decrease in the percentage of EdU-positive cells. n � 6 in each group. Data are shown as means with 95% confidence
intervals indicated (error bars). *, p � 0.05. C, representative Kaplan–Meier curve demonstrated delayed tumor engraftments with cells (1 � 104 cells) infected
with lentivirus expressing siRNA to NG2/CSPG4 when compared with the ones with GFP-lentivirus–infected control cells. n � 15 in each group. D, immuno-
fluorescence staining of human NG2/CSPG4 in xenografted tumors showing 90% deletion of NG2/CSPG4 in NG2/CSPG4-lentivirus–infected tumors compared
with GFP-lentivirus–infected tumors.
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ern blot analysis, and immunofluorescence staining (Fig. S3).
Nine of 11 of the KrasG12D/�; p53f/f; Ng2/Cspg4f/f mice devel-
oped tumors after the adeno-Cre injection. Whereas this pro-
portion is lower than observed in tumors expressing wildtype
Ng2/Cspg4, because these sarcomas lacked Ng2/Cspg4 expres-
sion, we know that Ng2/Cspg4 is not required for tumor
initiation.

Interestingly, tumors from the KrasG12D/�; p53f/f; Ng2/
Cspg4f/f mice were significantly larger than the ones from either
KrasG12D/�; p53f/f; Ng2/Cspg4�/� or KrasG12D/�; p53f/f; Ng2/
Cspg4f/� mice (Fig. 4A), and they formed at a similar time fol-
lowing injection as tumors in control mice expressing Ng2/
Cspg4 (Fig. 4B). When cells derived from these sarcomas were
cultured in Edu-containing medium, there was increased pro-
liferation in the KrasG12D/�; p53f/f; Ng2/Cspg4f/f tumor cells
compared with KrasG12D/�; p53f/f; Ng2/Cspg4�/� cells (Fig. 4,
C and D) as detected by EdU staining.

Ng2/Cspg4 has divergent effects on gene expression,
depending on the developmental stage of the tumor when it is
depleted

To investigate an explanation behind the divergent effect of
Ng2/Cspg4 deletion on tumor behavior at different stages, we
compared RNA expression profiles between tumors expressing
Ng2/Cspg4 and those in which Ng2/Cspg4 was deleted either
at the time of tumor initiation or after a tumor formed.
RNA sequencing was compared between tumors from
KrasG12D/�; p53f/f; Ng/Cspg4�/�, KrasG12D/�; p53f/f;
Ng/Cspg4f/f, KrasFRT-STOP-FRT-G12D/�; p53FRT/FRT; Rosa26�/�;
Ng2/Cspg4f/f and KrasFRT-STOP-FRT-G12D/�; p53FRT/FRT;
Rosa26Cre-ER-T2/�; Ng2/Cspg4f/f mice. The data have been
deposited in the GEO database (accession number GSE97489).

When Ng2/Cspg4 is depleted after a tumor has formed, there
is increased expression of genes implicated in the regulation of
apoptosis (e.g. Casp7), consistent with our findings of increased
annexin V staining in these lesions. This was confirmed by real-
time PCR (Table S2 and Fig. 5A). When Ng2/Cspg4 is depleted
at the time of tumor initiation, many of these genes are down-
regulated (Table S3 and Fig. 5A). Interestingly, there was a sig-
nificant down-regulation of several Igfbp genes in the KrasG12D;
p53f/f; Ng2/Cspg4f/f tumors when compared with either

KrasG12D; p53f/f; Ng2/Cspg4�/� or KrasFRT-STOP-FRT-G12D/�;
p53FRT/FRT; Rosa26Cre-ER-T2/�; Ng2/Cspg4f/f tumors (Tables S3
and S4). The down-regulation of Igfbp3 was validated using
quantitative real-time PCR (Fig. 5B).

Because Igfbp3 was substantially down-regulated in the
KrasG12D/�; p53f/f; Ng2/Cspg4f/f tumors but not in
KrasFRT-STOP-FRT-G12D/�; p53FRT/FRT; Rosa26Cre-ER-T2/�;
Ng2/Cspg4f/f tumors, its regulation of expression could not be
due to changes in Ng2/Cspg4 alone. Because IGFII-mediated
IGF signaling activation up-regulates Igfbp3 expression (33), its
down-regulation could be due to the loss of sensitivity to IGFII.
We thus examined Ng2/Cspg4 regulation of Igfbp3 regulation
upon IGFII stimulation in vitro. Tumor cells derived from
KrasG12D/�; p53f/f; Ng2/Cspg4�/�, and KrasG12D/�; p53f/f; Ng2/
Cspg4f/f mice were treated with IGFII followed by real-time
PCR analysis for Igfbp3 expression. Treatment of IGFII up-reg-
ulates Igfbp3 expression in KrasG12D/�; p53f/f; Ng2/Cspg4�/�

tumor cells, but this stimulatory effect is lost in the KrasG12D/�;
p53f/f; Ng2/Cspg4f/f tumor cells (Fig. 5C).

Igfbp3 can function as a pro-apoptotic factor to decrease the
survival cancer cells (34 –37). IGFBPs also down-regulate IGF
signaling (38), and IGF signaling can activate AKT to affect
tumor cell viability (39, 40). Thus, deletion of Ng2/Cspg4 at the
time of tumor initiation could result in an increase in tumor size
by promoting tumor cell proliferation through down-regula-
tion of Igfbp3. In support of this notion, a link between Ng2/
Cspg4 and AKT activity was shown in lung cancer cells (41).
Thus, we examined the AKT activity in the tumor cells derived
from KrasG12D/�; p53f/f; Ng2/Cspg4�/�, and KrasG12D; p53f/f;
Ng2/Cspg4f/f mice using Western analysis. We found a signifi-
cant increase in the level of phospho-AKT in the KrasG12D/�;
p53f/f; Ng2/Cspg4f/f cells when compared with the KrasG12D;
p53f/f; Ng2/Cspg4�/� cells (Fig. 5D). To determine whether
the findings in the mouse correlated with the situation in
human tumors, we examined the expression of CAS7 and
IGFBP3 in tumors treated with NG2/CSPG4 antibody and
found increased expression in both genes with inhibition
(Fig. 5E). Thus, the human tumors behave similarly to the
mouse tumors in which Ng2/Cspg4 is depleted in an estab-
lished tumor. Taken together, these data raise the possibility

Figure 3. NG2/CSPG4-antibody immunotherapy inhibits tumor growth in human undifferentiated pleomorphic sarcoma xenografts. A, NG2/CSPG4-
antibody treatments resulted in a decrease in tumor weight when compared with tumors treated with IgG; n � 10 in each group. B, antibody treatment
decreased tumor cell proliferation; n � 6 in each group. C, antibody treatment increased tumor cell apoptosis; n � 6 in each group. Data are shown as means
with 95% confidence intervals indicated (error bars). *, p � 0.05.
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that deleting Ng2/Cspg4 at tumor initiation activates IGF
signaling, a pathway known to positively regulate soft-tissue
sarcoma growth (42), whereas in established tumors, there is
an opposite effect.

Discussion

Here we show that Ng2/Cspg4 plays an important role in
soft-tissue sarcoma growth and maintenance. Inhibition of
Ng2/Cspg4 in established sarcomas by gene deletion or NG2/
CSPG4 antibody immunotherapy significantly reduced tumor
size in murine and human sarcomas. This was associated with a
decrease in cell proliferation and increase in apoptosis.

Surprisingly, deleting Ng2/Cspg4 at the time of tumor initia-
tion resulted in the opposite effect on tumor growth. We found
that deletion of Ng2/Cspg4 at tumor initiation resulted in acti-
vation of IGF signaling and a loss of the normal regulation of
insulin growth factor– binding proteins, which are known to
inhibit IGF signaling and regulate cell proliferation. It is possi-
ble that cells might adapt to loss of Ng2/Cspg4 at tumor initia-
tion in ways that are different from Ng2/Cspg4 after the tumor

is already formed. This adaptation can include activation of
IGF signaling through the loss of normal regulation of
IGFBPs. This might be related to an epigenetic change,
allowing activation of IGF signaling through the loss of nor-
mal up-regulation of IGFPBs. Another possibility is that
because Ng2/Cspg4 is a membrane proteoglycan that inter-
acts with other cells and extracellular matrix, loss of Ng2/
Cspg4 at tumor initiation may alter a critical extracellular
interaction that promotes tumor growth. Deletion of Ng2/
Cspg4 at tumor initiation revealed a pro-apoptotic effect of
Ng2/Cspg4, so ablation of Ng2/Cspg4 might account for
decreased cell death at the time of tumor initiation. Consis-
tent with that notion, Ng2/Cspg4 has been shown to play a
pro-apoptotic role in fibroblasts (43, 44). Another possibility
is that by deleting Ng2/Cspg4 at tumor initiation, we are
changing the cell type that becomes the tumor or changing
the type of tumor that develops; however, in our analysis to
date, we have not found differences between the sarcomas to
suggest a difference in tumor cell type. Our data on phospho-
AKT, and a lack of normal down-regulation of Igfbp3 expres-

Figure 4. Deletion of Ng2/Cspg4 at the time of tumor initiation increases tumor size. A, tumor size was significantly larger in KPNG2f/f tumors compared
with KPNG2f/� or KPNG2�/� tumors. Data are shown as means with 95% confidence intervals (KPNG2�/�, n � 8; KPNG2f/�, n � 17; KPNG2f/f, n � 9. B, KPNG2f/f

mice showed a delay in tumor formation compared with KPNG2�/� animals. p � 0.0246. C, representative images of immunofluorescence staining of EdU
showing increased percentage of Edu-positive cells (green channel) in the KPNG2f/f tumor cells compared with KPNG2�/� tumor cells after 4 h of culturing with
medium containing 10 �M Edu. Nuclei were labeled with 4�,6-diamidino-2-phenylindole (DAPI) staining (blue channel). D, percentage of EdU-positive cells were
analyzed after 4 and 24 h of culturing with EdU-containing medium. Increased percentages of EdU-positive cells were found at both time points in the KPNG2f/f

cells compared with KPNG2�/� cells. Data are shown as means with 95% confidence intervals indicated (error bars). *, p � 0.05.
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sion, suggest that there is constitutive IGF activity in the
tumors that lost Ng2/Cspg4 at tumor initiation. This adds
support to the notion that IGF plays a critical role in tumor
cell behavior in sarcomas (45, 46).

Soft-tissue sarcoma comprises a heterogeneous group of
tumors; therefore, precise categorization of patient tumor
types is important for choosing appropriate and effective
treatments. Our data suggest that targeting Ng2/Cspg4 can
be developed into a novel therapeutic approach for soft-tis-
sue sarcomas expressing this transmembrane proteoglycan.
Furthermore, our data also illustrate the complexity in inter-
preting results from genetically engineered mice, as the data
from deletion of Ng2/Cspg4 at tumor initiation probably do
not necessarily pertain to the more clinically relevant exper-
iment of Ng2/Cspg4 inhibition in established tumors. Issues
related to experiments studying the role of genes in tumor
initiation compared with their role in tumor maintenance
should be considered when translating data from mouse
genetics to proposed therapies.

Experimental procedures

Mice

All experiments were performed in accordance with
National Institutes of Health guidelines and were approved by
the Duke University Division of Laboratory Resources. We
crossed Ng2/Cspg4	/	, Ng2/Cspg4f/f (32, 47), LSL-KrasG12D;
p53f/f (29), KrasFRT-STOP-FRT-G12D; p53FRT/FRT (48, 49), and
R26Cre-ER-T2 or Col1a1FRT-STOP-FRT-Cre-ER-T2 transgenic mice.
Tumors were generated by intramuscular injection of a calcium
phosphate precipitate of adenovirus expression Cre recombi-
nase or flippase (University of Iowa) into the right hind leg of
6 – 8-week-old mice. Animals were euthanized within 12 days
of tumor formation. Volume was calculated by using the for-
mula, (ab2)�/6, where a is the longest measurement and b is the
shortest.

Tomoxifen-induced genes were activated using 4-OHT
(Sigma-Aldrich) dissolved in 100% ethanol at a concentration
of 250 mg/ml and then diluted with DMSO (Sigma-Aldrich) to
a final working solution concentration of 25 mg/ml. Soft-tissue

Figure 5. Divergent effect of Ng2/Cspg4 deletion on gene expression, depending on the developmental stage of the tumor when it is depleted. A, -fold
change of Casp7 expression, showing an increase when Ng2/Cspg4 is deleted after the tumor forms but a decrease when deleted at the time of tumor initiation
compared with control tumors expressing Ng2/Cspg4. n � 6 for each condition. B, -fold change of Igfbp3 expression, showing a decrease when Ng2/Cspg4 is
deleted after the tumor forms but an increase when deleted at the time of tumor initiation compared with control tumors expressing Ng2/Cspg4. n � 6 for each
condition. Expression is reported as log2. C, KPNG2�/� and KPNG2f/f tumor cells were cultured with IGFII (100 ng/ml) for 12 h followed by real-time PCR analysis
for Igfbp3 expression. Data are shown as means with 95% confidence intervals indicated. n � 6 for each group. *, p � 0.05. D, increased expression levels of
phospho-AKT were found in the KPNG2f/f tumors when compared with tumors derived from KPNG2�/� or KPRNG2 animals. Vinculin was used as loading
control. The Western image is from a single blot with additional lanes not relevant to this figure replaced by a space in this image. E, change in expression of
CASP7 and IGFBP3 in a human tumor treated with an NG2/CSPG4 compared with controls (control � 1). There is a significant increase in expression in both
genes. Data are shown as means with 95% confidence intervals indicated (error bars). *, p � 0.05.
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sarcomas in the mouse hind limb were infiltrated with a single
intramuscular injection of 30 �l of 4-OHT (0.75 mg) working
solution via a 27.5-gauge insulin syringe.

NG2/CSPG4 lentiviral particle transfection and human
sarcoma xenografts

Human undifferentiated pleomorphic sarcoma cells were
dissociated into single cells as described previously (50, 51).
Lentiviral particles containing three target-specific constructs
that encode 19 –25-nucleotide shRNA targeting human NG2/
CSPG4 and lentiviral particles expressing copGFP control len-
tiviral particles were purchased from Santa Cruz Biotechnol-
ogy. Cells were plated 24 h before viral transfection at 0.6 � 105

cells/well. For cell infection, viral particles (multiplicity of
infection � 4) were supplemented with 10 �g/ml Polybrene
and incubated with cells for 24 h. Puromycin (2 �g/ml) was
used to select stable clones expressing the shRNA. Various
numbers of cells (1 � 105 to 1 � 102) were suspended with
Matrigel (BD Biosciences) and injected subcutaneously into
6 – 8-week-old NSG mice (Jackson Laboratory).

Histology and immunofluorescence

Tumor samples were formalin-fixed in 4% paraformalde-
hyde, embedded in Tissue Tek O.C.T compound (Fisher Scien-
tific), and sectioned. Sections (10 �m) of the tumor samples
were stained with hematoxylin and eosin following standard
procedures. For immunofluorescence, the sections were
stained with antibodies against human NG2/CSPG4 (mouse
mAb 9.2.27, 1:100) or mouse Ng2/Cspg4 (rabbit anti-Ng2/EC,
1:100) at 4 °C overnight. Secondary antibodies conjugated with
Alexa Fluor 488 (1:1000; Invitrogen) or Alexa Fluor 568 (1:1000;
Thermo Fisher Scientific) were incubated for 1 h at room tem-
perature to detect the primary antibody. Finally, the sections
were mounted in 4�,6-diamidino-2-phenylindole containing
Fluoroshield (Abcam) and imaged.

Western analysis

Western analysis was performed using standard protocols.
Immunoblotting was performed overnight at 4 °C with the fol-
lowing primary antibodies: human NG2/CSPG4 mAb 9.2.27
(1:1000), mouse Ng2/Cspg4 (1:2000), phospho-AKT (Ser-473)
from Cell Signaling (1:1000), pan-AKT from Cell Signaling
(1:1000), actin from Thermo Fisher (1:5000), and vinculin from
Millipore (1:2000).

Gene expression analysis

RNA isolated from at least three independent experiments
was analyzed by quantitative real-time PCR in triplicate for
each treatment condition and primer set. The reactions used
TaqMan Universal PCR master mix (Applied Biosystems) with
TaqMan gene expression assays for human NG2/CSPG4,
mouse Ng2/Cspg4, and mouse Igfbp3 (Applied Biosystems).
The gene expression levels between samples were analyzed
using the 2

Ct method (52). Gapdh (Applied Biosystems) was
used as endogenous control for target gene normalization. 50
ng of total RNA was used for cDNA synthesis using RT2 SYBR
Green quantitative PCR master mixes and the RT2 First Strand
kit (Qiagen). Gene expression profiling was performed using

the RT2 Profiler Mouse Cancer PathwayFinder PCR Array
(Qiagen) according to the manufacturer’s protocol.

RNA sequencing

RNA-seq data were processed using the TrimGalore toolkit,
which employs Cutadapt to trim low-quality bases and Illumina
sequencing adapters from the 3�-end of the reads. Only reads
that were 20 nucleotides or longer after trimming were kept for
further analysis. Reads were mapped to the GRCm38v68 ver-
sion of the mouse genome and transcriptome (53) using the
STAR RNA-seq alignment tool (54). Reads were kept for sub-
sequent analysis if they mapped to a single genomic location.
Gene counts were compiled using the HTSeq tool. Only genes
that had at least 10 reads in any given library were used in
subsequent analysis. Normalization and differential expression
was carried out using the DESeq2 (55) Bioconductor (56) pack-
age with the R statistical programming environment. The false
discovery rate was calculated to control for multiple hypothesis
testing. Gene set enrichment analysis (57) was performed to
identify differentially regulated pathways and gene ontology
terms for each of the comparisons performed.

Proliferation and apoptosis

Cell proliferation was measured using the Click-iT EdU
imaging kit (Invitrogen) according to the manufacturer’s pro-
tocols. Cells isolated from sarcomas were cultured with
medium containing 10 �M Edu for 4 or 24 h followed by fixation
and EdU detection. Apoptosis was measured using annexin V
incorporation in a manner identical to that previously reported
(58).

Immunotherapy studies

Human undifferentiated pleomorphic sarcoma cells (1 �
104) were suspended with Matrigel (BD Biosciences) and
injected subcutaneously into 6 – 8-week-old NSG mice. After 7
weeks, the animals were randomly divided into two groups.
Animals were treated with mouse monoclonal antibody 9.2.27
to human NG2/CSPG4 or IgG control at 50 �g/ml/mouse
(Abcam) via intraperitoneal injection every other day for 2
weeks.

Statistical analyses

For all of the data, the mean, 95% confidence interval, and S.D
were calculated for each condition. Statistical significance was
calculated using two-tailed, unpaired Student’s t test. The
threshold for statistical significance was p � 0.05.

Author contributions—S.-C. H., W. B. S., D. G. K., and B. A. A.
designed experiments, interpreted results, and wrote the manu-
script. S.-C. H. performed genetic and cell culture experiments. P. N.
and V. P. performed the xenograft immunotherapy experiment.
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A. B., Sakariassen, P. Ø., Heggdal, J. I., Van Furth, W. R., Bjerkvig, R., et al.
(2011) Expression of the progenitor marker NG2/CSPG4 predicts poor
survival and resistance to ionising radiation in glioblastoma. Acta Neuro-
pathol. 122, 495–510 CrossRef Medline

24. Benassi, M. S., Pazzaglia, L., Chiechi, A., Alberghini, M., Conti, A., Catta-
ruzza, S., Wassermann, B., Picci, P., and Perris, R. (2009) NG2 expression
predicts the metastasis formation in soft-tissue sarcoma patients. J. Or-
thop. Res. 27, 135–140 CrossRef Medline

25. Nicolosi, P. A., Dallatomasina, A., and Perris, R. (2015) Theranostic im-
pact of NG2/CSPG4 proteoglycan in cancer. Theranostics 5, 530 –544
CrossRef Medline

26. Wagner, S., Krepler, C., Allwardt, D., Latzka, J., Strommer, S., Scheiner, O.,
Pehamberger, H., Wiedermann, U., Hafner, C., and Breiteneder, H. (2008)
Reduction of human melanoma tumor growth in severe combined immu-
nodeficient mice by passive transfer of antibodies induced by a high mo-
lecular weight melanoma-associated antigen mimotope vaccine. Clin.
Cancer Res. 14, 8178 – 8183 CrossRef Medline

27. Wang, X., Osada, T., Wang, Y., Yu, L., Sakakura, K., Katayama, A., Mc-
Carthy, J. B., Brufsky, A., Chivukula, M., Khoury, T., Hsu, D. S., Barry,
W. T., Lyerly, H. K., Clay, T. M., and Ferrone, S. (2010) CSPG4 protein as
a new target for the antibody-based immunotherapy of triple-negative
breast cancer. J. Natl. Cancer Inst. 102, 1496 –1512 CrossRef Medline

28. Rivera, Z., Ferrone, S., Wang, X., Jube, S., Yang, H., Pass, H. I., Kanodia, S.,
Gaudino, G., and Carbone, M. (2012) CSPG4 as a target of antibody-based
immunotherapy for malignant mesothelioma. Clin. Cancer Res. 18,
5352–5363 CrossRef Medline

29. Kirsch, D. G., Dinulescu, D. M., Miller, J. B., Grimm, J., Santiago, P. M.,
Young, N. P., Nielsen, G. P., Quade, B. J., Chaber, C. J., Schultz, C. P.,
Takeuchi, O., Bronson, R. T., Crowley, D., Korsmeyer, S. J., Yoon, S. S., et
al. (2007) A spatially and temporally restricted mouse model of soft tissue
sarcoma. Nat. Med. 13, 992–997 CrossRef Medline

30. Mito, J. K., Riedel, R. F., Dodd, L., Lahat, G., Lazar, A. J., Dodd, R. D.,
Stangenberg, L., Eward, W. C., Hornicek, F. J., Yoon, S. S., Brigman, B. E.,
Jacks, T., Lev, D., Mukherjee, S., and Kirsch, D. G. (2009) Cross species
genomic analysis identifies a mouse model as undifferentiated pleomor-
phic sarcoma/malignant fibrous histiocytoma. PLoS One 4, e8075
CrossRef Medline

31. Deleted in proof
32. Chang, Y., She, Z. G., Sakimura, K., Roberts, A., Kucharova, K., Rowitch,

D. H., and Stallcup, W. B. (2012) Ablation of NG2 proteoglycan leads to
deficits in brown fat function and to adult onset obesity. PLoS One 7,
e30637 CrossRef Medline

33. Fottner, C., Engelhardt, D., and Weber, M. M. (1999) Characterization of
insulin-like growth factor binding proteins (IGFBPs) secreted by bovine
adrenocortical cells in primary culture: regulation by insulin-like growth
factors (IGFs) and adrenocorticotropin (ACTH). Horm. Metab. Res. 31,
203–208 CrossRef Medline

34. Granata, R., Trovato, L., Garbarino, G., Taliano, M., Ponti, R., Sala, G.,
Ghidoni, R., and Ghigo, E. (2004) Dual effects of IGFBP-3 on endothelial

NG2/CSPG4 in sarcomas

2474 J. Biol. Chem. (2018) 293(7) 2466 –2475

http://www.ncbi.nlm.nih.gov/pubmed/12796356
http://dx.doi.org/10.1038/nrc1168
http://www.ncbi.nlm.nih.gov/pubmed/12951587
http://dx.doi.org/10.1007/s00423-008-0368-5
http://www.ncbi.nlm.nih.gov/pubmed/18584203
http://dx.doi.org/10.1586/era.09.76
http://www.ncbi.nlm.nih.gov/pubmed/19671033
http://dx.doi.org/10.1023/A:1025731428581
http://www.ncbi.nlm.nih.gov/pubmed/14501214
http://dx.doi.org/10.1038/onc.2008.157
http://www.ncbi.nlm.nih.gov/pubmed/18469852
http://dx.doi.org/10.1083/jcb.200612084
http://www.ncbi.nlm.nih.gov/pubmed/17591920
http://dx.doi.org/10.1007/s10456-013-9378-1
http://www.ncbi.nlm.nih.gov/pubmed/23925489
http://dx.doi.org/10.1002/(SICI)1097-4547(19960201)43:3%3C299::AID-JNR5%3E3.0.CO;2-E
http://www.ncbi.nlm.nih.gov/pubmed/8714519
http://dx.doi.org/10.1007/s10456-012-9316-7
http://www.ncbi.nlm.nih.gov/pubmed/23124902
http://dx.doi.org/10.1016/j.semcdb.2004.01.002
http://www.ncbi.nlm.nih.gov/pubmed/15209377
http://dx.doi.org/10.1242/jcs.00712
http://www.ncbi.nlm.nih.gov/pubmed/13130092
http://dx.doi.org/10.1083/jcb.200403174
http://www.ncbi.nlm.nih.gov/pubmed/15210734
http://dx.doi.org/10.1007/s12026-011-8232-z
http://www.ncbi.nlm.nih.gov/pubmed/21717063
http://dx.doi.org/10.1093/jmcb/mjt010
http://www.ncbi.nlm.nih.gov/pubmed/23559515
http://dx.doi.org/10.1016/j.celrep.2016.06.058
http://www.ncbi.nlm.nih.gov/pubmed/27425618
http://www.ncbi.nlm.nih.gov/pubmed/1409414
http://www.ncbi.nlm.nih.gov/pubmed/8562938
http://www.ncbi.nlm.nih.gov/pubmed/20656983
http://dx.doi.org/10.1371/journal.pone.0023062
http://www.ncbi.nlm.nih.gov/pubmed/21829586
http://dx.doi.org/10.1007/s00401-011-0867-2
http://www.ncbi.nlm.nih.gov/pubmed/21863242
http://dx.doi.org/10.1002/jor.20694
http://www.ncbi.nlm.nih.gov/pubmed/18634019
http://dx.doi.org/10.7150/thno.10824
http://www.ncbi.nlm.nih.gov/pubmed/25767619
http://dx.doi.org/10.1158/1078-0432.CCR-08-0371
http://www.ncbi.nlm.nih.gov/pubmed/19088033
http://dx.doi.org/10.1093/jnci/djq343
http://www.ncbi.nlm.nih.gov/pubmed/20852124
http://dx.doi.org/10.1158/1078-0432.CCR-12-0628
http://www.ncbi.nlm.nih.gov/pubmed/22893632
http://dx.doi.org/10.1038/nm1602
http://www.ncbi.nlm.nih.gov/pubmed/17676052
http://dx.doi.org/10.1371/journal.pone.0008075
http://www.ncbi.nlm.nih.gov/pubmed/19956606
http://dx.doi.org/10.1371/journal.pone.0030637
http://www.ncbi.nlm.nih.gov/pubmed/22295099
http://dx.doi.org/10.1055/s-2007-978720
http://www.ncbi.nlm.nih.gov/pubmed/10226803


cell apoptosis and survival: involvement of the sphingolipid signaling
pathways. FASEB J. 18, 1456 –1458 Medline

35. Williams, A. C., Collard, T. J., Perks, C. M., Newcomb, P., Moorghen, M.,
Holly, J. M., and Paraskeva, C. (2000) Increased p53-dependent apoptosis
by the insulin-like growth factor binding protein IGFBP-3 in human co-
lonic adenoma-derived cells. Cancer Res. 60, 22–27 Medline

36. Butt, A. J., Firth, S. M., King, M. A., and Baxter, R. C. (2000) Insulin-like
growth factor-binding protein-3 modulates expression of Bax and Bcl-2
and potentiates p53-independent radiation-induced apoptosis in human
breast cancer cells. J. Biol. Chem. 275, 39174 –39181 CrossRef Medline

37. Hollowood, A. D., Lai, T., Perks, C. M., Newcomb, P. V., Alderson, D., and
Holly, J. M. (2000) IGFBP-3 prolongs the p53 response and enhances
apoptosis following UV irradiation. Int. J. Cancer 88, 336 –341 CrossRef
Medline

38. Walter, H. J., Berry, M., Hill, D. J., Cwyfan-Hughes, S., Holly, J. M., and
Logan, A. (1999) Distinct sites of insulin-like growth factor (IGF)-II ex-
pression and localization in lesioned rat brain: possible roles of IGF bind-
ing proteins (IGFBPs) in the mediation of IGF-II activity. Endocrinology
140, 520 –532 CrossRef Medline

39. Duan, C., Liimatta, M. B., and Bottum, O. L. (1999) Insulin-like growth
factor (IGF)-I regulates IGF-binding protein-5 gene expression through
the phosphatidylinositol 3-kinase, protein kinase B/Akt, and p70 S6 kinase
signaling pathway. J. Biol. Chem. 274, 37147–37153 CrossRef Medline

40. Kulik, G., Klippel, A., and Weber, M. J. (1997) Antiapoptotic signalling by
the insulin-like growth factor I receptor, phosphatidylinositol 3-kinase,
and Akt. Mol. Cell. Biol. 17, 1595–1606 CrossRef Medline

41. Jin, Q., Lee, H. J., Min, H. Y., Smith, J. K., Hwang, S. J., Whang, Y. M., Kim,
W. Y., Kim, Y. H., and Lee, H. Y. (2014) Transcriptional and posttransla-
tional regulation of insulin-like growth factor binding protein-3 by Akt3.
Carcinogenesis 35, 2232–2243 CrossRef Medline

42. Van der Ven, L. T., Roholl, P. J., Gloudemans, T., Van Buul-Offers, S. C.,
Welters, M. J., Bladergroen, B. A., Faber, J. A., Sussenbach, J. S., and Den
Otter, W. (1997) Expression of insulin-like growth factors (IGFs), their
receptors and IGF binding protein-3 in normal, benign and malignant
smooth muscle tissues. Br. J. Cancer 75, 1631–1640 CrossRef Medline

43. Joo, N. E., Watanabe, T., Chen, C., Chekenya, M., Stallcup, W. B., and Kapila,
Y. L. (2008) NG2, a novel proapoptotic receptor, opposes integrin �4 to me-
diate anoikis through PKC�-dependent suppression of FAK phosphoryla-
tion. Cell Death Differ. 15, 899–907 CrossRef Medline
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